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BCD1 YHR040W FIDNAREEEDAEEDSQPTEEPVQK [15] Phospho (ST) + 100.0 1.01 -1.44 -1.16 2.45 0.001 0.004 0.006 0.00 6.13E+04 4.76E+04 7.41E+04 1.29E+05 1.22E+05 1.17E+05 2.30E+04 2.10E+04 2.34E+04 2.56E+04 2.55E+04 3.05E+04 962.407596 3 53.88

BDF1 YLR399C ALSQEEQSR [3] Phospho (ST) + 100.0 0.83 -0.72 -1.79 1.55 0.107 0.225 0.109 0.01 5.56E+03 5.32E+02 7.50E+03 8.33E+03 5.86E+03 1.01E+04 1.79E+03 3.21E+03 3.23E+03 2.81E+03 8.02E+02 2.92E+02 564.24118 2 31.66

CBF1 YJR060W DQGLLSQESNDGNIDSALLSEGATLK [6] Phospho (ST)|[9] Phospho (ST) + 100.0, 100.0 0.14 -0.95 -2.11 1.09 0.377 0.057 0.013 0.03 9.11E+04 7.60E+04 3.93E+04 6.27E+04 1.05E+05 5.98E+04 2.70E+04 4.71E+04 3.26E+04 1.64E+04 1.31E+04 1.84E+04 945.750341 3 38.85

CBF5 YLR175W EYVPLDNAEQSTSSSQETK [18] Phospho (ST) + 99.4 2.19 0.04 -0.62 2.16 0.001 0.413 0.003 0.00 2.68E+05 2.18E+05 2.52E+05 1.36E+06 1.11E+06 9.00E+05 2.14E+05 2.91E+05 2.52E+05 1.68E+05 1.45E+05 1.67E+05 1096.96527 2 38.96

CCT3 YJL014W KGESQTNIEIEK [4] Phospho (ST) - 99.9 1.84 0.45 0.72 1.39 0.005 0.071 0.084 0.01 2.18E+03 1.98E+03 3.55E+03 6.78E+03 9.49E+03 1.14E+04 3.28E+03 3.47E+03 3.78E+03 5.94E+03 3.04E+03 3.77E+03 728.339427 2 34.55

CDC3 YLR314C DYEEELANDQEEEEGQGEGHENQSQEQR [24] Phospho (ST) - 100.0 1.05 -0.25 -0.40 1.30 0.015 0.254 0.108 0.01 1.11E+05 6.65E+04 8.54E+04 2.27E+05 1.77E+05 1.39E+05 4.82E+04 9.70E+04 7.61E+04 7.77E+04 5.51E+04 6.64E+04 1129.43366 3 20.36

DEP1 YAL013W SQQTPQESEQTTAK [N-term] Acetyl (Protein N-term)|[1] Phospho (ST)- 100.0 0.45 -0.82 -1.32 1.27 0.167 0.111 0.053 0.02 2.01E+04 7.81E+03 2.15E+04 2.91E+04 2.04E+04 1.81E+04 4.56E+03 1.19E+04 1.15E+04 1.01E+04 3.58E+03 6.07E+03 842.856673 2 18.28

ERG6 YML008C KPENAETPSQTSQEATQ [16] Phospho (ST) - 100.0 3.33 0.08 -0.64 3.25 0.001 0.460 0.262 0.00 4.46E+02 1.60E+02 8.33E+02 6.09E+03 4.23E+03 4.50E+03 6.47E+02 1.72E+02 7.04E+02 0.00E+00 3.91E+02 5.24E+02 963.410982 2 38.02

GOS1 YHL031C SQFHSQSNVLNTANNK [1] Phospho (ST) - 100.0 0.37 -0.75 -0.07 1.12 0.101 0.111 0.386 0.04 1.48E+04 1.59E+04 2.08E+04 1.74E+04 2.24E+04 2.70E+04 1.45E+04 1.49E+04 1.35E+03 1.53E+04 1.43E+04 1.97E+04 934.918784 2 62.36

HIF1 YLL022C PLGDFNDLSQLVK [9] Phospho (ST) - 100.0 4.47 1.20 0.90 3.26 0.024 0.132 0.255 0.03 1.33E+02 2.62E+02 0.00E+00 2.47E+03 5.27E+03 1.74E+03 5.41E+02 1.16E+02 2.99E+02 5.37E+02 2.32E+02 0.00E+00 763.369769 2 23.07

HIF1 YLL022C RPLSQPTTSIGFPALEK [4] Phospho - 97.9 2.23 0.66 -0.03 1.57 0.000 0.093 0.476 0.00 7.90E+03 1.49E+04 6.83E+03 4.72E+04 4.92E+04 4.30E+04 2.08E+04 1.33E+04 1.28E+04 1.39E+04 1.02E+04 4.74E+03 641.332418 3 24.38

HPR1 YDR138W INSASQTEGDELK [5] Phospho (ST) + 100.0 2.78 -0.11 -1.04 2.89 0.000 0.332 0.042 0.00 6.93E+03 7.24E+03 1.04E+04 6.08E+04 4.88E+04 6.00E+04 6.85E+03 7.39E+03 8.60E+03 6.87E+03 2.25E+03 2.83E+03 736.319049 2 66.79

HSP12 YFL014W ASEALKPDSQKSYAEQGK [9] Phospho (ST)|[13] Phospho (Y) + 85.3, 85.4 4.55 -1.74 -0.46 6.28 0.000 0.173 0.357 0.00 1.64E+03 3.94E+02 1.18E+02 1.58E+04 1.85E+04 1.68E+04 2.33E+02 3.43E+02 4.74E+01 3.36E+02 3.26E+02 8.92E+02 699.636034 3 16.24

HSP12 YFL014W ASEALKPDSQK [9] Phospho (ST) + 100.0 4.92 -0.36 -1.40 5.29 0.002 0.224 0.031 0.00 1.10E+04 5.62E+03 5.96E+03 2.41E+05 1.60E+05 2.85E+05 7.01E+03 3.90E+03 6.65E+03 3.85E+03 2.53E+03 2.19E+03 627.292143 2 42.09

HTA2 YBL003C TAKASQEL [5] Phospho (ST) - 100.0 3.34 -0.63 1.29 3.97 0.002 0.153 0.050 0.00 7.89E+04 2.49E+04 5.56E+04 6.85E+05 4.65E+05 4.61E+05 2.68E+04 3.95E+04 3.63E+04 1.95E+05 9.44E+04 1.00E+05 464.212801 2 28.54

HXT1 YHR094C NESFHDNLSESQVQPAVAPPNTGK [11] Phospho (ST) - 97.3 -0.23 -1.10 -0.44 0.88 0.295 0.013 0.081 0.07 3.87E+04 2.38E+04 3.56E+04 3.38E+04 1.47E+04 3.54E+04 1.21E+04 1.92E+04 1.43E+04 2.57E+04 2.02E+04 2.66E+04 662.301924 4 22.72

IES4 YOR189W SQESSVLSESQEQLANNPK [N-term] Acetyl (Protein N-term)|[1] Phospho (ST)(+) different resdiue47.9 -0.69 -1.04 -2.30 0.36 0.010 0.005 0.000 0.20 4.46E+04 4.83E+04 4.51E+04 2.59E+04 3.74E+04 2.24E+04 1.38E+04 3.08E+04 2.24E+04 8.63E+03 7.84E+03 1.16E+04 1098.98687 2 73.35

IOC2 YLR095C SPQHTLSQR [7] Phospho (ST) + 90.1 2.39 -1.62 -2.92 4.00 0.004 0.120 0.072 0.00 2.66E+03 7.72E+02 6.39E+02 7.31E+03 5.38E+03 8.74E+03 4.83E+02 1.80E+02 6.44E+02 2.22E+02 1.69E+02 1.21E+02 567.258309 2 25.02

ISW2 YOR304W EDTPLSQNESTR [3] Phospho (ST) + 100.0 2.72 0.56 -0.14 2.16 0.001 0.116 0.384 0.00 1.82E+03 2.50E+03 4.37E+03 2.13E+04 1.54E+04 2.07E+04 5.41E+03 3.34E+03 4.06E+03 1.99E+03 2.65E+03 3.25E+03 728.802009 2 18.36

ISW2 YOR304W TSATREDTPLSQNESTR [11] Phospho (ST) + 100.0 2.20 0.20 -0.36 2.00 0.003 0.129 0.128 0.00 3.38E+03 4.53E+03 3.66E+03 2.28E+04 1.51E+04 1.53E+04 4.10E+03 4.92E+03 4.24E+03 3.98E+03 2.91E+03 2.13E+03 658.291707 3 32.65

KIN2 YLR096W RISQSGQSQHPTR [3] Phospho (ST) - 99.7 1.35 -0.65 -0.13 2.00 0.075 0.310 0.438 0.04 1.32E+03 5.49E+03 1.36E+03 6.96E+03 3.59E+03 1.03E+04 4.20E+03 5.53E+02 4.26E+02 2.64E+03 1.70E+03 3.11E+03 781.365439 2 36.37

LEO1 YOR123C KQSQILR [3] Phospho (ST) - 100.0 1.40 -1.15 -0.69 2.55 0.002 0.007 0.013 0.00 3.37E+03 2.32E+03 3.05E+03 7.47E+03 6.59E+03 9.06E+03 1.69E+03 1.35E+03 8.74E+02 1.96E+03 1.65E+03 1.80E+03 476.751944 2 41.17

MEC1 YBR136W KVPTDPSSSQEYAK [9] Phospho (ST) + 33.3 3.82 2.79 1.28 1.03 0.001 0.014 0.121 0.02 5.27E+00 7.15E+02 3.46E+02 4.77E+03 6.26E+03 4.48E+03 3.21E+03 1.32E+03 3.07E+03 4.39E+02 6.92E+02 1.51E+03 808.863415 2 26.89

MLH1 YMR167W VTNVSHSQEAEK [7] Phospho (ST) - 100.0 3.38 0.69 -1.19 2.68 0.029 0.043 0.033 0.03 1.35E+02 2.79E+02 1.75E+02 2.31E+03 7.89E+02 3.33E+03 3.86E+02 2.58E+02 3.31E+02 6.55E+01 1.14E+02 6.28E+01 704.8087 2 21.95

MSH6 YDR097C STTTDEDLSSSQSR [11] Phospho (ST) + 98.8 0.05 -1.32 -1.34 1.37 0.457 0.066 0.064 0.01 1.02E+04 3.20E+03 6.44E+03 8.41E+03 7.05E+03 5.19E+03 1.59E+03 3.26E+03 3.10E+03 3.63E+03 2.18E+03 2.03E+03 797.318456 2 25.65

MSH6 YDR097C STTTDEDLSSSQSRR [11] Phospho (ST) + 89.3 0.49 -1.11 -0.85 1.60 0.055 0.019 0.053 0.00 2.82E+04 1.61E+04 1.90E+04 3.27E+04 2.59E+04 3.02E+04 9.84E+03 8.37E+03 1.10E+04 1.67E+04 7.41E+03 1.09E+04 875.368281 2 26.73

NOP13 YNL175C GSAAIVPSQGK [8] Phospho (ST) - 100.0 -0.15 -1.34 -0.91 1.19 0.425 0.152 0.213 0.02 5.91E+03 1.59E+03 1.47E+03 2.45E+03 2.85E+03 2.78E+03 4.66E+02 9.41E+02 2.12E+03 6.57E+02 1.34E+03 2.77E+03 547.762929 2 19.47

NUP2 YLR335W EESTTEATGNESQDATK [4] Phospho (ST) - 100.0 2.21 -0.18 0.29 2.39 0.001 0.375 0.345 0.00 8.98E+03 2.56E+03 5.28E+03 2.74E+04 2.82E+04 2.24E+04 4.11E+03 4.75E+03 5.98E+03 1.13E+04 4.54E+03 4.73E+03 939.368346 2 27.74

PDS1 YDR113C KLSQISR [3] Phospho (ST) - 100.0 0.47 -1.17 -0.79 1.63 0.127 0.026 0.112 0.02 1.28E+04 9.90E+03 8.37E+03 1.96E+04 1.10E+04 1.23E+04 2.72E+03 3.16E+03 7.93E+03 2.41E+03 4.05E+03 1.14E+04 456.238946 2 21.02

PRP19 YLL036C SSQQAVAITR [2] Phospho (ST) + 92.5 0.95 -0.15 -0.34 1.09 0.001 0.280 0.086 0.00 8.58E+04 7.19E+04 9.84E+04 1.78E+05 1.52E+05 1.63E+05 9.77E+04 7.02E+04 6.35E+04 7.31E+04 5.28E+04 7.70E+04 570.77413 2 49.98

RFA1 YAR007C FANENPNSQK [8] Phospho (ST) + 100.0 2.79 -0.08 1.41 2.87 0.010 0.468 0.049 0.01 4.03E+04 1.12E+04 9.94E+03 1.99E+05 9.25E+04 1.33E+05 3.49E+04 1.20E+04 1.13E+04 7.20E+04 3.10E+04 6.03E+04 614.753219 2 25.38

RFA2 YNL312W GYGSQVAQQFEIGGYVK [4] Phospho (ST) + 91.8 0.99 1.54 0.90 -0.55 0.056 0.017 0.075 0.11 3.02E+04 7.24E+04 2.94E+04 1.07E+05 9.84E+04 5.59E+04 1.56E+05 1.43E+05 8.34E+04 8.26E+04 1.09E+05 5.41E+04 955.938702 2 90.45

RHO1 YPR165W SQQVGNSIR [N-term] Acetyl (Protein N-term)|[1] Phospho (ST)- 99.9 1.28 -0.33 -0.47 1.61 0.001 0.237 0.060 0.00 2.20E+04 2.22E+04 2.72E+04 6.22E+04 5.00E+04 6.14E+04 7.99E+03 2.11E+04 2.78E+04 2.29E+04 1.42E+04 1.44E+04 555.750289 2 15.71

RPL1B YGL135W ITSSQVR [4] Phospho (ST) - 99.6 2.55 0.05 -0.20 2.50 0.003 0.461 0.388 0.00 1.92E+04 5.54E+03 1.15E+04 8.78E+04 5.40E+04 7.05E+04 1.04E+04 1.18E+04 1.53E+04 1.68E+04 7.98E+03 6.75E+03 435.707543 2 29.38

SAR1 YPL218W SALGLLNTTGSQR [11] Phospho (ST) - 99.9 1.47 -0.72 -1.36 2.19 0.053 0.279 0.163 0.02 0.00E+00 3.38E+03 2.10E+03 2.69E+03 6.60E+03 5.94E+03 2.06E+02 1.01E+03 2.10E+03 6.18E+02 1.08E+03 4.11E+02 699.342888 2 15.62

SHP1 YBL058W AINTEHVGGLCPKPGSSQGSNEYLK [20] Phospho (ST)|[23] Phospho (Y) - 66.1, 66.1 1.92 0.31 -0.80 1.60 0.000 0.279 0.011 0.00 6.58E+03 7.95E+03 5.45E+03 2.61E+04 2.78E+04 2.17E+04 7.02E+03 1.30E+04 4.84E+03 4.34E+03 3.46E+03 3.65E+03 935.077389 3 16.89

SHP1 YBL058W PGSSQGSNEYLK [4] Phospho (ST) - 91.7 3.26 1.15 0.29 2.10 0.000 0.069 0.342 0.00 7.52E+02 7.82E+02 2.72E+03 1.51E+04 1.40E+04 1.19E+04 2.95E+03 2.11E+03 4.44E+03 1.78E+03 2.31E+03 1.13E+03 673.784935 2 33.03

SIR4 YDR227W VSLSQPVSASK [2] Phospho (ST) + 100.0 0.90 0.26 -0.34 0.64 0.001 0.056 0.015 0.00 1.38E+04 1.46E+04 1.33E+04 2.48E+04 2.87E+04 2.40E+04 1.92E+04 1.53E+04 1.54E+04 9.38E+03 1.19E+04 1.16E+04 591.79175 2 39.5

SPE4 YLR146C VNNSQHPYIK [4] Phospho (ST) + 100.0 2.20 2.32 0.15 -0.12 0.075 0.005 0.436 0.43 1.73E+03 5.09E+01 1.14E+03 2.47E+03 2.68E+03 8.33E+03 4.10E+03 4.31E+03 6.27E+03 1.50E+03 1.42E+03 3.16E+02 640.295655 2 17.85

SPN1 YPR133C VVEATPEDGTASSQK [13] Phospho (ST) + 99.8 0.87 -0.35 -0.96 1.22 0.012 0.124 0.019 0.00 2.69E+05 1.64E+05 2.62E+05 4.93E+05 3.50E+05 4.27E+05 1.68E+05 1.67E+05 2.11E+05 1.27E+05 8.92E+04 1.40E+05 799.851834 2 30.47

SPT7 YBR081C SDDVSSQTIK [6] Phospho (ST) + 99.1 1.52 -0.23 -0.52 1.75 0.027 0.305 0.176 0.02 1.81E+04 8.52E+03 1.59E+04 5.73E+04 3.98E+04 2.49E+04 7.60E+03 1.55E+04 1.32E+04 1.56E+04 7.73E+03 6.34E+03 580.247982 2 25.72

SRO9 YCL037C DATSQENGQSTQQQQPPHHR [4] Phospho (ST) - 50.0 0.82 -1.09 -0.49 1.91 0.093 0.044 0.125 0.02 4.20E+03 2.89E+03 2.23E+03 5.59E+03 3.05E+03 7.78E+03 2.29E+03 7.31E+02 1.33E+03 2.42E+03 1.54E+03 2.65E+03 785.335099 3 30.45

SUM1 YDR310C TPGDEETTTFVPLENSQPSDTIRK [16] Phospho (ST) + 99.5 2.74 -1.09 -1.11 3.83 0.000 0.080 0.077 0.00 2.65E+03 8.43E+03 5.79E+03 4.12E+04 3.97E+04 3.23E+04 3.09E+03 1.73E+03 3.10E+03 2.23E+03 3.49E+03 2.07E+03 914.75542 3 37.34

SWI3 YJL176C LDSQETPSTEESR [3] Phospho (ST) + 100.0 3.31 -2.95 -2.50 6.25 0.000 0.036 0.040 0.00 5.35E+02 7.03E+02 1.61E+03 9.19E+03 1.04E+04 9.01E+03 2.67E+02 0.00E+00 7.53E+01 2.35E+02 8.82E+01 1.55E+02 779.817667 2 40.95

TAT1 YBR069C NSELESQEK [6] Phospho (ST) - 100.0 0.18 -1.19 -0.59 1.37 0.407 0.160 0.287 0.01 6.63E+04 9.50E+03 2.66E+04 4.75E+04 3.06E+04 3.74E+04 1.18E+04 1.58E+04 1.72E+04 3.93E+04 1.61E+04 1.25E+04 572.233296 2 22.34

TFG1 YGR186W DGSQTPTVDSVTK [3] Phospho (ST) - 100.0 3.37 0.39 -0.88 2.98 0.000 0.047 0.017 0.00 3.00E+03 2.88E+03 3.74E+03 3.60E+04 2.66E+04 3.74E+04 3.49E+03 4.39E+03 4.77E+03 1.87E+03 1.03E+03 2.32E+03 707.808695 2 43.85

TOA2 YKL058W DASQNGSGDSQSVISVDK [3] Phospho (ST) + 50.0 1.88 -0.16 0.24 2.04 0.001 0.389 0.301 0.00 5.66E+03 4.31E+03 8.40E+03 2.40E+04 2.43E+04 1.94E+04 9.11E+03 3.75E+03 3.52E+03 4.78E+03 9.97E+03 6.89E+03 937.394465 2 24.05

YSH1 YLR277C IEPIKEENEDNLDSQAEK [14] Phospho (ST) + 100.0 2.54 -1.10 -1.77 3.64 0.000 0.006 0.003 0.00 9.71E+03 1.46E+04 1.43E+04 7.44E+04 7.11E+04 7.93E+04 6.21E+03 5.81E+03 6.03E+03 2.51E+03 4.04E+03 4.75E+03 1090.98296 2 38.79

Normalized abundance

mutant vs WT


