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RNR2 YJL026W AAADALSDLEIK[7] Phospho 100.0 -0.39 -0.03 0.25 -0.36 0.129 0.456 0.207 0.08 2.72E+05 4.37E+05 2.92E+05 2.24E+05 3.15E+05 2.24E+05 3.73E+05 3.38E+05 2.69E+05 3.43E+05 4.86E+05 3.60E+05 648.8085 2 54.53

CHD1 YER164W AAAHQQNYFNDSDDEDDEDNIK[12] Phospho 100.0 -0.40 -0.09 -0.14 -0.31 0.057 0.343 0.295 0.06 3.17E+05 2.25E+05 3.14E+05 2.40E+05 1.86E+05 2.22E+05 2.42E+05 3.14E+05 2.51E+05 3.21E+05 2.09E+05 2.48E+05 878.6687 3 75.87

SLA1 YBL007C AAASTPEPNLK[5] Phospho 99.9 0.43 -0.08 0.00 0.51 0.074 0.376 0.493 0.06 8.99E+04 8.31E+04 1.19E+05 1.28E+05 1.06E+05 1.58E+05 1.07E+05 6.80E+04 1.00E+05 8.04E+04 8.98E+04 1.22E+05 589.7762 2 26.32

MAK5 YBR142W AADELGIDVDSDEDDISK[11] Phospho 100.0 -0.50 -0.20 0.11 -0.29 0.084 0.156 0.205 0.21 6.23E+05 7.96E+05 6.67E+05 3.10E+05 6.88E+05 4.80E+05 5.34E+05 7.24E+05 5.53E+05 7.55E+05 7.87E+05 7.03E+05 993.9078 2 55

MAK5 YBR142W AADELGIDVDSDEDDISK[11] Phospho 100.0 -0.45 -0.18 0.20 -0.27 0.251 0.222 0.118 0.35 2.64E+04 3.71E+04 3.18E+04 4.26E+03 4.30E+04 2.24E+04 2.50E+04 3.43E+04 2.48E+04 3.39E+04 3.89E+04 3.68E+04 662.9408 3 21.38

MAM3 YOL060C AADQADESSPLLSPSNSNHPSEHPQQDLNNK[13] Phospho 99.6 -0.11 0.00 0.14 -0.11 0.299 0.486 0.048 0.28 6.30E+04 5.44E+04 5.72E+04 6.57E+04 5.43E+04 4.20E+04 5.96E+04 5.73E+04 5.80E+04 6.44E+04 6.22E+04 6.64E+04 852.625 4 15.16

MAM3 YOL060C AADQADESSPLLSPSNSNHPSEHPQQDLNNK[13] Phospho99.6 -0.27 -0.17 0.10 -0.10 0.077 0.089 0.172 0.25 1.19E+05 9.72E+04 1.02E+05 9.50E+04 9.66E+04 7.20E+04 9.51E+04 8.82E+04 9.88E+04 1.13E+05 1.10E+05 1.19E+05 1136.497 3 44.54

BUD3 YCL014W AADVENLSDDDEHRQNESR[8] Phospho 100.0 0.37 0.29 0.43 0.08 0.097 0.202 0.098 0.37 2.41E+05 1.61E+05 2.91E+05 3.18E+05 2.56E+05 3.19E+05 2.73E+05 2.18E+05 3.57E+05 3.14E+05 2.49E+05 3.70E+05 760.6435 3 62.95

BUD3 YCL014W AADVENLSDDDEHRQNESR[18] Phospho 96.9 0.76 0.49 0.63 0.27 0.023 0.147 0.086 0.16 1.54E+04 1.04E+04 2.31E+04 2.97E+04 2.51E+04 2.78E+04 2.09E+04 1.72E+04 3.04E+04 3.00E+04 1.76E+04 2.78E+04 570.7342 4 16.12

BUD3 YCL014W AADVENLSDDDEHRQNESR[8] Phospho 100.0 0.80 0.78 0.86 0.03 0.014 0.056 0.046 0.46 2.38E+04 1.72E+04 3.30E+04 3.90E+04 4.16E+04 4.85E+04 5.09E+04 2.76E+04 4.82E+04 3.76E+04 3.62E+04 6.03E+04 1140.462 2 29.06

UBP1 YDL122W AAQQDSSEDENIGGEYYTK[6] Phospho ,[7] Phospho 100.0, 100.0 -1.26 -0.68 -0.97 -0.58 0.024 0.135 0.002 0.29 1.86E+05 1.46E+05 1.56E+05 8.19E+03 1.14E+05 8.18E+04 3.63E+04 1.91E+05 7.78E+04 8.88E+04 8.72E+04 7.27E+04 1132.918 2 31.92

UBP1 YDL122W AAQQDSSEDENIGGEYYTK[7] Phospho 91.2 -0.10 -0.19 -0.19 0.09 0.316 0.281 0.234 0.40 2.63E+04 2.53E+04 2.00E+04 2.55E+04 2.38E+04 1.73E+04 1.36E+04 2.84E+04 2.05E+04 2.68E+04 1.95E+04 1.65E+04 1092.935 2 55.45

ERB1 YMR049C AASEESDVEEDEDK[6] Phospho 100.0 -0.18 -0.47 0.10 0.28 0.286 0.120 0.360 0.13 2.68E+05 1.49E+05 2.77E+05 2.39E+05 1.84E+05 1.87E+05 1.26E+05 1.87E+05 1.89E+05 2.39E+05 2.44E+05 2.59E+05 816.7935 2 54.7

NOG2 YNR053C AASFQDSTIPDAR[3] Phospho 100.0 -0.85 -1.65 -0.59 0.80 0.002 0.000 0.005 0.00 2.74E+05 2.97E+05 3.44E+05 1.61E+05 1.61E+05 1.85E+05 9.05E+04 9.14E+04 1.09E+05 2.00E+05 1.88E+05 2.20E+05 729.8174 2 58.35

CYC8 YBR112C AASVSPSTKPLNTEPESSSVQPTVSSESSTTK[3] Phospho 77.7 -0.83 -0.92 -0.32 0.10 0.004 0.003 0.000 0.39 6.47E+04 6.32E+04 6.34E+04 4.75E+04 3.14E+04 2.90E+04 4.44E+04 2.93E+04 2.70E+04 5.23E+04 5.01E+04 5.10E+04 1100.85 3 32.28

CYC8 YBR112C AASVSPSTKPLNTEPESSSVQPTVSSESSTTK[3] Phospho ,[5] Phospho 98.0, 78.9 -0.54 -0.27 -0.39 -0.27 0.041 0.157 0.083 0.11 4.51E+05 2.92E+05 4.15E+05 3.07E+05 2.40E+05 2.48E+05 2.76E+05 3.81E+05 3.01E+05 3.43E+05 2.62E+05 2.79E+05 1127.507 3 45.43

TOM1 YDR457W ADDDVSNNDEEVENGLDHGNSNDR[6] Phospho 100.0 -0.17 0.01 0.17 -0.18 0.279 0.479 0.314 0.27 1.58E+04 1.07E+04 1.34E+04 1.27E+04 1.44E+04 8.41E+03 1.06E+04 1.65E+04 1.31E+04 1.01E+04 1.99E+04 1.49E+04 904.0102 3 20.45

ABF1 YKL112W ADDEEDLSDENIQPELR[8] Phospho 100.0 0.18 0.20 -0.27 -0.02 0.253 0.240 0.111 0.47 1.13E+05 1.55E+05 1.39E+05 1.18E+05 1.91E+05 1.52E+05 1.26E+05 2.01E+05 1.41E+05 1.02E+05 1.33E+05 1.03E+05 689.9516 3 30.56

ABF1 YKL112W ADDEEDLSDENIQPELR[8] Phospho 100.0 0.01 -0.02 -0.17 0.03 0.482 0.451 0.146 0.45 6.72E+05 6.48E+05 5.85E+05 5.37E+05 7.72E+05 6.08E+05 5.44E+05 7.49E+05 5.86E+05 5.49E+05 6.62E+05 4.88E+05 1034.425 2 55.88

EFB1 YAL003W ADEFDSFPAASAAAAEEEEDDDVDLFGSDDEEADAEAEK[28] Phospho 100.0 -0.06 0.31 -0.29 -0.37 0.458 0.215 0.332 0.23 1.03E+05 1.97E+05 2.37E+05 1.14E+05 2.79E+05 1.22E+05 1.71E+05 2.30E+05 2.64E+05 1.20E+05 2.56E+05 6.39E+04 1051.408 4 24.7

EFB1 YAL003W ADEFDSFPAASAAAAEEEEDDDVDLFGSDDEEADAEAEK[28] Phospho 100.0 -0.34 0.16 -0.60 -0.50 0.287 0.371 0.183 0.07 5.77E+04 9.76E+04 3.05E+04 3.72E+04 6.60E+04 4.36E+04 7.09E+04 7.94E+04 5.74E+04 2.73E+04 4.68E+04 4.86E+04 701.2742 6 19.93

MAP2 YBL091C ADESDPVESK[4] Phospho 100.0 0.43 -1.16 -0.31 1.59 0.253 0.142 0.363 0.01 3.12E+04 5.86E+03 1.37E+04 2.89E+04 2.18E+04 1.79E+04 8.05E+03 8.97E+03 5.72E+03 2.25E+04 9.33E+03 9.10E+03 578.7237 2 42.64

MAP2 YBL091C ADESDPVESKK[4] Phospho 100.0 1.76 0.64 0.30 1.11 0.004 0.094 0.264 0.01 1.44E+03 5.76E+02 9.23E+02 3.75E+03 2.50E+03 3.76E+03 1.97E+03 1.12E+03 1.51E+03 1.67E+03 9.95E+02 9.77E+02 642.7713 2 43.52

NUP2 YLR335W ADGTGEAQVDNSPTTESNSR[12] Phospho 99.9 0.85 -0.01 0.03 0.86 0.024 0.488 0.473 0.02 1.77E+04 8.84E+03 1.73E+04 3.22E+04 2.24E+04 2.44E+04 1.06E+04 1.46E+04 1.83E+04 1.83E+04 1.09E+04 1.55E+04 1058.427 2 36.82

VPS74 YDR372C ADSGDTSSIHSSANNTK[3] Phospho 100.0 0.20 -1.73 -0.99 1.93 0.410 0.142 0.214 0.02 4.21E+04 1.14E+04 6.42E+03 3.28E+04 1.52E+04 2.09E+04 5.31E+03 3.23E+03 9.50E+03 1.17E+04 7.04E+03 1.14E+04 591.2422 3 58.97

VPS74 YDR372C ADSGDTSSIHSSANNTK[3] Phospho 100.0 0.19 -1.73 -0.96 1.92 0.415 0.144 0.220 0.02 1.27E+05 3.56E+04 1.78E+04 9.90E+04 4.62E+04 6.11E+04 1.72E+04 9.82E+03 2.75E+04 3.67E+04 2.03E+04 3.55E+04 886.3601 2 83.88

CDC34 YDR054C AEDESEDVEDVER[5] Phospho 100.0 0.08 0.44 0.30 -0.36 0.327 0.033 0.102 0.01 2.99E+04 2.38E+04 3.54E+04 3.26E+04 3.12E+04 3.02E+04 3.52E+04 4.32E+04 4.20E+04 4.27E+04 3.34E+04 3.36E+04 801.297 2 60.9

SRP40 YKR092C AEETPASSNESTPSASSSSSANK[7] Phospho 92.5 -0.06 -0.41 0.18 0.35 0.447 0.229 0.348 0.09 2.07E+05 8.20E+04 1.11E+05 1.41E+05 1.10E+05 1.33E+05 7.54E+04 1.04E+05 1.22E+05 1.89E+05 1.18E+05 1.48E+05 1153.462 2 79.05

SRP40 YKR092C AEETPASSNESTPSASSSSSANK[7] Phospho49.8 -0.54 -1.56 -1.05 1.02 0.119 0.015 0.032 0.02 8.91E+04 4.45E+04 6.37E+04 5.99E+04 3.83E+04 3.73E+04 2.04E+04 1.83E+04 2.82E+04 3.91E+04 2.76E+04 2.86E+04 769.3148 3 22.17

TRA1 YHR099W AEQGDLDSPKEPQADELLDEFSK[8] Phospho 100.0 -0.27 0.11 0.01 -0.38 0.217 0.324 0.483 0.07 1.03E+05 1.48E+05 9.07E+04 6.98E+04 1.21E+05 9.17E+04 1.20E+05 1.27E+05 1.20E+05 7.95E+04 1.43E+05 1.22E+05 881.058 3 53.52

KRE29 YER038C AESGDDFDPILK[3] Phospho 100.0 2.25 2.25 2.29 -0.01 0.124 0.002 0.019 0.50 1.35E+02 9.29E+02 2.41E+02 1.76E+01 4.23E+03 2.08E+03 2.34E+03 1.81E+03 2.19E+03 1.27E+03 3.03E+03 2.22E+03 693.7957 2 36.04

MNR2 YKL064W AETVSQLQGLTAK[5] Phospho 100.0 0.42 0.24 -0.11 0.18 0.138 0.252 0.399 0.14 4.77E+03 1.17E+04 8.04E+03 1.12E+04 1.24E+04 9.23E+03 8.91E+03 1.03E+04 9.82E+03 5.75E+03 9.20E+03 7.74E+03 713.3531 2 55.41

HAL5 YJL165C AFSIIPSQR [3] Phospho 100.0 -0.02 -0.17 -0.40 0.15 0.480 0.320 0.180 0.21 1.37E+04 2.76E+04 1.72E+04 1.59E+04 2.26E+04 1.93E+04 1.94E+04 1.64E+04 1.63E+04 1.13E+04 1.76E+04 1.55E+04 549.7711 2 24.41

MTC5 YDR128W AFSSVHSESGK[7] Phospho 99.9 -0.44 -1.78 -0.73 1.33 0.250 0.067 0.167 0.02 2.48E+04 8.46E+03 1.04E+04 1.12E+04 9.13E+03 1.17E+04 8.01E+03 2.25E+03 2.46E+03 1.01E+04 6.72E+03 9.55E+03 608.2556 2 39.14

SUI3 YPL237W AGLDNVDAESK[10] Phospho 100.0 0.42 0.44 0.02 -0.03 0.084 0.157 0.477 0.47 1.95E+05 1.08E+05 1.96E+05 2.35E+05 1.91E+05 2.41E+05 1.71E+05 1.96E+05 3.12E+05 2.08E+05 1.24E+05 1.74E+05 599.7532 2 58.82

RTG3 YBL103C AGSFLSSSFR[3] Phospho 99.7 -0.37 0.49 -0.68 -0.86 0.358 0.223 0.233 0.09 4.01E+02 2.12E+03 8.60E+02 4.07E+02 1.69E+03 5.17E+02 1.86E+03 1.26E+03 1.63E+03 4.73E+02 7.76E+02 8.57E+02 569.7509 2 19.61

GIP4 YAL031C AHLASNSSRSPSVSPVR[10] Phospho ,[14] Phospho 85.4, 88.2 -0.03 -0.29 -0.12 0.26 0.430 0.160 0.316 0.17 4.37E+04 3.59E+04 5.00E+04 4.70E+04 3.62E+04 4.36E+04 2.40E+04 4.19E+04 4.01E+04 5.00E+04 3.32E+04 3.62E+04 637.9539 3 23.95

ENA2 YDR039C AHNPENDLESNNK[10] Phospho 100.0 0.17 -1.88 -1.50 2.05 0.256 0.005 0.008 0.00 1.37E+04 7.84E+03 1.09E+04 1.16E+04 1.38E+04 1.10E+04 2.69E+03 2.53E+03 3.56E+03 4.55E+03 2.92E+03 3.99E+03 781.3183 2 31.96

YNL054W-B L054W-B AHNVSTSNNSPSTDNDSISK[10] Phospho 90.0 -0.05 -0.74 -0.12 0.69 0.430 0.045 0.361 0.01 5.05E+05 3.08E+05 3.17E+05 4.15E+05 3.71E+05 3.04E+05 2.01E+05 2.07E+05 2.69E+05 4.40E+05 3.10E+05 2.88E+05 1077.951 2 76.8

YNL054W-B L054W-B AHNVSTSNNSPSTDNDSISK[5] Phospho 87.3 -0.37 -0.71 -0.46 0.34 0.180 0.083 0.140 0.09 9.97E+04 4.88E+04 6.41E+04 6.15E+04 5.07E+04 5.25E+04 3.84E+04 3.61E+04 5.56E+04 5.66E+04 4.53E+04 5.27E+04 1077.951 2 61.36

YDR365W-B R365W-B AHNVSTSNNSPSTDNDSISK[19] Phospho 89.3 0.21 0.15 -0.09 0.07 0.352 0.419 0.448 0.44 7.18E+03 6.19E+03 1.90E+04 1.11E+04 1.45E+04 1.20E+04 7.41E+03 1.03E+04 1.82E+04 1.38E+04 1.00E+04 6.63E+03 718.9693 3 18.48

YDR365W-B R365W-B AHNVSTSNNSPSTDNDSISK[5] Phospho 97.1 -0.28 -0.45 -0.12 0.17 0.180 0.109 0.340 0.22 1.53E+05 8.60E+04 1.31E+05 1.16E+05 9.31E+04 9.64E+04 7.93E+04 7.86E+04 1.13E+05 1.34E+05 9.86E+04 1.08E+05 718.9695 3 25.36

YDR365W-B R365W-B AHNVSTSNNSPSTDNDSISK[10] Phospho 90.0 -0.12 -0.49 -0.05 0.37 0.335 0.082 0.431 0.06 7.64E+05 4.70E+05 5.28E+05 6.32E+05 5.11E+05 4.79E+05 3.71E+05 3.76E+05 5.04E+05 7.17E+05 5.05E+05 4.75E+05 718.9695 3 41.88

YPR137C-B R137C-B AHNVSTSNNSPSTDNDSISK[6] Phospho, [10] Phospho90.6, 98.1 0.25 -0.06 -0.05 0.31 0.274 0.458 0.462 0.23 3.66E+04 1.29E+04 2.85E+04 3.66E+04 2.92E+04 2.70E+04 1.16E+04 3.25E+04 3.06E+04 3.43E+04 1.89E+04 2.23E+04 1117.934 2 26.02

YPR137C-B R137C-B AHNVSTSNNSPSTDNDSISK[6] Phospho ,[10] Phospho 90.6, 98.1 0.13 -0.22 -0.27 0.35 0.396 0.356 0.330 0.18 4.62E+04 1.37E+04 3.13E+04 4.09E+04 3.22E+04 2.67E+04 1.51E+04 3.20E+04 3.12E+04 3.61E+04 1.65E+04 2.28E+04 745.6253 3 18.05

NUP100 YKL068W AHSPQTDLK[3] Phospho 93.9 0.97 0.39 0.10 0.59 0.031 0.198 0.398 0.08 5.10E+03 2.39E+03 3.47E+03 6.31E+03 5.85E+03 9.42E+03 5.88E+03 3.03E+03 5.43E+03 4.84E+03 3.39E+03 3.49E+03 538.7412 2 28.6

NUP100 YKL068W AHSPQTDLKDDHDESTPDPQSK[3] Phospho 99.8 0.43 0.29 0.46 0.14 0.047 0.209 0.157 0.29 1.30E+04 1.27E+04 1.96E+04 2.18E+04 1.92E+04 1.98E+04 2.27E+04 1.27E+04 2.00E+04 1.68E+04 1.60E+04 2.94E+04 843.3567 3 19.39

NUP100 YKL068W AHSPQTDLKDDHDESTPDPQSK[3] Phospho 99.8 0.21 -0.20 0.02 0.41 0.216 0.235 0.467 0.09 2.48E+04 2.57E+04 3.51E+04 4.08E+04 2.74E+04 3.10E+04 2.70E+04 1.84E+04 2.91E+04 2.63E+04 2.40E+04 3.66E+04 632.7695 4 17.74

KRE6 YPR159W AIASSPSLNSNLSK[5] Phospho 100.0 0.03 0.02 0.29 0.02 0.415 0.451 0.068 0.46 1.00E+05 9.84E+04 1.20E+05 1.20E+05 9.14E+04 1.16E+05 1.06E+05 9.56E+04 1.21E+05 1.41E+05 1.09E+05 1.41E+05 734.8561 2 45.42

HSL1 YKL101W AIHASPSTK [7] Phospho 90.8 1.40 0.42 -0.14 0.97 0.108 0.072 0.345 0.16 6.72E+02 9.13E+02 7.14E+02 1.87E+03 6.35E+02 3.60E+03 1.09E+03 7.91E+02 1.22E+03 4.64E+02 9.86E+02 6.29E+02 496.2311 2 27.46

SPA2 YLL021W AINSPIIRPSSSNGVPTTSR[4] Phospho 100.0 0.26 0.09 0.10 0.17 0.042 0.387 0.348 0.26 2.24E+04 2.84E+04 2.81E+04 3.35E+04 3.03E+04 3.05E+04 3.60E+04 1.91E+04 2.88E+04 2.10E+04 2.84E+04 3.54E+04 712.0267 3 23.17

SHP1 YBL058W AINTEHVGGLCPKPGSSQGSNEYLK[16] Phospho, [17] Phospho66.1, 66.1 1.92 0.31 -0.80 1.60 0.000 0.279 0.011 0.00 6.58E+03 7.95E+03 5.45E+03 2.61E+04 2.78E+04 2.17E+04 7.02E+03 1.30E+04 4.84E+03 4.34E+03 3.46E+03 3.65E+03 935.0774 3 16.89

KIN28 YDL108W AIPAPHEILTSNVVTR[10] Phospho 99.6 0.01 0.22 0.06 -0.21 0.484 0.324 0.453 0.29 5.19E+04 1.10E+05 6.61E+04 7.36E+04 8.66E+04 7.04E+04 1.26E+05 6.47E+04 7.61E+04 4.43E+04 1.13E+05 8.12E+04 899.4671 2 50.23

NPR1 YNL183C AIPSLSSSIPYSVPNSNK[11] Phospho 71.1 -0.68 -0.16 -0.51 -0.53 0.091 0.353 0.152 0.03 1.03E+05 1.79E+05 8.59E+04 7.55E+04 7.89E+04 7.44E+04 1.22E+05 1.23E+05 8.48E+04 8.75E+04 1.06E+05 6.50E+04 970.9744 2 54.6

NPR1 YNL183C AIPSLSSSIPYSVPNSNK[4] Phospho 78.4 -0.64 -0.09 -0.38 -0.55 0.078 0.398 0.160 0.03 3.07E+04 5.11E+04 2.86E+04 2.08E+04 2.84E+04 2.14E+04 3.71E+04 3.89E+04 2.77E+04 2.74E+04 3.28E+04 2.45E+04 647.6511 3 25.35

SDS3 YIL084C AIQKVSNKDLSR[6] Phospho 87.6 -0.44 -0.14 0.03 -0.30 0.064 0.291 0.463 0.05 4.28E+04 2.92E+04 2.95E+04 2.54E+04 2.27E+04 2.68E+04 3.25E+04 2.58E+04 3.40E+04 3.14E+04 2.86E+04 4.33E+04 480.2547 3 16.44

AKR1 YDR264C AIRSGNEEESGNEQVNHNDEAEEDPLLTR[4] Phospho 84.8 -0.01 -0.09 -0.03 0.08 0.460 0.265 0.445 0.27 2.61E+05 2.03E+05 2.33E+05 2.53E+05 2.30E+05 2.08E+05 2.37E+05 1.92E+05 2.25E+05 2.20E+05 1.96E+05 2.70E+05 1111.482 3 43.88

AKR1 YDR264C AIRSGNEEESGNEQVNHNDEAEEDPLLTR[4] Phospho ,[10] Phospho 100.0, 100.0 -0.67 -0.43 -0.45 -0.24 0.010 0.050 0.027 0.09 3.47E+05 2.54E+05 2.73E+05 1.81E+05 1.87E+05 1.83E+05 1.88E+05 2.56E+05 2.05E+05 2.21E+05 2.01E+05 2.16E+05 1138.138 3 18.52

AKR1 YDR264C AIRSGNEEESGNEQVNHNDEAEEDPLLTR[10] Phospho 93.7 0.32 0.27 0.10 0.05 0.098 0.098 0.259 0.42 3.84E+04 3.76E+04 4.54E+04 6.09E+04 5.02E+04 4.03E+04 5.57E+04 3.97E+04 5.09E+04 3.96E+04 4.07E+04 4.96E+04 833.8635 4 19.13

Normalized abundance

mutant vs WT



AKR1 YDR264C AIRSGNEEESGNEQVNHNDEAEEDPLLTR[4] Phospho ,[10] Phospho 100.0, 100.0 -0.62 -0.30 -0.33 -0.32 0.024 0.127 0.115 0.04 8.96E+04 6.14E+04 6.44E+04 4.59E+04 4.72E+04 4.68E+04 5.04E+04 6.75E+04 5.66E+04 6.21E+04 4.65E+04 6.26E+04 853.8552 4 27.6

AIM21 YIR003W AISEESLSPSEAIANR[8] Phospho 92.9 -0.14 -0.06 -0.19 -0.08 0.320 0.406 0.302 0.34 1.24E+04 2.15E+04 1.61E+04 1.26E+04 1.84E+04 1.42E+04 1.60E+04 1.75E+04 1.43E+04 9.97E+03 1.82E+04 1.56E+04 877.399 2 25.41

BNA7 YDR428C AISPDITLFNK[3] Phospho 100.0 -1.57 0.38 -0.03 -1.95 0.012 0.151 0.464 0.00 2.90E+04 4.91E+04 2.94E+04 1.15E+04 1.41E+04 1.06E+04 5.90E+04 3.92E+04 4.15E+04 2.64E+04 4.61E+04 3.25E+04 649.8242 2 55.96

GLO3 YER122C AISSDQLFGR[3] Phospho 99.6 0.39 0.57 0.35 -0.17 0.167 0.058 0.166 0.18 3.14E+03 7.02E+03 4.28E+03 5.16E+03 7.77E+03 6.05E+03 6.94E+03 7.37E+03 7.08E+03 5.63E+03 6.68E+03 6.07E+03 587.2691 2 42.22

GLO3 YER122C AISSDQLFGRGSFDEAANR[12] Phospho 100.0 0.38 0.48 0.14 -0.11 0.042 0.043 0.130 0.32 1.24E+04 1.58E+04 1.44E+04 1.74E+04 2.16E+04 1.64E+04 2.41E+04 1.92E+04 1.63E+04 1.54E+04 1.68E+04 1.49E+04 707.6517 3 27.81

MSS4 YDR208W AKEDDLQLADTASIEEQPQTQGPIR[13] Phospho 99.1 0.26 0.58 0.11 -0.32 0.133 0.011 0.353 0.05 2.99E+04 4.32E+04 3.46E+04 3.58E+04 4.90E+04 4.42E+04 5.74E+04 4.77E+04 5.61E+04 2.77E+04 4.78E+04 4.07E+04 945.1126 3 48.61

APL5 YPL195W AKNSPEPNEFLR[4] Phospho 100.0 0.25 0.79 0.21 -0.53 0.166 0.017 0.277 0.03 1.33E+04 1.88E+04 2.18E+04 1.87E+04 2.05E+04 2.51E+04 3.49E+04 2.45E+04 3.37E+04 1.37E+04 2.38E+04 2.49E+04 494.5645 3 30.73

APL5 YPL195W AKNSPEPNEFLR[4] Phospho 100.0 -0.17 -0.12 -0.21 -0.05 0.138 0.272 0.201 0.40 4.97E+04 6.25E+04 6.27E+04 4.65E+04 5.22E+04 5.66E+04 5.68E+04 4.21E+04 6.16E+04 3.69E+04 5.13E+04 6.26E+04 741.3435 2 43.85

RPL3 YOR063W ALEEVSLK [6] Phospho 100.0 -0.44 0.10 0.38 -0.53 0.112 0.381 0.103 0.03 5.01E+03 8.31E+03 9.44E+03 5.06E+03 5.41E+03 6.34E+03 9.19E+03 6.26E+03 8.88E+03 8.41E+03 1.09E+04 1.04E+04 484.7388 2 19.72

YSP2 YDR326C ALENAVGDEGNSK[12] Phospho 100.0 0.22 0.28 0.53 -0.06 0.213 0.125 0.047 0.33 2.24E+04 1.59E+04 2.79E+04 2.89E+04 2.13E+04 2.70E+04 2.56E+04 2.66E+04 2.83E+04 3.77E+04 2.82E+04 3.00E+04 692.2936 2 48.91

HSP104 YLL026W ALERDEDADSTTK[10] Phospho 33.3 0.79 -2.78 -1.75 3.57 0.210 0.076 0.110 0.04 5.90E+03 2.63E+03 8.01E+02 9.06E+03 1.95E+03 5.17E+03 8.42E+02 1.05E+02 3.88E+02 5.89E+02 7.27E+02 1.43E+03 765.8233 2 48.1

BEM3 YPL115C ALGFSPASK [5] Phospho 99.9 -0.05 0.19 -0.09 -0.25 0.440 0.304 0.400 0.15 9.50E+03 2.11E+04 1.86E+04 1.52E+04 1.49E+04 1.73E+04 2.21E+04 1.42E+04 1.99E+04 1.30E+04 1.73E+04 1.58E+04 479.2259 2 15.36

LSP1 YPL004C ALLELLDDSPVTPGEARPAYDGYEASR[12] Phospho 100.0 2.17 1.81 0.67 0.36 0.003 0.019 0.161 0.18 2.40E+04 4.08E+04 1.89E+04 1.14E+05 1.58E+05 1.05E+05 1.42E+05 7.53E+04 7.64E+04 3.03E+04 7.01E+04 3.25E+04 995.8029 3 52.04

PIL1 YGR086C ALLELLDDSPVTPGETRPAYDGYEASK[12] Phospho 100.0 0.70 0.35 -0.13 0.36 0.022 0.242 0.402 0.14 2.64E+05 3.78E+05 1.82E+05 4.72E+05 4.62E+05 4.08E+05 5.03E+05 2.98E+05 2.46E+05 1.79E+05 3.92E+05 1.81E+05 996.4697 3 49.3

PIL1 YGR086C ALLELLDDSPVTPGETRPAYDGYEASK[12] Phospho 100.0 0.75 0.48 -0.35 0.27 0.078 0.243 0.323 0.25 1.87E+04 4.90E+04 1.68E+04 4.48E+04 5.43E+04 4.30E+04 5.99E+04 2.85E+04 2.97E+04 1.32E+04 3.40E+04 1.93E+04 747.6044 4 52.6

RPS3 YNL178W ALPDAVTIIEPKEEEPILAPSVK[21] Phospho 100.0 -0.14 -0.06 0.01 -0.08 0.367 0.443 0.488 0.42 1.01E+06 1.46E+06 7.78E+05 8.99E+05 1.33E+06 7.16E+05 1.41E+06 8.96E+05 8.16E+05 8.26E+05 1.51E+06 9.42E+05 847.1169 3 30.52

JIP4 YDR475C ALSLGPEESDNK[3] Phospho 100.0 0.26 0.57 0.56 -0.31 0.276 0.103 0.103 0.06 7.60E+03 1.95E+04 2.50E+04 2.04E+04 1.88E+04 2.32E+04 2.18E+04 2.62E+04 2.93E+04 2.89E+04 2.48E+04 2.30E+04 670.2936 2 48.24

BDF1 YLR399C ALSQEEQSR[3] Phospho 100.0 0.83 -0.72 -1.79 1.55 0.107 0.225 0.109 0.01 5.56E+03 5.32E+02 7.50E+03 8.33E+03 5.86E+03 1.01E+04 1.79E+03 3.21E+03 3.23E+03 2.81E+03 8.02E+02 2.92E+02 564.2412 2 31.66

ENP2 YGR145W ALTAAEESDEER[8] Phospho 100.0 0.62 0.02 0.12 0.60 0.027 0.473 0.308 0.03 3.45E+05 2.31E+05 3.84E+05 5.01E+05 4.12E+05 5.67E+05 2.42E+05 3.16E+05 4.17E+05 3.31E+05 3.23E+05 3.87E+05 700.7829 2 38.6

BUD3 YCL014W ALTPER [3] Phospho 100.0 0.55 1.30 0.71 -0.74 0.097 0.033 0.019 0.10 1.99E+03 1.62E+03 2.51E+03 2.34E+03 2.56E+03 4.10E+03 6.33E+03 2.70E+03 6.05E+03 2.85E+03 3.18E+03 3.98E+03 383.6781 2 19.47

GRX2 YDR513W ALVLELDEMSNGSEIQDALEEISGQK[10] Phospho100.0 0.08 0.00 0.01 0.08 0.458 0.498 0.492 0.46 1.69E+04 2.68E+04 1.26E+04 1.62E+04 3.59E+04 7.39E+03 2.28E+04 2.03E+04 1.33E+04 1.35E+04 3.16E+04 1.17E+04 966.782 3 34.83

SER33 YIL074C AMNFSGSPGAVSTSPTQSFMNTLPR[5] Phospho48.7 -1.11 0.33 0.26 -1.44 0.124 0.285 0.359 0.07 2.11E+04 1.55E+04 7.47E+03 3.77E+03 1.53E+04 1.36E+03 2.34E+04 2.26E+04 9.29E+03 8.34E+03 3.01E+04 1.45E+04 889.0659 3 31.52

YGR054W YGR054W ANKKSSETSPDSTPAPSAPASTNAPTNNK[12] Phospho ,[13] Phospho 38.7, 58.5 0.27 -0.25 -0.21 0.52 0.135 0.169 0.294 0.04 2.26E+04 1.59E+04 1.84E+04 2.76E+04 1.99E+04 2.11E+04 1.26E+04 1.94E+04 1.59E+04 2.39E+04 1.15E+04 1.39E+04 1010.775 3 20.84

REG1 YDR028C ANLDQNLNSPDNNRFPSSTSSSNR[9] Phospho 100.0 0.11 0.32 0.23 -0.20 0.244 0.139 0.177 0.21 6.50E+04 5.73E+04 7.84E+04 7.75E+04 6.57E+04 7.38E+04 6.16E+04 8.75E+04 1.01E+05 7.92E+04 6.23E+04 9.34E+04 905.7307 3 44.18

TIF4632 YGL049C ANMFDALMNNDGDSD[14] Phospho 100.0 -0.16 0.56 0.40 -0.72 0.455 0.311 0.264 0.33 8.31E+03 1.48E+04 7.34E+03 4.57E+02 2.63E+04 3.55E+02 1.04E+03 3.06E+04 1.30E+04 9.20E+03 9.42E+03 2.14E+04 855.296 2 16.42

SFB2 YNL049C ANSFTQLAQNQQFPGSGK[3] Phospho 99.7 -0.55 -0.24 -0.07 -0.32 0.019 0.294 0.320 0.27 1.68E+04 2.20E+04 1.80E+04 1.07E+04 1.47E+04 1.33E+04 1.08E+04 2.52E+04 1.21E+04 1.91E+04 1.70E+04 1.81E+04 668.3061 3 36.19

MSC3 YLR219W ANSITVK [3] Phospho 99.6 0.87 0.76 0.74 0.11 0.058 0.063 0.159 0.29 2.17E+03 5.43E+02 1.24E+03 2.98E+03 2.05E+03 2.23E+03 2.22E+03 2.10E+03 2.41E+03 3.38E+03 1.94E+03 1.29E+03 406.6989 2 29.19

EDE1 YBL047C ANSNEDGESVSSIQESPK[16] Phospho 100.0 -0.39 0.53 0.27 -0.92 0.069 0.159 0.085 0.07 9.22E+03 8.17E+03 1.20E+04 8.53E+03 6.89E+03 7.00E+03 7.57E+03 1.47E+04 2.03E+04 1.25E+04 1.10E+04 1.19E+04 979.4073 2 25.09

YBT1 YLL048C ANSSANLAAK[3] Phospho 99.4 0.95 1.62 1.95 -0.67 0.224 0.000 0.059 0.18 1.38E+03 6.49E+02 1.30E+03 1.44E+03 4.91E+02 4.55E+03 3.57E+03 3.24E+03 3.52E+03 7.51E+03 2.70E+03 2.74E+03 513.7337 2 40.57

VPS27 YNR006W ANSSPTTNIDHLK[4] Phospho 91.6 0.34 0.36 0.32 -0.02 0.048 0.050 0.042 0.47 7.45E+04 7.11E+04 8.71E+04 8.69E+04 9.41E+04 1.15E+05 1.02E+05 8.29E+04 1.14E+05 8.81E+04 9.23E+04 1.11E+05 739.3381 2 40.37

HSF1 YGL073W ANSSTSSENPSLTPFDIESNNDRK[3] Phospho46.3 -0.03 0.01 0.00 -0.05 0.426 0.476 0.497 0.42 4.81E+04 5.80E+04 4.44E+04 5.02E+04 5.52E+04 4.18E+04 5.08E+04 6.14E+04 3.98E+04 4.08E+04 6.64E+04 4.35E+04 897.3912 3 57.77

STE20 YHL007C APAQETVTTPTSKPAQAR[8] Phospho48.6 -0.52 -0.28 -0.25 -0.24 0.030 0.183 0.251 0.27 1.20E+04 1.28E+04 1.48E+04 8.98E+03 7.01E+03 1.16E+04 1.26E+04 6.58E+03 1.34E+04 7.30E+03 9.58E+03 1.64E+04 645.3175 3 27.45

RPL13A YDL082W APEAEQVLSAAATFPIAQPATDVEAR[21] Phospho 100.0 -0.58 -0.13 -0.20 -0.45 0.144 0.383 0.345 0.12 3.25E+04 5.82E+04 2.78E+04 2.03E+04 3.60E+04 2.32E+04 4.50E+04 2.73E+04 3.59E+04 2.22E+04 4.85E+04 3.21E+04 911.7773 3 52.62

RPL13A YDL082W APEAEQVLSAAATFPIAQPATDVEAR[9] Phospho 97.1 -0.74 -0.38 -0.76 -0.37 0.193 0.280 0.173 0.24 1.73E+04 3.73E+04 1.14E+04 6.23E+03 2.19E+04 1.14E+04 1.94E+04 1.42E+04 1.72E+04 7.20E+03 1.82E+04 1.36E+04 911.7766 3 16.4

XRS2 YDR369C APEVEASPVVSK[7] Phospho 100.0 -0.29 0.50 0.31 -0.79 0.118 0.152 0.047 0.09 1.24E+04 1.21E+04 1.31E+04 8.57E+03 8.79E+03 1.35E+04 1.53E+04 1.16E+04 2.65E+04 1.50E+04 1.36E+04 1.81E+04 646.8104 2 29.9

SLN1 YIL147C APGSDDEEGGNLGRPIENPK[4] Phospho 100.0 -0.24 -0.16 0.03 -0.09 0.101 0.180 0.414 0.26 6.63E+04 8.95E+04 7.92E+04 6.01E+04 6.39E+04 7.44E+04 7.74E+04 6.34E+04 6.99E+04 7.87E+04 8.10E+04 8.00E+04 1066.469 2 45.35

SLN1 YIL147C APGSDDEEGGNLGRPIENPK[4] Phospho 100.0 -0.03 -0.07 0.12 0.04 0.332 0.255 0.123 0.35 1.28E+05 1.41E+05 1.44E+05 1.40E+05 1.26E+05 1.38E+05 1.46E+05 1.22E+05 1.24E+05 1.61E+05 1.37E+05 1.49E+05 711.3158 3 61.44

SMY2 YBR172C APIGTVVSPYSK[8] Phospho 99.8 -0.66 -1.00 -0.37 0.34 0.149 0.089 0.258 0.03 8.06E+04 3.89E+04 3.14E+04 3.33E+04 2.73E+04 3.47E+04 2.74E+04 2.54E+04 2.26E+04 2.95E+04 4.08E+04 4.62E+04 649.8233 2 35.47

UFD1 YGR048W APKSPEVIEID[4] Phospho 100.0 -0.08 0.26 -0.09 -0.33 0.391 0.189 0.393 0.08 4.26E+04 7.37E+04 5.68E+04 5.00E+04 6.33E+04 5.10E+04 8.34E+04 6.23E+04 6.16E+04 3.95E+04 6.78E+04 5.52E+04 639.3056 2 17.06

TIF4631 YGR162W APPPKEEPAAPTSTATNMFSALMGESDDEE[26] Phospho 100.0 -1.54 -0.91 -0.03 -0.63 0.018 0.052 0.477 0.19 3.56E+05 2.95E+05 1.90E+05 1.04E+05 1.51E+05 3.43E+04 1.36E+05 2.24E+05 8.73E+04 2.15E+05 4.23E+05 1.87E+05 1067.449 3 53.43

MRH1 YDR033W APVASPRPAATPNLSK[11] Phospho 98.6 -0.55 -0.30 -0.53 -0.26 0.038 0.239 0.085 0.29 7.69E+04 1.12E+05 8.62E+04 5.63E+04 5.57E+04 7.55E+04 1.09E+05 4.35E+04 7.11E+04 4.29E+04 5.92E+04 8.82E+04 828.9278 2 36.48

MRH1 YDR033W APVASPRPAATPNLSK[5] Phospho 80.5 -0.30 0.40 0.17 -0.69 0.102 0.153 0.232 0.07 6.09E+04 7.59E+04 5.72E+04 4.57E+04 4.86E+04 6.35E+04 1.13E+05 5.65E+04 8.54E+04 6.11E+04 6.85E+04 8.91E+04 828.9275 2 36.2

MRH1 YDR033W APVASPRPAATPNLSK[11] Phospho 50.0 -0.37 -0.04 -0.32 -0.33 0.016 0.456 0.104 0.23 1.59E+05 1.91E+05 1.76E+05 1.39E+05 1.19E+05 1.47E+05 2.45E+05 1.02E+05 1.64E+05 1.14E+05 1.23E+05 1.83E+05 552.9542 3 19.77

MRH1 YDR033W APVASPRPAATPNLSK[5] Phospho 100.0 -0.16 0.49 0.25 -0.65 0.037 0.096 0.056 0.06 8.37E+04 9.25E+04 8.32E+04 7.63E+04 7.34E+04 8.17E+04 1.58E+05 8.25E+04 1.23E+05 1.02E+05 9.05E+04 1.17E+05 552.954 3 20.24

LCB4 YOR171C APVSESQSFPK[8] Phospho 89.6 1.81 1.15 0.59 0.66 0.004 0.038 0.256 0.01 2.36E+02 2.15E+03 2.88E+03 6.31E+03 6.90E+03 5.27E+03 4.04E+03 3.10E+03 4.58E+03 4.49E+03 1.39E+03 2.04E+03 628.7824 2 20.96

YRO2 YBR054W AQEEEEDVATDSE[10] Phospho ,[12] Phospho 100.0, 100.0 0.54 0.83 0.08 -0.29 0.204 0.194 0.458 0.35 1.18E+05 2.37E+04 1.19E+05 1.59E+05 1.53E+05 6.85E+04 5.32E+04 2.68E+05 1.42E+05 1.59E+05 6.89E+04 4.89E+04 806.2532 2 36.54

NAP1 YKR048C AQNDSEEEQVK[5] Phospho 100.0 0.27 -0.45 0.18 0.72 0.364 0.321 0.440 0.03 6.96E+04 1.07E+04 2.17E+04 5.21E+04 3.28E+04 3.83E+04 2.08E+04 2.97E+04 2.41E+04 8.16E+04 1.94E+04 1.45E+04 678.769 2 45.56

RPL24A YGL031C AQRPITGASLDLIK[9] Phospho 98.3 0.18 0.23 0.19 -0.05 0.359 0.341 0.373 0.45 7.08E+03 1.65E+04 6.81E+03 9.75E+03 1.42E+04 1.05E+04 1.61E+04 8.43E+03 1.10E+04 7.10E+03 1.57E+04 1.17E+04 781.9188 2 23.51

RGA2 YDR379W AQSSLGSISK[4] Phospho 98.1 0.24 0.51 0.04 -0.27 0.233 0.130 0.461 0.19 5.82E+03 5.57E+03 1.04E+04 8.63E+03 7.71E+03 9.34E+03 9.07E+03 8.12E+03 1.38E+04 9.55E+03 8.31E+03 4.56E+03 529.2499 2 32.48

AVT4 YNL101W AQSTVLNSNPFYSR[3] Phospho 99.7 -0.64 0.00 -0.15 -0.64 0.080 0.498 0.357 0.01 3.21E+04 6.33E+04 4.33E+04 3.33E+04 3.22E+04 2.34E+04 4.63E+04 5.14E+04 4.12E+04 3.48E+04 5.55E+04 3.51E+04 832.3786 2 82.53

DNF2 YDR093W ARASLDLPGINHAETLLSQR[4] Phospho 100.0 -0.60 -0.38 -0.29 -0.23 0.109 0.250 0.282 0.31 1.42E+04 3.33E+04 2.45E+04 1.42E+04 1.61E+04 1.72E+04 2.75E+04 1.03E+04 1.78E+04 1.39E+04 2.76E+04 1.75E+04 748.0501 3 44.78

VMA2 YBR127C ARDDADEDEEDPDTRSSGK[17] Phospho 92.8 1.47 0.45 0.54 1.02 0.007 0.113 0.055 0.02 4.19E+04 6.15E+04 6.37E+04 1.42E+05 1.25E+05 1.98E+05 9.71E+04 5.33E+04 7.87E+04 1.00E+05 6.70E+04 7.48E+04 1094.419 2 48.67

VMA2 YBR127C ARDDADEDEEDPDTRSSGK[16] Phospho 92.7 1.25 0.59 0.64 0.66 0.019 0.073 0.051 0.08 1.59E+05 1.82E+05 2.19E+05 4.30E+05 3.07E+05 5.92E+05 3.60E+05 1.90E+05 2.94E+05 3.84E+05 2.33E+05 2.58E+05 729.9487 3 50.52

BBC1 YJL020C ARLSMFNQDITEQVPLPK[4] Phospho 100.0 -0.30 0.12 0.38 -0.43 0.248 0.401 0.133 0.23 8.00E+04 6.00E+04 4.22E+04 5.34E+04 6.55E+04 2.89E+04 5.64E+04 9.99E+04 4.24E+04 8.62E+04 8.93E+04 6.13E+04 723.0259 3 20.49

AKL1 YBR059C ARQSLDLER[4] Phospho 100.0 0.14 -0.21 0.16 0.35 0.275 0.248 0.258 0.10 1.31E+05 1.46E+05 1.98E+05 1.69E+05 1.52E+05 2.03E+05 1.52E+05 9.83E+04 1.62E+05 1.60E+05 1.60E+05 2.10E+05 584.2796 2 36.41

BLM10 YFL007W ARSATPTLQDQK[3] Phospho, [5] Phospho100.0, 99.1 0.10 -0.73 0.03 0.83 0.381 0.063 0.475 0.01 2.18E+04 2.00E+04 3.64E+04 3.42E+04 2.52E+04 2.47E+04 1.32E+04 1.60E+04 1.80E+04 3.88E+04 1.97E+04 2.13E+04 738.3174 2 19.38

PPH22 YDL188C ARSNDEDTDEELEDFNFKPGSSGIADHK[3] Phospho86.3 0.46 0.38 0.42 0.08 0.022 0.157 0.058 0.37 1.88E+04 2.93E+04 2.65E+04 3.51E+04 3.26E+04 3.49E+04 4.24E+04 3.13E+04 2.30E+04 3.49E+04 2.78E+04 3.70E+04 801.5916 4 29.54

LCB3 YJL134W ARTLSNPNDFQEPNYLLDPGNHPSDHFR[3] Phospho ,[5] Phospho 100.0, 100.0 -0.30 -0.52 -0.89 0.23 0.054 0.013 0.005 0.04 6.50E+04 7.94E+04 6.09E+04 5.36E+04 6.08E+04 5.26E+04 5.14E+04 4.76E+04 4.38E+04 3.24E+04 4.48E+04 3.37E+04 853.6215 4 15.44

DNF1 YER166W ARTSLDLPGVTNAASLIGTQQNN[4] Phospho 87.8 -0.65 -0.43 -0.21 -0.22 0.021 0.063 0.184 0.12 8.15E+04 6.99E+04 5.41E+04 4.23E+04 4.88E+04 4.02E+04 4.76E+04 5.98E+04 4.51E+04 5.97E+04 6.65E+04 5.19E+04 807.732 3 40.84

BUL2 YML111W ASDSQDDDIRSASTTNLDR[13] Phospho 78.6 -0.34 -0.77 -0.07 0.43 0.120 0.024 0.429 0.07 1.68E+04 1.12E+04 1.21E+04 1.09E+04 8.55E+03 1.23E+04 8.18E+03 6.09E+03 9.33E+03 1.31E+04 7.88E+03 1.74E+04 1073.947 2 26.31

HSP12 YFL014W ASEALKPDSQK[9] Phospho 100.0 4.92 -0.36 -1.40 5.29 0.002 0.224 0.031 0.00 1.10E+04 5.62E+03 5.96E+03 2.41E+05 1.60E+05 2.85E+05 7.01E+03 3.90E+03 6.65E+03 3.85E+03 2.53E+03 2.19E+03 627.2921 2 42.09

HSP12 YFL014W ASEALKPDSQKSYAEQGK[12] Phospho ,[13] Phospho 99.8, 98.7 4.05 -1.36 -1.40 5.40 0.003 0.148 0.152 0.00 7.43E+02 0.00E+00 5.88E+02 5.71E+03 6.84E+03 9.97E+03 2.54E+02 1.19E+02 1.29E+02 1.79E+01 1.86E+02 2.82E+02 1048.95 2 20.23

HSP12 YFL014W ASEALKPDSQKSYAEQGK[9] Phospho ,[13] Phospho 85.3, 85.4 4.55 -1.74 -0.46 6.28 0.000 0.173 0.357 0.00 1.64E+03 3.94E+02 1.18E+02 1.58E+04 1.85E+04 1.68E+04 2.33E+02 3.43E+02 4.74E+01 3.36E+02 3.26E+02 8.92E+02 699.636 3 16.24

TAF4 YMR005W ASELSHSLPSPSQIK[10] Phospho 90.2 -0.71 -0.11 -0.50 -0.60 0.072 0.398 0.164 0.09 9.41E+03 1.89E+04 1.74E+04 8.87E+03 1.20E+04 7.20E+03 1.57E+04 9.20E+03 1.76E+04 5.38E+03 1.46E+04 1.23E+04 830.8988 2 16.58

BEM2 YER155C ASFSTNR [5] Phospho80.6 0.50 0.09 0.03 0.41 0.173 0.446 0.483 0.16 2.21E+03 5.02E+02 1.69E+03 2.60E+03 1.73E+03 1.90E+03 8.14E+02 1.79E+03 2.08E+03 2.37E+03 1.33E+03 7.96E+02 431.6764 2 15.61

GLE1 YDL207W ASHSSLLDNAK[4] Phospho 93.8 -5.40 -3.06 -0.96 -2.34 0.000 0.000 0.002 0.00 1.11E+04 1.02E+04 1.32E+04 1.29E+02 1.63E+02 4.97E+02 1.27E+03 1.39E+03 1.44E+03 5.24E+03 6.16E+03 6.32E+03 611.776 2 21.5

VPS13 YLL040C ASQSSDSESIEVPTAILK[9] Phospho 98.7 -0.21 -0.18 0.01 -0.03 0.314 0.300 0.493 0.48 1.12E+05 1.55E+05 9.13E+04 9.14E+04 1.50E+05 6.89E+04 1.36E+05 9.97E+04 8.06E+04 8.37E+04 1.54E+05 1.22E+05 971.4566 2 16.66

PFK1 YGR240C ASSDASDLLR[2] Phospho 98.4 0.27 0.68 0.20 -0.41 0.240 0.047 0.393 0.01 1.08E+03 2.75E+03 2.97E+03 2.60E+03 2.87E+03 2.75E+03 3.59E+03 3.35E+03 3.99E+03 1.47E+03 4.60E+03 1.75E+03 557.743 2 21

PFK1 YGR240C ASSDASDLLR[3] Phospho 93.2 -1.64 -0.67 -0.49 -0.98 0.001 0.008 0.045 0.00 1.24E+04 1.33E+04 1.65E+04 3.86E+03 4.97E+03 4.67E+03 8.65E+03 8.31E+03 9.70E+03 7.74E+03 1.23E+04 1.01E+04 557.7426 2 38.48

PKH3 YDR466W ASSEPSSPPPISR[7] Phospho 94.4 -0.06 -0.08 -0.04 0.02 0.336 0.269 0.392 0.42 2.60E+04 3.04E+04 3.40E+04 2.58E+04 3.12E+04 2.96E+04 2.80E+04 2.73E+04 3.02E+04 3.15E+04 2.64E+04 3.01E+04 696.3145 2 21.79

YMR124W YMR124W ASSFTQSSFSNFFK[2] Phospho 50.0 -0.48 0.54 0.02 -1.02 0.195 0.155 0.478 0.04 6.78E+03 1.38E+04 6.52E+03 5.69E+03 8.70E+03 5.09E+03 1.65E+04 1.52E+04 7.95E+03 8.07E+03 1.08E+04 8.74E+03 832.8548 2 51.88



SKT5 YBL061C ASSPQVHPYK[3] Phospho 91.9 0.53 0.62 0.45 -0.08 0.023 0.006 0.041 0.31 2.32E+04 2.85E+04 3.09E+04 3.32E+04 4.05E+04 4.59E+04 3.81E+04 4.17E+04 4.69E+04 4.45E+04 3.18E+04 3.66E+04 618.2767 2 22.15

SKT5 YBL061C ASSPQVHPYKK[2] Phospho 91.9 -0.41 0.06 0.27 -0.47 0.020 0.337 0.139 0.01 1.86E+04 1.49E+04 1.78E+04 1.39E+04 1.12E+04 1.36E+04 1.90E+04 1.57E+04 1.88E+04 2.29E+04 1.55E+04 2.36E+04 682.3238 2 21.56

PHO84 YML123C ASTAVESLDNHPPK[3] Phospho ,[7] Phospho 50.0, 100.0 -2.74 -1.20 -0.87 -1.54 0.000 0.003 0.006 0.00 3.79E+05 2.78E+05 3.77E+05 5.92E+04 4.30E+04 5.28E+04 1.30E+05 1.84E+05 1.36E+05 2.07E+05 1.60E+05 1.99E+05 813.3348 2 42.04

PHO84 YML123C ASTAVESLDNHPPK[7] Phospho 100.0 -2.17 -0.99 -0.55 -1.18 0.001 0.007 0.074 0.00 1.86E+04 2.70E+04 2.31E+04 4.83E+03 4.80E+03 5.64E+03 1.41E+04 9.54E+03 1.09E+04 1.09E+04 1.41E+04 2.19E+04 773.3512 2 56.67

PHO84 YML123C ASTAVESLDNHPPK[3] Phospho 98.4 -2.28 -1.33 -0.78 -0.95 0.003 0.020 0.070 0.11 1.46E+04 2.21E+04 2.55E+04 4.91E+03 3.86E+03 4.01E+03 1.32E+04 7.47E+03 3.98E+03 8.63E+03 8.51E+03 1.90E+04 515.9031 3 26.41

PHO84 YML123C ASTAVESLDNHPPK[3] Phospho ,[7] Phospho 98.9, 100.0 -2.57 -0.94 -0.74 -1.63 0.001 0.008 0.014 0.00 1.28E+05 1.02E+05 1.48E+05 2.59E+04 1.78E+04 2.00E+04 5.98E+04 7.96E+04 5.81E+04 8.57E+04 6.28E+04 7.83E+04 542.5588 3 25.46

PHO84 YML123C ASTAVESLDNHPPK[3] Phospho 98.4 -2.15 -0.99 -0.60 -1.16 0.001 0.016 0.077 0.03 2.92E+04 4.10E+04 4.32E+04 7.29E+03 8.71E+03 9.47E+03 2.61E+04 1.27E+04 1.82E+04 1.63E+04 2.25E+04 3.62E+04 773.3507 2 49.82

GFD1 YMR255W ATEISPPPVSPSK[10] Phospho 99.1 -0.23 0.34 0.17 -0.57 0.054 0.051 0.138 0.01 2.77E+05 3.52E+05 3.16E+05 2.56E+05 2.77E+05 2.71E+05 4.59E+05 3.51E+05 3.81E+05 3.14E+05 3.95E+05 3.56E+05 695.3373 2 20.24

SVL3 YPL032C ATGTPNLR [4] Phospho 100.0 0.72 0.42 0.26 0.29 0.007 0.062 0.036 0.11 1.86E+04 1.56E+04 2.04E+04 2.50E+04 3.26E+04 3.22E+04 2.89E+04 1.91E+04 2.54E+04 2.11E+04 2.15E+04 2.30E+04 455.2132 2 18.9

PWP1 YLR196W ATLEEAEGESGVEDDAATGSSNK[10] Phospho 100.0 0.44 0.00 0.39 0.44 0.011 0.495 0.022 0.01 2.31E+06 1.78E+06 2.09E+06 3.02E+06 2.78E+06 2.58E+06 1.85E+06 2.13E+06 2.19E+06 2.94E+06 2.40E+06 2.77E+06 1173.977 2 79.14

PWP1 YLR196W ATLEEAEGESGVEDDAATGSSNK[10] Phospho 100.0 0.50 0.14 0.48 0.36 0.009 0.211 0.019 0.02 7.69E+05 5.93E+05 8.01E+05 1.10E+06 9.92E+05 9.65E+05 6.91E+05 8.29E+05 8.71E+05 1.12E+06 8.88E+05 1.01E+06 782.9877 3 47.43

RPT5 YOR117W ATLEELDAQTLPGDDELDQEILNLSTQELQTR[10] Phospho 99.8 -0.31 0.22 -0.09 -0.53 0.273 0.307 0.424 0.08 2.21E+04 3.00E+04 1.11E+04 1.31E+04 2.27E+04 1.51E+04 3.13E+04 2.18E+04 2.06E+04 1.62E+04 2.62E+04 1.70E+04 930.9401 4 45.42

ORC1 YML065W ATQTAQISDAETR[8] Phospho 100.0 -0.27 0.20 0.34 -0.47 0.202 0.296 0.174 0.10 2.31E+04 1.29E+04 2.19E+04 1.81E+04 1.36E+04 1.64E+04 1.54E+04 2.26E+04 2.85E+04 3.04E+04 1.80E+04 2.49E+04 736.3251 2 44.89

SSD1 YDR293C ATSNLSPPSFK[6] Phospho99.3 0.36 0.63 0.17 -0.28 0.146 0.041 0.328 0.05 8.40E+03 1.89E+04 1.53E+04 1.58E+04 1.96E+04 1.91E+04 2.41E+04 1.93E+04 2.27E+04 1.25E+04 1.95E+04 1.58E+04 614.7847 2 17.02

PUP2 YGR253C ATSPLLESDSIEK[2] Phospho50.0 0.62 -0.10 -0.47 0.72 0.152 0.435 0.269 0.04 4.76E+02 2.81E+03 2.38E+03 2.00E+03 3.09E+03 3.64E+03 1.47E+03 1.85E+03 1.96E+03 8.79E+02 1.94E+03 1.27E+03 735.3425 2 36.33

SCS2 YER120W AVADVWSDLEAEFK[7] Phospho 100.0 -0.19 0.05 -0.62 -0.24 0.371 0.463 0.163 0.31 8.86E+03 1.56E+04 5.54E+03 6.95E+03 1.24E+04 6.92E+03 1.51E+04 7.88E+03 8.13E+03 4.76E+03 8.33E+03 6.36E+03 830.3707 2 48.11

TFG1 YGR186W AVDSSNNASNTVPSPIK[14] Phospho 100.0 0.23 0.71 0.54 -0.48 0.055 0.008 0.004 0.01 6.67E+04 7.39E+04 8.79E+04 9.16E+04 8.58E+04 9.10E+04 1.20E+05 1.10E+05 1.45E+05 1.18E+05 1.07E+05 1.08E+05 890.91 2 34.58

SEC3 YER008C AVITNRPGSVSPIK[11] Phospho 99.9 0.36 0.94 0.21 -0.57 0.067 0.035 0.314 0.08 1.06E+04 1.61E+04 1.42E+04 1.50E+04 1.80E+04 1.96E+04 3.54E+04 1.91E+04 2.39E+04 8.37E+03 2.11E+04 1.80E+04 759.9066 2 26.55

CDC55 YGL190C AVLSLQSLK [4] Phospho 100.0 -0.18 0.47 0.25 -0.66 0.411 0.243 0.373 0.06 6.45E+02 4.86E+03 2.32E+03 1.82E+03 3.07E+03 2.01E+03 4.59E+03 2.80E+03 3.50E+03 2.02E+03 4.59E+03 2.73E+03 519.784 2 47.02

YLR413W YLR413W AVQESDSTTSRIIEEHESPIDAEK[7] Phospho ,[10] Phospho 87.5, 47.7 -0.94 -0.55 -0.66 -0.39 0.012 0.057 0.025 0.09 5.95E+05 3.95E+05 4.30E+05 2.47E+05 2.76E+05 2.17E+05 2.46E+05 3.93E+05 3.28E+05 2.97E+05 3.18E+05 2.86E+05 944.4065 3 24.48

YLR413W YLR413W AVQESDSTTSRIIEEHESPIDAEK[5] Phospho, [7] Phospho, [8] Phospho98.4, 62.0, 62.0-1.09 -0.58 -0.38 -0.51 0.024 0.138 0.041 0.27 1.74E+05 1.61E+05 1.29E+05 2.65E+04 1.17E+05 7.50E+04 5.16E+04 1.78E+05 8.14E+04 1.27E+05 1.26E+05 1.04E+05 971.0661 3 15.9

KIN1 YDR122W AVSDFVPGFAK[3] Phospho 100.0 0.00 0.33 -0.13 -0.33 0.499 0.171 0.401 0.12 3.04E+04 6.06E+04 3.32E+04 3.02E+04 5.54E+04 3.88E+04 5.67E+04 5.21E+04 4.77E+04 2.60E+04 5.50E+04 3.27E+04 609.2845 2 58.4

YDR365W-B R365W-B AVSPTDSTPPSTHTEDSK[3] Phospho 100.0 -0.22 0.01 0.27 -0.23 0.162 0.484 0.121 0.20 7.36E+05 9.02E+05 1.11E+06 7.80E+05 7.30E+05 8.52E+05 1.10E+06 6.50E+05 1.02E+06 9.95E+05 1.04E+06 1.29E+06 968.9126 2 68.46

YOL103W-B L103W-B AVSPTDSTPPSTHTEDSK[3] Phospho 99.7 -0.21 0.06 0.21 -0.27 0.140 0.401 0.116 0.14 5.71E+05 6.10E+05 7.64E+05 6.04E+05 4.87E+05 5.92E+05 7.52E+05 5.09E+05 7.66E+05 7.36E+05 6.85E+05 8.35E+05 646.2771 3 35.96

YOL103W-B L103W-B AVSPTDSTPPSTHTEDSK[8] Phospho 84.9 -0.29 -0.04 -0.03 -0.25 0.330 0.479 0.481 0.31 5.04E+03 6.52E+03 1.59E+04 5.77E+03 7.45E+03 9.20E+03 8.85E+03 4.66E+03 1.32E+04 1.09E+04 7.69E+03 8.35E+03 646.2768 3 18.35

YPR137C-B R137C-B AVSPTDSTPPSTHTEDSK[3] Phospho, [7] Phospho98.2, 47.8 -0.10 -0.13 0.29 0.03 0.385 0.358 0.238 0.44 9.78E+04 5.81E+04 1.23E+05 1.02E+05 7.84E+04 7.96E+04 6.79E+04 8.55E+04 1.01E+05 1.44E+05 8.27E+04 1.13E+05 672.9327 3 19.62

YLR227W-B R227W-B AVSPTDSTPPSTHTEDSKPISEINLR[3] Phospho 77.2 -1.20 -0.18 0.24 -1.02 0.002 0.297 0.260 0.03 5.81E+04 7.54E+04 5.84E+04 2.53E+04 2.99E+04 2.84E+04 7.90E+04 4.11E+04 4.95E+04 4.46E+04 9.07E+04 9.13E+04 953.785 3 15.7

KRE6 YPR159W AVSTANDNSFLQPPHR[3] Phospho 99.2 -0.42 -0.22 -0.16 -0.20 0.003 0.031 0.203 0.01 1.36E+05 1.57E+05 1.56E+05 1.14E+05 1.13E+05 1.08E+05 1.28E+05 1.37E+05 1.21E+05 1.05E+05 1.43E+05 1.55E+05 611.9479 3 46.64

KRE6 YPR159W AVSTANDNSFLQPPHR[3] Phospho 99.2 -0.51 -0.26 -0.41 -0.25 0.037 0.126 0.154 0.03 5.81E+04 8.88E+04 7.64E+04 4.73E+04 5.68E+04 5.23E+04 5.74E+04 6.28E+04 6.60E+04 2.96E+04 6.69E+04 7.10E+04 917.4178 2 27.38

SOG2 YOR353C AVSVSANSPE[8] Phospho 100.0 0.49 -1.69 0.24 2.17 0.206 0.061 0.347 0.03 7.11E+03 3.13E+03 9.21E+03 1.32E+04 8.63E+03 5.49E+03 4.87E+03 7.79E+02 3.75E+02 1.20E+04 5.97E+03 5.06E+03 520.7185 2 31.65

ACC1 YNR016C AVSVSDLSYVANSQSSPLR[3] Phospho 100.0 -0.04 0.28 0.39 -0.32 0.445 0.159 0.080 0.09 2.83E+06 3.77E+06 2.29E+06 2.61E+06 3.43E+06 2.64E+06 3.90E+06 3.99E+06 2.91E+06 3.55E+06 4.51E+06 3.60E+06 1030.489 2 122.67

ACC1 YNR016C AVSVSDLSYVANSQSSPLR[3] Phospho 47.6 -0.11 0.08 -0.16 -0.19 0.389 0.391 0.340 0.26 3.65E+04 4.49E+04 6.59E+04 3.55E+04 6.08E+04 4.05E+04 4.39E+04 5.93E+04 5.29E+04 3.66E+04 5.86E+04 3.69E+04 687.3287 3 64.26

ACC1 YNR016C AVSVSDLSYVANSQSSPLR[8] Phospho 97.1 -0.26 0.04 -0.65 -0.30 0.323 0.467 0.154 0.23 1.08E+04 1.96E+04 2.86E+04 9.90E+03 2.40E+04 1.53E+04 1.96E+04 1.65E+04 2.44E+04 8.53E+03 1.89E+04 1.03E+04 1030.491 2 61.09

ACC1 YNR016C AVSVSDLSYVANSQSSPLR[3] Phospho47.6 -0.02 0.32 0.30 -0.34 0.474 0.116 0.142 0.08 1.46E+06 2.08E+06 1.30E+06 1.34E+06 1.95E+06 1.48E+06 2.16E+06 2.20E+06 1.69E+06 1.69E+06 2.30E+06 1.94E+06 687.3293 3 53.31

FUN30 YAL019W AVVEGFDETSAEPTPAPAPAPVER[10] Phospho 80.1 0.14 0.57 0.28 -0.43 0.219 0.002 0.017 0.01 3.63E+04 4.50E+04 4.11E+04 3.75E+04 5.09E+04 4.60E+04 6.49E+04 5.85E+04 5.79E+04 5.10E+04 4.73E+04 5.02E+04 839.7238 3 19.09

NUP145 YGL092W AYEPDLSDADFEGIEASPK[7] Phospho 100.0 -0.08 0.20 0.03 -0.28 0.382 0.199 0.467 0.07 2.23E+05 3.21E+05 2.05E+05 2.23E+05 2.78E+05 2.08E+05 3.16E+05 2.87E+05 2.59E+05 2.09E+05 3.21E+05 2.33E+05 1067.453 2 73.1

NUP145 YGL092W AYEPDLSDADFEGIEASPK[7] Phospho100.0 0.03 0.41 0.12 -0.38 0.473 0.149 0.404 0.08 2.26E+04 4.52E+04 2.19E+04 2.35E+04 3.90E+04 2.91E+04 4.47E+04 3.93E+04 3.49E+04 2.23E+04 4.23E+04 3.26E+04 711.969 3 24.78

GTT3 YEL017W AYIKEDDDEKPQSGDETSATK[13] Phospho 100.0 0.45 -0.19 -0.28 0.64 0.050 0.236 0.177 0.02 3.30E+04 2.83E+04 4.22E+04 5.28E+04 3.88E+04 4.96E+04 2.79E+04 2.54E+04 3.73E+04 3.17E+04 2.04E+04 3.33E+04 803.0113 3 47.46

DPS1 YLL018C AYLAQSPQFNK[6] Phospho 100.0 -0.03 0.05 0.00 -0.07 0.472 0.449 0.497 0.35 4.66E+03 9.07E+03 1.07E+04 6.92E+03 8.13E+03 8.99E+03 6.87E+03 9.46E+03 8.95E+03 6.60E+03 9.56E+03 8.28E+03 673.811 2 27.35

ESF1 YDR365C AYLASDSDESDGQVDEEAK[5] Phospho, [7] Phospho, [10] Phospho50.4, 99.4, 99.9-0.25 -1.60 -1.84 1.35 0.408 0.052 0.027 0.23 2.03E+04 4.95E+04 4.86E+04 1.53E+02 7.91E+04 2.00E+04 6.19E+02 2.85E+04 9.83E+03 2.56E+03 1.67E+04 1.36E+04 1134.88 2 17.91

AIM3 YBR108W AYSGDISAADDNLNPFER[3] Phospho 93.1 -1.15 -0.13 0.18 -1.02 0.020 0.323 0.297 0.02 4.30E+04 5.69E+04 3.41E+04 1.63E+04 2.95E+04 1.47E+04 3.92E+04 4.88E+04 3.42E+04 3.84E+04 6.62E+04 4.77E+04 1017.926 2 59.22

YKL105C YKL105C AYSLPTR [3] Phospho100.0 -0.29 0.25 -0.01 -0.53 0.233 0.236 0.486 0.01 4.78E+03 9.59E+03 1.08E+04 6.39E+03 6.60E+03 7.62E+03 1.11E+04 8.48E+03 1.03E+04 7.34E+03 9.46E+03 8.11E+03 444.2049 2 17.69

CDC28 YBR160W AYTHEIVTLWYR[2] Phospho 50.0 0.09 1.25 -0.81 -1.17 0.452 0.214 0.218 0.22 5.63E+02 1.27E+03 3.65E+02 5.31E+02 5.61E+02 1.25E+03 4.04E+03 5.54E+02 7.02E+02 1.86E+01 8.65E+02 3.60E+02 816.8874 2 15.65

DNM1 YLL001W CGTRYLAK [3] Phospho 91.2 0.25 -0.53 -0.28 0.78 0.331 0.239 0.378 0.03 1.09E+07 3.42E+06 4.35E+06 9.23E+06 6.01E+06 6.97E+06 3.76E+06 5.69E+06 3.46E+06 9.62E+06 3.38E+06 2.40E+06 524.7377 2 15.41

PGM2 YMR105C CTGGIILTASHNPGGPENDMGIK[8] Phospho99.6 -0.21 0.16 0.56 -0.36 0.313 0.344 0.157 0.23 1.89E+04 2.21E+04 1.31E+04 1.68E+04 2.15E+04 8.53E+03 2.79E+04 1.71E+04 1.52E+04 1.57E+04 3.95E+04 2.46E+04 807.0309 3 44.68

COX4 YGL187C CWECGSVYK[8] Phospho 50.0 1.10 0.87 1.30 0.23 0.048 0.144 0.004 0.34 1.35E+03 2.12E+03 3.83E+03 4.14E+03 4.20E+03 7.37E+03 7.23E+03 2.20E+03 3.93E+03 5.99E+03 6.18E+03 5.86E+03 634.7314 2 15.13

PBP2 YBR233W DADSHSDNDHDSPDNVPSDVHLR[6] Phospho 99.1 0.13 -0.01 0.09 0.14 0.269 0.486 0.383 0.33 7.06E+04 7.23E+04 8.25E+04 7.28E+04 7.18E+04 1.02E+05 9.95E+04 6.24E+04 6.21E+04 7.51E+04 5.71E+04 1.08E+05 875.3502 3 20.95

PBP2 YBR233W DADSHSDNDHDSPDNVPSDVHLR[6] Phospho 91.3 -0.10 -0.12 -0.02 0.02 0.219 0.170 0.443 0.45 1.96E+05 2.04E+05 2.26E+05 2.16E+05 1.98E+05 1.70E+05 2.16E+05 1.86E+05 1.75E+05 2.26E+05 1.75E+05 2.17E+05 656.7631 4 34.38

MAK11 YKL021C DAETADIGDQSEVESDTEELK[15] Phospho 99.9 -0.67 -0.20 -0.11 -0.47 0.008 0.021 0.192 0.03 7.93E+04 7.53E+04 7.35E+04 4.37E+04 6.10E+04 3.89E+04 6.17E+04 7.14E+04 6.56E+04 6.28E+04 8.11E+04 6.71E+04 1180.979 2 49.9

MAK11 YKL021C DAETADIGDQSEVESDTEELKK[11] Phospho, [15] Phospho100.0, 98.7 -0.38 -0.12 -0.43 -0.26 0.175 0.376 0.054 0.32 2.51E+05 2.13E+05 1.73E+05 1.07E+05 2.43E+05 1.40E+05 1.35E+05 2.87E+05 1.63E+05 1.39E+05 1.85E+05 1.49E+05 857.0097 3 17.09

PFK1 YGR240C DAFLEATSEDEIISR[8] Phospho 99.8 -0.58 0.04 -0.13 -0.62 0.069 0.446 0.295 0.05 2.60E+05 2.32E+05 1.60E+05 1.58E+05 1.81E+05 9.71E+04 2.29E+05 2.65E+05 1.76E+05 1.80E+05 2.17E+05 2.00E+05 888.3943 2 32.46

SKG1 YKR100C DALEDVFATPK[9] Phospho 100.0 0.07 0.61 0.25 -0.53 0.443 0.140 0.325 0.14 2.41E+04 5.89E+04 3.20E+04 3.04E+04 5.56E+04 3.51E+04 8.26E+04 4.88E+04 4.40E+04 2.74E+04 6.38E+04 4.57E+04 643.2902 2 31.75

EFR3 YMR212C DANEDLHSLSSR[8] Phospho 100.0 0.04 -0.07 0.06 0.11 0.331 0.357 0.236 0.29 3.22E+04 2.97E+04 3.33E+04 3.48E+04 2.99E+04 3.30E+04 2.58E+04 2.75E+04 3.74E+04 3.09E+04 3.28E+04 3.57E+04 712.2973 2 39.78

EFR3 YMR212C DANEDLHSLSSR[8] Phospho ,[11] Phospho 99.9, 91.7 -0.26 -0.35 -0.53 0.09 0.096 0.164 0.023 0.39 2.84E+04 2.35E+04 3.33E+04 2.36E+04 2.20E+04 2.56E+04 1.36E+04 3.01E+04 2.31E+04 1.83E+04 2.20E+04 1.85E+04 752.2802 2 18.38

EFR3 YMR212C DANEDLHSLSSRGK[10] Phospho, [11] Phospho99.9, 100.0 -0.20 -0.35 -0.18 0.15 0.142 0.156 0.211 0.30 9.86E+04 6.84E+04 9.12E+04 7.51E+04 7.57E+04 7.37E+04 4.68E+04 9.21E+04 6.36E+04 8.53E+04 6.29E+04 7.98E+04 844.8376 2 29.98

TAF2 YCR042C DAQDNDEEEEEGESDEEEEEGEEERR[14] Phospho 100.0 0.16 0.00 0.07 0.16 0.258 0.494 0.405 0.24 2.30E+05 1.67E+05 1.57E+05 2.43E+05 1.91E+05 1.82E+05 1.63E+05 2.26E+05 1.63E+05 2.43E+05 1.41E+05 1.99E+05 1064.706 3 63.37

VMA2 YBR127C DASQEESLI [7] Phospho 100.0 0.09 0.25 0.16 -0.16 0.341 0.220 0.260 0.31 3.29E+04 4.48E+04 4.21E+04 3.71E+04 5.20E+04 3.86E+04 3.27E+04 6.02E+04 4.94E+04 5.09E+04 4.93E+04 3.36E+04 536.216 2 26.47

TOA2 YKL058W DASQNGSGDSQSVISVDK[10] Phospho50.0 1.88 -0.16 0.24 2.04 0.001 0.389 0.301 0.00 5.66E+03 4.31E+03 8.40E+03 2.40E+04 2.43E+04 1.94E+04 9.11E+03 3.75E+03 3.52E+03 4.78E+03 9.97E+03 6.89E+03 937.3945 2 24.05

BDF1 YLR399C DASSLSPTSAGSR[6] Phospho99.2 0.48 0.25 -0.15 0.23 0.074 0.191 0.282 0.19 9.84E+04 7.88E+04 1.32E+05 1.42E+05 1.16E+05 1.74E+05 1.03E+05 1.17E+05 1.48E+05 8.47E+04 8.93E+04 1.04E+05 658.2799 2 73.09

BDF1 YLR399C DASSLSPTSAGSRK[6] Phospho 73.2 0.09 -0.29 -0.24 0.38 0.358 0.178 0.193 0.12 4.43E+04 2.99E+04 3.46E+04 4.33E+04 2.96E+04 4.32E+04 3.69E+04 2.08E+04 3.13E+04 3.80E+04 2.50E+04 2.92E+04 722.3277 2 32.36

BUD3 YCL014W DASYAYLK [3] Phospho 99.5 0.18 1.72 0.79 -1.54 0.403 0.022 0.139 0.01 2.35E+02 3.21E+03 1.70E+03 2.07E+03 1.62E+03 2.13E+03 6.38E+03 7.01E+03 3.59E+03 3.82E+03 3.15E+03 1.98E+03 505.7153 2 26.97

SRO9 YCL037C DATSQENGQSTQQQQPPHHR[3] Phospho50.0 0.82 -1.09 -0.49 1.91 0.093 0.044 0.125 0.02 4.20E+03 2.89E+03 2.23E+03 5.59E+03 3.05E+03 7.78E+03 2.29E+03 7.31E+02 1.33E+03 2.42E+03 1.54E+03 2.65E+03 785.3351 3 30.45

VMA2 YBR127C DDADEDEEDPDTRSSGK[14] Phospho90.5 0.61 -0.39 0.11 1.00 0.122 0.273 0.433 0.01 3.83E+04 1.10E+04 1.97E+04 4.25E+04 3.01E+04 3.28E+04 1.49E+04 1.94E+04 1.86E+04 3.64E+04 2.00E+04 1.80E+04 980.85 2 41.83

PRB1 YEL060C DDDEEPSDSEDK[7] Phospho 100.0 1.11 0.51 0.98 0.60 0.106 0.243 0.258 0.15 4.52E+03 8.07E+02 1.39E+03 7.33E+03 2.90E+03 4.26E+03 2.64E+03 4.07E+03 2.85E+03 1.01E+04 1.95E+03 1.23E+03 730.733 2 15.33

YLR257W YLR257W DDDIRDRSYTSVAELNR[8] Phospho 97.1 0.13 0.25 0.06 -0.13 0.268 0.075 0.332 0.27 5.27E+04 6.40E+04 5.80E+04 7.73E+04 5.38E+04 5.95E+04 7.66E+04 5.90E+04 7.25E+04 6.01E+04 5.45E+04 6.69E+04 702.3178 3 16.79

YPK1 YKL126W DDDKTDTFCGTPEYLAPELLLGLGYTK[11] Phospho76.7 0.11 0.32 -0.11 -0.21 0.426 0.315 0.436 0.31 1.16E+05 2.56E+05 7.35E+04 1.42E+05 1.92E+05 1.46E+05 2.55E+05 1.96E+05 1.05E+05 1.46E+05 1.82E+05 8.50E+04 1038.141 3 45.58

KCS1 YDR017C DDFLSDLDQENNGK[5] Phospho 100.0 -0.44 -0.34 0.01 -0.10 0.290 0.226 0.482 0.46 1.14E+04 1.04E+04 7.45E+03 1.53E+03 1.52E+04 4.86E+03 4.43E+03 1.18E+04 6.95E+03 7.11E+03 1.32E+04 9.22E+03 845.3371 2 35.4

PEX25 YPL112C DDGSQSPIRK[6] Phospho 99.9 1.99 1.22 0.99 0.76 0.034 0.001 0.028 0.12 5.49E+03 5.94E+03 5.36E+03 2.50E+04 9.46E+03 3.22E+04 1.46E+04 1.13E+04 1.34E+04 1.49E+04 7.69E+03 1.09E+04 591.7607 2 32.96

FLC2 YAL053W DDRVSFIPK [5] Phospho 100.0 0.02 0.50 0.33 -0.48 0.477 0.095 0.266 0.03 7.12E+03 1.66E+04 1.42E+04 1.15E+04 1.42E+04 1.28E+04 2.09E+04 1.50E+04 1.76E+04 9.33E+03 2.27E+04 1.56E+04 578.774 2 22.49

MRD1 YPR112C DEAPNLVIENESDDEYSALNR[12] Phospho100.0 0.53 0.48 0.15 0.05 0.115 0.056 0.243 0.45 4.94E+04 6.78E+04 4.88E+04 6.31E+04 1.12E+05 6.41E+04 6.93E+04 9.45E+04 6.74E+04 6.24E+04 6.82E+04 5.29E+04 825.019 3 59.03

TFG1 YGR186W DEEAPSENEEDELFGEK[6] Phospho 100.0 0.09 0.27 -0.27 -0.18 0.392 0.073 0.286 0.26 1.81E+04 2.27E+04 1.73E+04 1.62E+04 2.78E+04 1.76E+04 2.34E+04 2.58E+04 2.08E+04 6.65E+03 2.42E+04 1.72E+04 1023.89 2 39.9



ALF1 YNL148C DEESAEVEDVHDDVESDDEI[16] Phospho 100.0 -0.88 -0.08 -0.60 -0.80 0.129 0.439 0.083 0.19 2.38E+04 3.36E+04 1.77E+04 3.27E+03 2.78E+04 9.92E+03 1.61E+04 3.74E+04 1.76E+04 1.71E+04 1.27E+04 1.97E+04 1178.43 2 26.05

SPT5 YML010W DENTSDKDTVDSGNVTTTESTER[5] Phospho81.1 0.59 0.09 0.20 0.50 0.014 0.339 0.221 0.03 4.69E+04 4.13E+04 5.52E+04 8.15E+04 6.12E+04 7.26E+04 4.68E+04 4.40E+04 6.16E+04 6.60E+04 4.14E+04 5.70E+04 861.0189 3 40.21

BUD3 YCL014W DEPIWVSPSK[7] Phospho 99.7 -0.16 1.11 0.84 -1.27 0.393 0.014 0.019 0.01 3.96E+03 9.36E+03 5.44E+03 3.49E+03 8.64E+03 4.68E+03 1.22E+04 1.64E+04 1.20E+04 1.13E+04 1.16E+04 1.07E+04 619.2791 2 26.15

PET127 YOR017W DESLLK [3] Phospho 100.0 -8.72 -4.82 -1.30 -3.90 0.068 0.074 0.168 0.05 2.72E+04 7.20E+03 4.99E+03 5.29E+01 0.00E+00 1.09E+01 8.50E+02 1.80E+02 3.35E+02 5.97E+03 3.36E+03 6.67E+03 392.6777 2 22.54

NOP8 YOL144W DFDFDKPMTLNDSDEELLTEQR[13] Phospho 100.0 -0.12 -0.02 0.33 -0.10 0.374 0.467 0.251 0.39 4.35E+04 5.91E+04 4.35E+04 3.69E+04 6.40E+04 3.39E+04 4.80E+04 5.69E+04 3.92E+04 4.24E+04 9.38E+04 4.77E+04 913.3896 3 47.93

LYS21 YDL131W DFHAELSTPLLK[8] Phospho 100.0 0.08 0.60 0.17 -0.52 0.415 0.137 0.350 0.14 5.10E+04 1.12E+05 7.35E+04 6.70E+04 1.04E+05 8.06E+04 1.70E+05 7.84E+04 1.11E+05 5.59E+04 1.10E+05 1.02E+05 484.2375 3 29.32

LYS21 YDL131W DFHAELSTPLLK[8] Phospho 100.0 -0.09 0.55 0.02 -0.65 0.404 0.170 0.484 0.12 1.09E+05 2.16E+05 1.23E+05 1.17E+05 1.67E+05 1.36E+05 3.24E+05 1.41E+05 1.92E+05 1.06E+05 1.83E+05 1.64E+05 725.8529 2 47.93

LYS21 YDL131W DFHAELSTPLLKPVNK[8] Phospho 100.0 -0.59 0.13 0.06 -0.72 0.121 0.406 0.456 0.10 1.99E+05 3.96E+05 2.12E+05 1.74E+05 2.10E+05 1.52E+05 4.42E+05 2.10E+05 2.31E+05 1.63E+05 3.98E+05 2.79E+05 944.9828 2 35.36

LYS21 YDL131W DFHAELSTPLLKPVNK[8] Phospho 100.0 -0.41 0.15 0.07 -0.56 0.112 0.356 0.423 0.10 8.33E+05 1.30E+06 8.20E+05 7.42E+05 8.47E+05 6.35E+05 1.54E+06 8.50E+05 8.90E+05 7.13E+05 1.37E+06 1.02E+06 630.324 3 29.8

LYS21 YDL131W DFHAELSTPLLKPVNK[8] Phospho 100.0 -0.31 0.27 0.16 -0.58 0.218 0.298 0.370 0.14 5.88E+04 1.08E+05 6.60E+04 5.80E+04 7.78E+04 5.28E+04 1.40E+05 7.00E+04 7.13E+04 4.94E+04 1.19E+05 9.22E+04 472.9947 4 16.14

YDR365W-B R365W-B DFRHSDSYSENETNHTNVPISSTGGTNNK[5] Phospho, [7] Phospho79.8, 39.0 -1.59 -0.97 -0.32 -0.62 0.022 0.052 0.243 0.03 2.95E+05 1.57E+05 1.58E+05 8.08E+04 5.40E+04 6.83E+04 8.66E+04 1.27E+05 9.86E+04 2.07E+05 1.14E+05 1.67E+05 1123.456 3 22.97

YMR074C YMR074C DFSEDLNSFDK[8] Phospho100.0 -0.88 -0.36 -0.09 -0.52 0.109 0.183 0.394 0.19 6.21E+03 1.18E+04 6.95E+03 6.95E+02 6.86E+03 5.99E+03 6.53E+03 5.65E+03 7.25E+03 7.00E+03 8.57E+03 7.83E+03 698.7696 2 41.64

SSN2 YDR443C DFSPNFTGIDK[3] Phospho 100.0 -0.06 0.88 0.36 -0.95 0.469 0.036 0.241 0.06 5.05E+03 8.71E+03 2.82E+03 1.26E+03 9.38E+03 5.22E+03 1.09E+04 1.12E+04 8.48E+03 6.05E+03 9.20E+03 6.01E+03 660.7807 2 22.43

BUD3 YCL014W DFVALSDDEDEDGK[6] Phospho 100.0 -0.32 0.37 0.21 -0.70 0.088 0.029 0.175 0.00 5.72E+04 7.88E+04 7.03E+04 4.54E+04 6.48E+04 5.46E+04 8.35E+04 9.77E+04 8.57E+04 7.84E+04 9.48E+04 6.61E+04 817.8093 2 67.43

CHS3 YBR023C DGDVDNFEESSTQPINK[12] Phospho 89.4 0.07 0.18 0.23 -0.12 0.331 0.222 0.113 0.29 6.53E+04 5.07E+04 6.84E+04 6.06E+04 6.20E+04 7.06E+04 5.47E+04 7.17E+04 8.30E+04 7.90E+04 6.28E+04 7.38E+04 987.9028 2 57.23

SPT5 YML010W DGGASAWGNQDDGNR[5] Phospho 100.0 -0.21 -0.50 1.10 0.29 0.333 0.281 0.054 0.37 4.87E+03 2.09E+03 3.04E+03 1.81E+03 3.47E+03 3.36E+03 2.63E+02 4.77E+03 2.04E+03 1.05E+04 5.14E+03 5.88E+03 800.2951 2 28.17

TFG1 YGR186W DGSQTPTVDSVTK[3] Phospho 100.0 3.37 0.39 -0.88 2.98 0.000 0.047 0.017 0.00 3.00E+03 2.88E+03 3.74E+03 3.60E+04 2.66E+04 3.74E+04 3.49E+03 4.39E+03 4.77E+03 1.87E+03 1.03E+03 2.32E+03 707.8087 2 43.85

SCY1 YGL083W DGSSDIPR [3] Phospho 99.2 0.33 0.13 0.44 0.21 0.230 0.410 0.196 0.31 4.50E+03 2.18E+03 6.17E+03 6.53E+03 5.66E+03 4.01E+03 2.61E+03 4.85E+03 6.56E+03 8.09E+03 4.80E+03 4.60E+03 463.6844 2 34.9

NUP159 YIL115C DGYVSGSEISVR[5] Phospho 99.5 -0.36 0.33 -0.26 -0.69 0.110 0.097 0.161 0.01 5.31E+04 8.46E+04 8.29E+04 5.16E+04 5.46E+04 6.59E+04 7.95E+04 9.76E+04 1.00E+05 6.35E+04 6.60E+04 5.40E+04 674.7932 2 53.02

FLC3 YGL139W DHDDNSDYESNDTGVNDELK[6] Phospho 100.0 -0.19 -0.20 -0.12 0.01 0.053 0.012 0.054 0.47 6.23E+04 5.93E+04 5.83E+04 5.70E+04 4.57E+04 5.45E+04 4.99E+04 5.59E+04 5.03E+04 5.68E+04 5.76E+04 5.16E+04 1181.436 2 63.24

FLC3 YGL139W DHDDNSDYESNDTGVNDELK[6] Phospho 100.0 -0.11 -0.02 -0.06 -0.09 0.298 0.459 0.400 0.29 4.84E+04 3.64E+04 3.69E+04 4.22E+04 3.19E+04 3.90E+04 3.76E+04 4.51E+04 3.74E+04 4.78E+04 3.74E+04 3.15E+04 787.9597 3 33.1

EFG1 R271C-A DHEDGSQVSPTQDRK[9] Phospho 98.9 1.46 -0.18 -0.14 1.64 0.014 0.384 0.352 0.02 2.77E+03 3.47E+03 1.69E+03 8.10E+03 4.82E+03 8.97E+03 1.88E+03 1.15E+03 3.96E+03 1.92E+03 2.42E+03 2.87E+03 889.8754 2 32.51

EFG1 R271C-A DHEDGSQVSPTQDRK[9] Phospho 98.9 1.26 -0.56 -0.79 1.82 0.045 0.269 0.143 0.03 5.85E+03 5.13E+03 1.69E+03 1.25E+04 5.46E+03 1.24E+04 1.72E+03 9.00E+02 5.96E+03 1.60E+03 1.94E+03 3.78E+03 593.5826 3 23.07

RGA2 YDR379W DHQVGDLESQQRSPNSSSGGTTNIAQK[9] Phospho 75.8 0.15 -0.39 -0.46 0.54 0.312 0.029 0.226 0.10 4.36E+04 4.14E+04 4.57E+04 6.61E+04 4.43E+04 3.51E+04 2.60E+04 3.60E+04 3.78E+04 2.75E+04 9.55E+03 5.81E+04 974.4386 3 36.89

ZRT2 YLR130C DHYSHENDHQDVSQLATR[3] Phospho 48.2 -0.53 -2.26 -0.79 1.73 0.085 0.002 0.014 0.04 2.51E+04 2.42E+04 2.95E+04 2.70E+04 1.22E+04 1.54E+04 1.17E+04 3.08E+03 1.65E+03 1.64E+04 9.67E+03 1.94E+04 558.7333 4 17.67

UTP25 YIL091C DIDSEDEQDPFESHFNQVPEK[4] Phospho 100.0 0.09 0.12 0.14 -0.02 0.370 0.265 0.295 0.46 1.08E+05 1.42E+05 1.02E+05 1.03E+05 1.60E+05 1.13E+05 1.20E+05 1.41E+05 1.22E+05 9.86E+04 1.56E+05 1.35E+05 862.3514 3 66.55

YNL115C YNL115C DIESDGFIK [4] Phospho 100.0 3.30 4.23 3.77 -0.93 0.076 0.000 0.008 0.08 0.00E+00 7.18E+02 1.53E+02 2.71E+02 5.44E+03 3.18E+03 5.39E+03 6.53E+03 5.07E+03 3.07E+03 5.95E+03 3.27E+03 552.2368 2 22.7

ALE1 YOR175C DISASSPNLGGILK[6] Phospho 95.7 -0.06 0.97 0.78 -1.02 0.426 0.010 0.029 0.01 4.98E+04 7.95E+04 4.87E+04 5.21E+04 6.99E+04 4.89E+04 1.33E+05 1.20E+05 9.45E+04 8.45E+04 1.27E+05 9.49E+04 726.3617 2 50.51

THS1 YIL078W DISESPER [5] Phospho99.5 -1.10 -2.81 -2.14 1.70 0.287 0.179 0.200 0.18 9.68E+03 3.04E+02 1.03E+03 3.89E+03 7.57E+02 4.83E+02 1.25E+03 1.18E+02 1.81E+02 1.23E+03 1.07E+03 1.81E+02 506.7029 2 17.18

DNF2 YDR093W DISTPDLSK [3] Phospho 99.9 -0.19 -0.27 0.07 0.08 0.175 0.147 0.358 0.37 1.01E+04 8.72E+03 1.19E+04 1.05E+04 8.14E+03 8.33E+03 6.85E+03 8.04E+03 1.06E+04 1.26E+04 9.96E+03 9.73E+03 528.2368 2 23.46

CAF20 YOR276W DIVADKPILGFNAFAALESEDEDDEA[19] Phospho 100.0 0.14 -0.06 -0.22 0.20 0.377 0.442 0.326 0.27 2.44E+06 3.17E+06 1.29E+06 2.01E+06 3.37E+06 2.21E+06 2.56E+06 2.35E+06 1.69E+06 2.01E+06 2.61E+06 1.30E+06 958.7592 3 53.17

YDR333C YDR333C DKGSDDDDDDEEFDK[4] Phospho 100.0 0.20 -0.21 -0.14 0.41 0.267 0.286 0.324 0.13 2.95E+05 1.68E+05 2.32E+05 3.24E+05 2.65E+05 2.07E+05 1.32E+05 2.48E+05 2.21E+05 2.53E+05 1.93E+05 1.87E+05 912.8023 2 76.55

YDR333C YDR333C DKGSDDDDDDEEFDK[4] Phospho 100.0 0.52 0.34 0.38 0.18 0.108 0.219 0.139 0.32 2.28E+04 1.35E+04 2.64E+04 3.89E+04 2.83E+04 2.25E+04 1.64E+04 3.36E+04 2.93E+04 3.34E+04 2.56E+04 2.26E+04 608.8708 3 18.91

BUD2 YKL092C DLDSPIEVKPEIGELEFEK[4] Phospho 100.0 0.17 0.08 -0.20 0.10 0.372 0.439 0.381 0.40 7.39E+03 1.87E+04 8.84E+03 9.54E+03 1.77E+04 1.22E+04 1.61E+04 9.91E+03 1.09E+04 5.22E+03 1.53E+04 9.84E+03 756.3648 3 41.61

NOP53 YPL146C DLEEVINSEETEILSAIESDSNK[15] Phospho 100.0 0.01 -0.27 0.01 0.28 0.484 0.213 0.492 0.17 1.93E+04 2.86E+04 1.92E+04 2.02E+04 2.70E+04 2.04E+04 2.39E+04 1.80E+04 1.39E+04 2.24E+04 2.86E+04 1.64E+04 882.0633 3 70.27

NOC2 YOR206W DLLDFAGTNPLDGIDSQDEGEDAER[16] Phospho 100.0 -0.03 0.13 -0.10 -0.16 0.478 0.370 0.416 0.31 5.89E+05 9.73E+05 4.08E+05 5.27E+05 8.91E+05 5.15E+05 7.65E+05 8.04E+05 5.92E+05 4.92E+05 8.42E+05 4.98E+05 924.7233 3 81.66

NOC2 YOR206W DLLDFAGTNPLDGIDSQDEGEDAERNSNIEEK[16] Phospho ,[27] Phospho 100.0, 100.0 -0.37 -0.26 -0.48 -0.11 0.242 0.317 0.163 0.41 2.06E+05 2.66E+05 1.05E+05 1.29E+05 2.10E+05 1.08E+05 1.23E+05 2.40E+05 1.20E+05 1.30E+05 1.64E+05 1.19E+05 917.382 4 25.58

BBC1 YJL020C DLPEPISPETKK[7] Phospho 100.0 0.53 0.60 0.65 -0.07 0.007 0.060 0.019 0.39 1.12E+05 1.56E+05 1.38E+05 1.84E+05 1.95E+05 2.06E+05 2.57E+05 1.43E+05 2.17E+05 1.74E+05 2.12E+05 2.50E+05 717.3503 2 32.14

PLP2 YOR281C DLSDLEELEDDEDEDFLEAYK[3] Phospho 100.0 -0.11 0.52 -0.09 -0.62 0.423 0.193 0.438 0.11 1.31E+05 2.53E+05 8.91E+04 1.38E+05 1.87E+05 1.15E+05 2.25E+05 3.13E+05 1.39E+05 1.18E+05 2.13E+05 1.12E+05 871.351 3 68.61

BUD3 YCL014W DLSSLYSEKK[4] Phospho ,[6] Phospho 99.5, 50.0 -0.07 0.42 -0.06 -0.50 0.279 0.211 0.370 0.18 4.15E+04 3.94E+04 4.51E+04 3.85E+04 3.57E+04 4.54E+04 3.48E+04 8.75E+04 4.67E+04 4.66E+04 4.27E+04 3.16E+04 665.2725 2 27.29

GAL11 YOL051W DLSTLVHSSSPSTSSNMDVGNPR[8] Phospho65.2 -0.38 0.01 0.02 -0.39 0.282 0.486 0.486 0.27 8.20E+03 1.53E+04 1.07E+04 7.20E+03 1.58E+04 3.27E+03 1.43E+04 1.17E+04 8.42E+03 6.83E+03 1.65E+04 1.13E+04 823.3636 3 32.62

CHS2 YBR038W DNADLPVDPYHLSPQQQPSNNLFGSGR[10] Phospho 88.5 0.57 2.36 1.67 -1.78 0.045 0.001 0.001 0.00 5.48E+04 4.17E+04 2.70E+04 5.29E+04 6.60E+04 6.51E+04 1.78E+05 2.50E+05 2.04E+05 1.17E+05 1.52E+05 1.24E+05 1016.129 3 65.68

HSP12 YFL014W DNAEGQGESLADQAR[9] Phospho 100.0 1.71 0.54 0.32 1.17 0.000 0.091 0.150 0.00 8.96E+03 4.90E+03 1.04E+04 2.47E+04 2.61E+04 2.84E+04 8.60E+03 1.31E+04 1.36E+04 1.05E+04 9.32E+03 1.05E+04 820.832 2 58.31

YPK2 YMR104C DNDKTDTFCGTPEYLAPEILLGQGYTK[7] Phospho 89.0 0.01 0.48 0.09 -0.46 0.483 0.119 0.398 0.09 7.45E+04 7.24E+04 3.76E+04 5.98E+04 7.42E+04 5.23E+04 9.22E+04 1.03E+05 6.11E+04 7.38E+04 7.52E+04 4.78E+04 1042.806 3 53.55

KCC4 YCL024W DNDTVNAPTTVK[4] Phospho 33.3 0.14 -0.35 -0.24 0.49 0.392 0.279 0.334 0.02 4.36E+03 8.88E+03 1.52E+04 1.02E+04 9.27E+03 1.18E+04 7.91E+03 6.34E+03 8.07E+03 8.54E+03 7.70E+03 7.83E+03 677.7983 2 29.61

UBP1 YDL122W DNEELQEIDNVSLDEPK[12] Phospho 100.0 0.32 0.31 0.17 0.00 0.140 0.101 0.245 0.49 1.90E+05 2.42E+05 1.71E+05 2.60E+05 3.04E+05 1.88E+05 2.57E+05 2.87E+05 2.05E+05 2.25E+05 2.68E+05 1.84E+05 1033.945 2 73.74

UBP1 YDL122W DNEELQEIDNVSLDEPK[12] Phospho 100.0 0.31 0.47 0.12 -0.17 0.242 0.063 0.328 0.32 4.62E+04 7.14E+04 4.74E+04 5.70E+04 9.72E+04 4.98E+04 7.49E+04 8.97E+04 6.43E+04 5.72E+04 6.98E+04 5.21E+04 689.6324 3 64.11

NDC1 YML031W DNGLLDESPNRLR[8] Phospho 100.0 -0.22 0.80 0.23 -1.02 0.186 0.005 0.208 0.00 1.86E+04 2.82E+04 2.90E+04 1.92E+04 2.39E+04 2.19E+04 4.07E+04 4.25E+04 4.89E+04 2.26E+04 3.42E+04 3.23E+04 789.8677 2 27.74

PWP2 YCR057C DNKLPLSNENDSSDEEENEK[12] Phospho ,[13] Phospho 100.0, 100.0 -0.87 -0.67 -0.47 -0.20 0.043 0.133 0.113 0.38 2.71E+05 1.49E+05 1.98E+05 7.71E+04 1.47E+05 1.14E+05 5.62E+04 2.18E+05 1.13E+05 1.85E+05 1.30E+05 1.31E+05 822.6461 3 24.63

APL5 YPL195W DNLSDTEEVIVIK[4] Phospho 100.0 -0.02 0.20 0.04 -0.23 0.470 0.223 0.435 0.21 1.04E+05 1.36E+05 8.61E+04 9.57E+04 1.38E+05 8.66E+04 1.19E+05 1.50E+05 1.06E+05 1.09E+05 1.21E+05 1.03E+05 777.8695 2 67.74

APL5 YPL195W DNLSDTEEVIVIKK[4] Phospho 99.9 0.01 -0.21 -0.01 0.21 0.490 0.174 0.487 0.09 1.23E+04 1.86E+04 1.64E+04 1.38E+04 1.74E+04 1.63E+04 1.52E+04 1.29E+04 1.28E+04 1.65E+04 1.52E+04 1.55E+04 841.9166 2 47.28

PSH1 YOL054W DNNDDNTEELDDPQPK[7] Phospho 100.0 -0.19 0.01 0.27 -0.20 0.343 0.493 0.248 0.28 2.20E+04 8.28E+03 2.15E+04 1.83E+04 1.19E+04 1.53E+04 1.14E+04 1.98E+04 2.09E+04 2.30E+04 1.72E+04 2.24E+04 969.8665 2 28.07

YBL086C YBL086C DNNSVEDNNPTDFLTDR[4] Phospho 100.0 -0.11 -0.45 0.16 0.35 0.334 0.036 0.269 0.10 1.23E+04 1.61E+04 1.21E+04 1.26E+04 1.53E+04 9.73E+03 8.37E+03 1.07E+04 1.05E+04 1.26E+04 1.89E+04 1.36E+04 1023.408 2 61.82

EFR3 YMR212C DNQISTSDLLSDSQVR[5] Phospho 93.5 -0.65 -0.28 -0.10 -0.37 0.047 0.159 0.358 0.08 9.93E+04 1.61E+05 1.19E+05 7.66E+04 1.00E+05 6.45E+04 9.62E+04 1.20E+05 9.56E+04 1.12E+05 1.40E+05 1.02E+05 929.4152 2 79.86

MSN2 YMR037C DNRLSLPNGANSNLFIDTNPNNLNEK[5] Phospho100.0 -0.49 -0.34 -0.52 -0.16 0.021 0.054 0.045 0.10 1.49E+05 1.39E+05 1.08E+05 9.43E+04 1.01E+05 8.64E+04 1.11E+05 1.09E+05 9.37E+04 8.55E+04 1.17E+05 7.35E+04 988.801 3 54.64

SWI4 YER111C DNTNHQNITPISK[9] Phospho 99.0 0.27 1.13 1.31 -0.87 0.271 0.020 0.006 0.03 2.96E+03 1.19E+03 2.64E+03 2.86E+03 1.93E+03 3.39E+03 5.74E+03 3.53E+03 5.68E+03 6.63E+03 4.74E+03 5.50E+03 781.3536 2 22.11

RPG1 YBR079C DPFDIFASTASK[11] Phospho 94.7 4.04 3.01 1.03 1.03 0.051 0.006 0.184 0.16 1.57E+02 5.52E+02 3.87E+02 2.16E+03 1.14E+04 4.94E+03 4.09E+03 2.84E+03 2.10E+03 1.73E+02 1.45E+03 6.56E+02 689.8006 2 44.36

SWI4 YER111C DPLNSVK [5] Phospho 100.0 0.73 0.51 1.20 0.22 0.183 0.280 0.099 0.20 7.94E+01 4.26E+02 1.51E+03 9.92E+02 1.08E+03 1.30E+03 1.13E+03 6.76E+02 1.07E+03 2.16E+03 1.67E+03 8.54E+02 426.6966 2 18.07

LEU1 YGL009C DQDQSSPKVEVTSEDEK[6] Phospho 92.6 0.10 -0.06 0.32 0.16 0.356 0.411 0.158 0.17 2.98E+05 1.71E+05 2.19E+05 2.74E+05 2.19E+05 2.43E+05 2.08E+05 1.94E+05 2.56E+05 3.40E+05 2.26E+05 2.92E+05 1000.916 2 33.18

LEU1 YGL009C DQDQSSPKVEVTSEDEK[6] Phospho 94.3 0.16 -0.02 0.35 0.18 0.291 0.472 0.190 0.24 1.56E+05 9.32E+04 1.28E+05 1.72E+05 1.19E+05 1.30E+05 1.03E+05 1.19E+05 1.50E+05 2.19E+05 1.23E+05 1.38E+05 667.6142 3 36.73

LEU1 YGL009C DQDQSSPKVEVTSEDEK[6] Phospho ,[13] Phospho 99.8, 50.0 0.29 0.05 -0.01 0.24 0.211 0.446 0.488 0.24 9.25E+05 4.96E+05 7.83E+05 1.16E+06 7.58E+05 7.75E+05 5.28E+05 9.02E+05 8.49E+05 9.65E+05 5.60E+05 6.62E+05 694.2718 3 40.61

LEU1 YGL009C DQDQSSPKVEVTSEDEK[6] Phospho ,[13] Phospho 99.8, 50.0 0.28 0.00 -0.01 0.27 0.192 0.494 0.482 0.18 2.37E+06 1.33E+06 1.94E+06 2.82E+06 1.96E+06 2.05E+06 1.37E+06 2.18E+06 2.10E+06 2.30E+06 1.47E+06 1.81E+06 1040.904 2 15.01

CBF1 YJR060W DQGLLSQESNDGNIDSALLSEGATLK[6] Phospho ,[9] Phospho 100.0, 100.0 0.14 -0.95 -2.11 1.09 0.377 0.057 0.013 0.03 9.11E+04 7.60E+04 3.93E+04 6.27E+04 1.05E+05 5.98E+04 2.70E+04 4.71E+04 3.26E+04 1.64E+04 1.31E+04 1.84E+04 945.7503 3 38.85

CBF1 YJR060W DQGLLSQESNDGNIDSALLSEGATLK[6] Phospho50.0 -1.42 -1.06 -1.52 -0.36 0.021 0.018 0.009 0.25 3.45E+04 4.72E+04 2.71E+04 7.21E+03 2.35E+04 9.94E+03 1.89E+04 1.88E+04 1.44E+04 9.26E+03 1.61E+04 1.24E+04 919.0942 3 26.59

DNF2 YDR093W DQLSPVTTTNNLPR[4] Phospho 100.0 -0.49 -0.61 -0.24 0.12 0.030 0.020 0.185 0.19 1.07E+04 1.53E+04 1.24E+04 8.56E+03 1.00E+04 8.67E+03 8.10E+03 9.49E+03 7.47E+03 9.38E+03 1.37E+04 9.37E+03 818.3907 2 52.41

YFR016C YFR016C DQLTESDLDEAINATENFAQELSSQR[6] Phospho 99.4 -0.59 -0.25 -0.19 -0.34 0.102 0.278 0.348 0.13 1.13E+05 1.80E+05 8.89E+04 8.71E+04 9.57E+04 7.17E+04 1.23E+05 1.23E+05 7.66E+04 1.07E+05 1.58E+05 7.05E+04 1002.108 3 49.37

IOC4 YMR044W DREQSEEEEDIEDFGESEANPEK[5] Phospho 100.0 -0.23 -0.01 -0.48 -0.21 0.067 0.461 0.006 0.14 1.61E+05 1.76E+05 1.56E+05 1.18E+05 1.56E+05 1.47E+05 1.67E+05 1.84E+05 1.37E+05 1.00E+05 1.21E+05 1.31E+05 931.0301 3 33.12

SIP1 YDR422C DRQGSITSQLFNNRK[7] Phospho94.4 -0.33 -0.37 -0.09 0.04 0.103 0.054 0.331 0.43 8.12E+04 6.01E+04 8.12E+04 7.30E+04 4.92E+04 5.50E+04 4.94E+04 6.19E+04 6.11E+04 7.92E+04 5.88E+04 7.15E+04 615.2992 3 24.94

STF2 YGR008C DRRGSNLQSHEQK[5] Phospho 100.0 0.17 -0.22 -0.82 0.39 0.288 0.353 0.093 0.21 1.19E+05 7.93E+04 6.27E+04 9.46E+04 1.11E+05 8.89E+04 4.56E+04 5.43E+04 1.25E+05 8.01E+04 2.26E+04 4.56E+04 545.5845 3 26.23

STF2 YGR008C DRRGSNLQSHEQK[5] Phospho 50.0 0.31 -0.09 -0.81 0.39 0.186 0.447 0.124 0.22 3.10E+04 1.95E+04 1.42E+04 2.63E+04 2.86E+04 2.50E+04 1.27E+04 1.32E+04 3.50E+04 2.12E+04 5.21E+03 1.05E+04 409.4403 4 26.57

STF2 YGR008C DRRGSNLQSHEQK[5] Phospho 50.0 0.28 -0.48 -1.20 0.76 0.255 0.248 0.062 0.11 5.78E+04 4.00E+04 2.34E+04 4.54E+04 6.21E+04 3.97E+04 1.44E+04 2.02E+04 5.22E+04 2.92E+04 7.32E+03 1.62E+04 817.8739 2 16.46



DBP2 YNL112W DRSDSEIAQFR[5] Phospho 100.0 0.33 -0.18 0.39 0.51 0.055 0.128 0.090 0.03 1.05E+05 8.89E+04 1.02E+05 1.39E+05 1.02E+05 1.33E+05 7.31E+04 9.31E+04 9.57E+04 1.64E+05 1.02E+05 1.22E+05 702.3015 2 43.05

DBP2 YNL112W DRSDSEIAQFRK[3] Phospho 50.0 0.26 -0.30 -0.09 0.56 0.079 0.037 0.223 0.02 3.80E+04 4.05E+04 4.35E+04 4.83E+04 4.13E+04 5.64E+04 3.83E+04 2.92E+04 3.16E+04 4.12E+04 3.34E+04 4.00E+04 511.235 3 17.43

PEX19 YDL065C DSDGVQVANESEEDPELK[11] Phospho 100.0 -0.09 0.22 0.02 -0.31 0.317 0.094 0.447 0.03 8.71E+04 7.00E+04 9.60E+04 7.65E+04 7.13E+04 9.06E+04 9.41E+04 9.37E+04 1.08E+05 9.24E+04 7.28E+04 9.22E+04 1020.919 2 45.92

REG1 YDR028C DSEGNAQSEEEHDLERGYGSDDENSK[18] Phospho50.0 -0.24 -0.02 0.31 -0.22 0.245 0.480 0.175 0.21 4.64E+05 2.83E+05 3.06E+05 3.79E+05 2.50E+05 2.64E+05 3.28E+05 4.21E+05 2.93E+05 5.33E+05 3.34E+05 4.43E+05 993.047 3 66.46

BNI4 YNL233W DSEVQTVNMTTSPSLSALADILNER[14] Phospho 90.0 -0.47 0.12 0.29 -0.59 0.206 0.394 0.284 0.12 1.36E+04 2.40E+04 1.16E+04 1.09E+04 1.78E+04 6.77E+03 2.37E+04 1.60E+04 1.37E+04 1.67E+04 2.90E+04 1.45E+04 924.4328 3 45.93

CTK3 YML112W DSITSSSTTTPPSSQQK[10] Phospho96.0 0.09 -0.04 -0.27 0.13 0.110 0.408 0.030 0.22 2.44E+04 2.35E+04 2.64E+04 2.75E+04 2.64E+04 2.52E+04 2.01E+04 2.35E+04 2.87E+04 1.97E+04 1.87E+04 2.32E+04 916.4043 2 27.73

SYP1 YCR030C DSQLYDSLPNHGSGATPTSSSLSSIPQERPVSTLSSQITGELR[23] Phospho 28.0 -0.20 0.06 -0.52 -0.26 0.313 0.442 0.165 0.10 1.42E+05 2.42E+05 1.12E+05 1.31E+05 1.61E+05 1.39E+05 1.86E+05 1.89E+05 1.40E+05 7.32E+04 1.48E+05 1.24E+05 1145.8 4 21.44

VAC8 YEL013W DSSDEASVSPIADNER[7] Phospho 100.0 0.97 0.76 0.42 0.20 0.000 0.007 0.013 0.10 2.28E+05 2.46E+05 2.33E+05 4.43E+05 4.77E+05 4.62E+05 3.29E+05 4.12E+05 4.60E+05 3.27E+05 3.46E+05 2.72E+05 886.3569 2 68.67

YKR018C YKR018C DSSNSEDSEDEEMDGPTLLHPGK[8] Phospho 100.0 -0.39 0.36 0.61 -0.75 0.239 0.193 0.030 0.13 1.04E+05 1.03E+05 8.04E+04 6.66E+04 1.25E+05 2.76E+04 1.18E+05 1.72E+05 7.95E+04 1.31E+05 1.81E+05 1.26E+05 857.0027 3 44.32

GNP1 YDR508C DSSSQLDNELNR[4] Phospho 100.0 -0.36 -0.39 -0.27 0.03 0.159 0.173 0.219 0.46 5.69E+04 3.19E+04 6.15E+04 4.21E+04 3.27E+04 4.21E+04 2.65E+04 4.79E+04 4.01E+04 4.94E+04 3.69E+04 3.80E+04 729.2993 2 58.18

GNP1 YDR508C DSSSQLDNELNRK[3] Phospho 49.1 0.01 -0.10 0.06 0.11 0.471 0.310 0.420 0.19 1.73E+04 2.03E+04 2.46E+04 2.19E+04 2.08E+04 1.99E+04 1.71E+04 2.22E+04 1.87E+04 2.78E+04 1.96E+04 1.72E+04 529.2336 3 17.69

GNP1 YDR508C DSSSQLDNELNRK[3] Phospho 49.1 0.07 -0.29 -0.04 0.36 0.356 0.042 0.446 0.04 7.56E+04 7.33E+04 9.36E+04 7.86E+04 7.55E+04 1.01E+05 6.38E+04 6.78E+04 6.63E+04 1.03E+05 6.42E+04 6.99E+04 793.3414 2 39.77

SUI3 YPL237W DSSVDAFEK[3] Phospho 99.5 0.84 0.60 0.28 0.24 0.008 0.079 0.138 0.20 7.57E+03 4.72E+03 8.18E+03 1.39E+04 1.14E+04 1.15E+04 6.89E+03 1.22E+04 1.21E+04 8.92E+03 8.64E+03 7.34E+03 539.2107 2 32.93

BFR2 YDR299W DSVDDNENSDDGLDIPK[9] Phospho 100.0 0.04 -0.25 0.01 0.29 0.334 0.102 0.472 0.08 9.44E+05 8.50E+05 8.54E+05 9.14E+05 9.85E+05 8.25E+05 6.20E+05 9.10E+05 7.02E+05 9.09E+05 1.03E+06 7.25E+05 964.3771 2 54.37

PTR2 YKR093W DSYVSDDVANSTER[11] Phospho 95.9 0.65 0.37 0.03 0.28 0.025 0.129 0.459 0.04 1.30E+04 1.08E+04 2.02E+04 2.37E+04 2.10E+04 2.43E+04 1.59E+04 2.02E+04 2.06E+04 1.42E+04 1.62E+04 1.44E+04 819.3211 2 39.5

MRD1 YPR112C DTDIGLVNDDANSDEK[13] Phospho 100.0 0.42 0.25 0.21 0.17 0.005 0.070 0.088 0.10 6.07E+04 5.05E+04 6.06E+04 7.42E+04 7.40E+04 8.16E+04 5.88E+04 7.52E+04 7.03E+04 6.44E+04 7.39E+04 5.98E+04 900.8627 2 47.54

MDG1 YNL173C DTSTSADAEASEDQNK[3] Phospho 45.9 0.74 -0.25 -0.25 0.99 0.045 0.324 0.353 0.00 7.18E+03 2.53E+03 3.96E+03 7.78E+03 7.53E+03 7.57E+03 3.00E+03 3.65E+03 4.85E+03 6.07E+03 2.73E+03 2.72E+03 874.8286 2 73.7

RAD5 YLR032W DVAKIYK [6] Phospho 100.0 -2.47 -3.11 -0.73 0.64 0.082 0.070 0.242 0.14 9.04E+04 2.86E+04 1.98E+04 6.05E+03 6.49E+03 1.25E+04 4.49E+03 7.82E+03 3.76E+03 1.32E+04 2.71E+04 4.34E+04 458.7296 2 15.13

GAL11 YOL051W DVEVIKQLSLDASKTNLR[9] Phospho ,[13] Phospho 76.6, 61.7 0.21 -0.75 0.85 0.95 0.376 0.086 0.163 0.14 2.87E+05 1.59E+05 2.67E+05 4.69E+05 1.40E+05 2.14E+05 9.60E+04 2.26E+05 1.03E+05 7.59E+05 2.72E+05 2.53E+05 548.0221 4 16.32

UTP14 YML093W DVNPWLANESDEEHTVK[10] Phospho 100.0 -0.18 -0.16 0.02 -0.03 0.258 0.238 0.457 0.46 6.20E+04 8.62E+04 6.47E+04 6.05E+04 7.91E+04 4.80E+04 6.18E+04 7.35E+04 5.58E+04 5.81E+04 8.21E+04 7.64E+04 1031.942 2 25.61

UTP14 YML093W DVNPWLANESDEEHTVK[10] Phospho 100.0 -0.03 0.10 0.06 -0.13 0.465 0.355 0.407 0.32 5.28E+04 8.42E+04 6.06E+04 6.48E+04 8.17E+04 4.73E+04 6.42E+04 8.41E+04 6.34E+04 5.90E+04 7.70E+04 6.98E+04 688.2969 3 15.88

RAD16 YBR114W DVSDDDEPLTK[3] Phospho 100.0 -0.12 0.08 0.05 -0.20 0.383 0.406 0.446 0.30 4.73E+03 3.35E+03 6.14E+03 3.12E+03 3.86E+03 6.10E+03 4.29E+03 4.37E+03 6.37E+03 3.59E+03 5.88E+03 5.21E+03 657.2611 2 32.22

BOI2 YER114C DVSDTLSPDFDSK[7] Phospho 100.0 -0.42 -0.32 -0.18 -0.10 0.016 0.021 0.210 0.16 3.47E+04 4.33E+04 4.15E+04 3.05E+04 3.23E+04 2.62E+04 3.04E+04 3.20E+04 3.32E+04 3.31E+04 4.37E+04 2.89E+04 753.3066 2 47.15

NOT5 YPR072W DVSISDR [3] Phospho 99.2 -0.30 -0.18 0.35 -0.12 0.323 0.393 0.312 0.36 2.50E+03 2.48E+03 6.88E+03 3.65E+03 2.87E+03 3.13E+03 2.21E+03 3.79E+03 4.46E+03 7.68E+03 4.71E+03 2.73E+03 436.1814 2 26.62

RCK2 YLR248W DVSQITSSPK[8] Phospho 99.3 1.34 1.40 1.43 -0.06 0.009 0.014 0.004 0.41 3.67E+03 8.64E+03 1.39E+04 2.20E+04 1.91E+04 2.52E+04 2.70E+04 1.71E+04 2.48E+04 2.52E+04 2.22E+04 2.31E+04 571.2609 2 20.07

RCK2 YLR248W DVSQITSSPKK[8] Phospho 99.6 0.52 0.68 0.85 -0.16 0.059 0.052 0.010 0.26 1.07E+05 1.53E+05 2.13E+05 2.14E+05 2.07E+05 2.59E+05 2.83E+05 1.86E+05 2.89E+05 2.77E+05 2.66E+05 3.08E+05 635.3083 2 36.74

RCK2 YLR248W DVSQITSSPKK[7] Phospho 49.9 0.07 -0.12 -0.04 0.19 0.405 0.381 0.439 0.24 2.15E+04 3.00E+04 4.13E+04 3.59E+04 3.03E+04 3.12E+04 3.28E+04 1.90E+04 3.37E+04 3.09E+04 2.93E+04 2.97E+04 423.8743 3 21.48

MAM3 YOL060C DWDESKSEYGNENINQENSNR[9] Phospho 79.9 0.03 0.17 0.13 -0.14 0.444 0.312 0.335 0.35 1.59E+04 1.21E+04 1.32E+04 1.66E+04 1.42E+04 1.13E+04 1.08E+04 2.10E+04 1.45E+04 1.95E+04 1.05E+04 1.51E+04 870.0128 3 45.95

CDC3 YLR314C DYEEELANDQEEEEGQGEGHENQSQEQR[24] Phospho 100.0 1.05 -0.25 -0.40 1.30 0.015 0.254 0.108 0.01 1.11E+05 6.65E+04 8.54E+04 2.27E+05 1.77E+05 1.39E+05 4.82E+04 9.70E+04 7.61E+04 7.77E+04 5.51E+04 6.64E+04 1129.434 3 20.36

SAS10 YDL153C DYGSEDEAVSR[4] Phospho 100.0 0.23 -0.10 0.20 0.34 0.176 0.348 0.254 0.08 4.12E+05 2.79E+05 4.44E+05 5.14E+05 3.85E+05 4.35E+05 2.80E+05 3.70E+05 4.06E+05 5.50E+05 3.54E+05 4.01E+05 654.2431 2 56.38

MYO3 YKL129C DYGTKLLAGKK[2] Phospho 91.5 -0.96 -0.92 0.22 -0.04 0.075 0.082 0.331 0.40 1.17E+05 6.70E+04 4.67E+04 3.83E+04 4.16E+04 3.89E+04 3.81E+04 4.86E+04 3.55E+04 5.69E+04 1.08E+05 1.04E+05 637.3351 2 28.48

SPB1 YCL054W DYIEDNDDEGVEGDSDDDEAITNLISK[15] Phospho 100.0 0.09 0.34 0.13 -0.25 0.423 0.247 0.352 0.30 1.88E+05 2.85E+05 1.29E+05 1.70E+05 3.09E+05 1.64E+05 1.59E+05 3.52E+05 2.54E+05 2.26E+05 2.25E+05 2.08E+05 1022.743 3 77.58

FBA1 YKL060C DYIMSPVGNPEGPEK[5] Phospho 100.0 0.07 0.21 0.42 -0.14 0.450 0.189 0.170 0.40 9.60E+04 1.27E+05 9.83E+04 1.17E+05 1.79E+05 4.19E+04 1.49E+05 1.20E+05 1.02E+05 1.04E+05 2.06E+05 1.20E+05 856.8663 2 66.75

ARB1 YER036C EAAAEESEVDAAAR[7] Phospho 100.0 -0.64 -0.55 -0.27 -0.08 0.008 0.023 0.047 0.36 9.80E+03 7.95E+03 1.02E+04 6.08E+03 5.16E+03 6.75E+03 6.52E+03 4.95E+03 7.57E+03 8.06E+03 7.78E+03 7.38E+03 749.8075 2 48.72

MTC1 YJL123C EADATPDDDRSSISSNSNK[15] Phospho 91.6 0.11 -0.76 -0.26 0.87 0.362 0.040 0.209 0.01 2.09E+05 1.18E+05 1.63E+05 2.11E+05 1.77E+05 1.40E+05 8.17E+04 8.74E+04 1.19E+05 1.57E+05 1.11E+05 1.41E+05 1044.922 2 49.63

ESF1 YDR365C EAENDEDSEVNAK[8] Phospho 100.0 -1.40 0.28 0.77 -1.68 0.181 0.377 0.253 0.01 7.11E+04 2.23E+03 2.66E+04 1.35E+04 1.11E+04 1.32E+04 2.78E+04 5.00E+04 4.35E+04 1.05E+05 4.51E+04 2.03E+04 765.2859 2 35.3

BBC1 YJL020C EAESSPNTGSTEQR[4] Phospho89.9 2.55 1.14 1.21 1.41 0.018 0.065 0.118 0.05 3.51E+02 4.16E+02 2.48E+02 2.76E+03 9.75E+02 2.37E+03 1.18E+03 6.32E+02 4.66E+02 1.45E+03 4.64E+02 4.78E+02 786.8125 2 25.41

SEC31 YDL195W EALAFDNDESDAQDDANNEK[10] Phospho 100.0 0.11 0.41 0.28 -0.30 0.379 0.182 0.223 0.18 1.45E+04 8.64E+03 2.03E+04 1.44E+04 1.84E+04 1.43E+04 1.30E+04 2.15E+04 2.34E+04 2.06E+04 1.72E+04 1.52E+04 764.2928 3 23.51

SEC31 YDL195W EALAFDNDESDAQDDANNEK[10] Phospho 100.0 -0.14 -0.27 -0.03 0.12 0.293 0.207 0.450 0.33 1.09E+05 6.79E+04 9.19E+04 7.98E+04 9.59E+04 6.79E+04 5.44E+04 7.57E+04 9.39E+04 9.33E+04 8.50E+04 8.60E+04 1145.936 2 63.1

NOP12 YOL041C EASKPDVSDEQTEEVALPK[8] Phospho 99.8 0.89 -0.05 0.23 0.95 0.018 0.365 0.149 0.02 6.03E+04 6.49E+04 5.51E+04 1.05E+05 8.70E+04 1.43E+05 5.39E+04 5.16E+04 6.83E+04 8.07E+04 5.43E+04 7.65E+04 1076.487 2 51.4

NOP12 YOL041C EASKPDVSDEQTEEVALPK[3] Phospho 85.1 1.05 0.60 0.35 0.45 0.002 0.036 0.059 0.03 1.94E+04 2.92E+04 2.68E+04 5.82E+04 5.19E+04 4.66E+04 4.45E+04 2.95E+04 4.06E+04 3.05E+04 2.99E+04 3.58E+04 717.995 3 21.67

PCT1 YGR202C EASPATEFANEFTGENSTAK[3] Phospho 99.8 -1.18 -0.55 -0.76 -0.63 0.008 0.020 0.019 0.04 1.72E+05 1.87E+05 1.31E+05 7.08E+04 9.96E+04 4.58E+04 1.14E+05 1.16E+05 1.03E+05 7.91E+04 1.25E+05 8.58E+04 1090.956 2 76.67

EIS1 YMR031C EATETSSAVQTK[7] Phospho92.2 1.37 0.17 0.68 1.20 0.028 0.385 0.191 0.02 6.59E+03 2.32E+03 2.06E+03 1.09E+04 6.24E+03 1.12E+04 3.84E+03 4.06E+03 4.46E+03 9.29E+03 4.15E+03 4.17E+03 666.2895 2 18.16

EIS1 YMR031C EATETSSAVQTKEPEEK[7] Phospho 84.1 0.19 -0.04 0.46 0.23 0.240 0.455 0.084 0.20 9.64E+03 9.66E+03 1.55E+04 1.36E+04 1.19E+04 1.41E+04 9.60E+03 9.06E+03 1.51E+04 1.54E+04 1.34E+04 1.90E+04 972.4282 2 41.41

AIM3 YBR108W EATGQDEVLNSITNELSHIK[3] Phospho 100.0 -0.46 0.15 0.47 -0.62 0.129 0.339 0.151 0.05 3.46E+04 5.51E+04 3.05E+04 2.68E+04 3.59E+04 2.43E+04 5.67E+04 4.05E+04 3.62E+04 5.23E+04 7.51E+04 3.90E+04 760.0255 3 47.16

TIF4632 YGL049C EATPVLPANEAVK[3] Phospho 100.0 -1.34 2.07 0.32 -3.40 0.122 0.030 0.362 0.01 7.54E+03 2.65E+03 1.86E+03 1.67E+03 1.26E+03 1.83E+03 2.58E+04 1.04E+04 1.45E+04 2.18E+03 4.10E+03 8.76E+03 709.8512 2 17.25

ASM4 YDL088C EDDNTPAGHAGNPTNISSPIVANSPNK[17] Phospho 49.9 0.30 0.02 -0.31 0.28 0.115 0.467 0.166 0.06 2.06E+04 3.18E+04 3.73E+04 3.75E+04 3.69E+04 3.61E+04 2.56E+04 2.89E+04 3.68E+04 2.12E+04 2.69E+04 2.44E+04 933.0858 3 32.21

YKL105C YKL105C EDQEEALSDNEPESSEK[8] Phospho 100.0 -0.25 -0.21 -0.06 -0.04 0.178 0.247 0.424 0.43 1.03E+05 6.63E+04 1.09E+05 8.69E+04 7.25E+04 7.49E+04 6.29E+04 8.01E+04 9.77E+04 1.05E+05 6.85E+04 9.41E+04 1008.387 2 63.91

ISW2 YOR304W EDTPLSQNESTR[6] Phospho100.0 2.72 0.56 -0.14 2.16 0.001 0.116 0.384 0.00 1.82E+03 2.50E+03 4.37E+03 2.13E+04 1.54E+04 2.07E+04 5.41E+03 3.34E+03 4.06E+03 1.99E+03 2.65E+03 3.25E+03 728.802 2 18.36

SPT6 YGR116W EEDDRLSEDDLDLLMENAGVER[7] Phospho 100.0 -0.28 0.23 0.08 -0.51 0.281 0.212 0.428 0.14 1.08E+05 1.36E+05 8.32E+04 7.75E+04 1.41E+05 5.10E+04 1.49E+05 1.32E+05 1.01E+05 7.07E+04 1.72E+05 1.04E+05 881.7111 3 41.18

DIG2 YDR480W EEDHSGKPPTITTSPAEK[10] Phospho 31.0 -0.44 -0.16 0.18 -0.29 0.024 0.300 0.292 0.18 3.71E+04 4.68E+04 5.12E+04 3.32E+04 3.43E+04 3.19E+04 5.18E+04 2.78E+04 4.18E+04 3.49E+04 5.18E+04 6.62E+04 1002.451 2 31.8

DIG2 YDR480W EEDHSGKPPTITTSPAEK[10] Phospho31.0 -0.60 -0.34 0.08 -0.25 0.006 0.069 0.316 0.13 1.54E+05 1.50E+05 1.85E+05 1.19E+05 1.07E+05 9.81E+04 1.44E+05 9.87E+04 1.42E+05 1.54E+05 1.64E+05 1.99E+05 668.6369 3 25.43

RPP1B YDL130W EEEAAEESDDDMGFGLFD[8] Phospho 100.0 -0.47 0.03 0.35 -0.50 0.207 0.472 0.226 0.22 9.68E+05 9.63E+05 5.74E+05 5.89E+05 9.89E+05 2.29E+05 7.95E+05 1.22E+06 5.43E+05 9.81E+05 1.53E+06 6.89E+05 1043.362 2 27.92

RPP2B YDR382W EEEAKEESDDDMGFGLFD[8] Phospho 100.0 -0.90 -0.14 0.17 -0.76 0.061 0.356 0.331 0.12 1.13E+06 1.16E+06 7.69E+05 4.99E+05 9.27E+05 2.19E+05 9.04E+05 1.27E+06 6.09E+05 1.01E+06 1.60E+06 8.21E+05 1071.892 2 42.12

RPP1A YDL081C EEEEAKEESDDDMGFGLFD[9] Phospho 100.0 -0.58 0.00 0.20 -0.58 0.097 0.500 0.294 0.13 3.43E+05 3.74E+05 2.56E+05 1.90E+05 3.30E+05 1.29E+05 3.25E+05 4.26E+05 2.22E+05 3.17E+05 5.14E+05 2.83E+05 1136.413 2 47.69

RPS3 YNL178W EEEPILAPSVK[9] Phospho 100.0 -0.25 -0.15 -0.56 -0.10 0.097 0.241 0.064 0.26 5.71E+05 7.85E+05 6.33E+05 5.08E+05 5.89E+05 5.73E+05 7.01E+05 5.15E+05 5.80E+05 2.77E+05 5.91E+05 4.77E+05 646.3132 2 31.66

RRD1 YIL153W EEESIEQANAGSPGREQTSTR[12] Phospho 100.0 0.22 0.80 0.27 -0.57 0.248 0.096 0.180 0.14 1.34E+04 1.07E+04 1.98E+04 1.55E+04 1.49E+04 2.10E+04 1.52E+04 2.40E+04 3.72E+04 1.72E+04 1.60E+04 1.97E+04 786.006 3 25.2

DGK1 YOR311C EEISSSDDDAHVPVTEIHLK[6] Phospho 83.7 -0.35 -0.18 -0.28 -0.17 0.083 0.161 0.101 0.17 4.21E+04 4.08E+04 3.08E+04 2.51E+04 3.59E+04 2.83E+04 3.63E+04 3.27E+04 3.16E+04 3.11E+04 3.56E+04 2.70E+04 767.6815 3 21.79

AXL2 YIL140W EELLAKPPVQPPESPFFDPQNR[14] Phospho 100.0 -0.22 0.01 -0.49 -0.23 0.133 0.479 0.043 0.13 9.57E+04 1.12E+05 8.11E+04 7.56E+04 9.30E+04 8.02E+04 1.00E+05 7.96E+04 1.11E+05 5.65E+04 8.44E+04 6.53E+04 872.4233 3 15.88

SSZ1 YHR064C EENAEEDDESEWSDDEPEVVR[10] Phospho ,[13] Phospho 100.0, 100.0 -0.71 0.03 0.00 -0.74 0.111 0.480 0.497 0.22 1.33E+06 1.41E+06 1.06E+06 2.55E+05 1.36E+06 7.11E+05 6.34E+05 2.26E+06 9.81E+05 1.30E+06 1.24E+06 1.25E+06 889.9761 3 34.07

SDA1 YGR245C EENFEENSEDEDGFDLDALR[8] Phospho 100.0 -1.01 -0.76 -0.30 -0.25 0.041 0.065 0.285 0.19 3.42E+04 3.94E+04 1.84E+04 1.21E+04 1.94E+04 1.41E+04 1.78E+04 2.17E+04 1.47E+04 1.09E+04 3.07E+04 3.29E+04 818.3162 3 24.92

MRD1 YPR112C EENNKDEAPNLVIENESDDEYSALNR[17] Phospho 99.9 0.01 0.00 0.05 0.01 0.478 0.494 0.352 0.49 6.51E+05 6.57E+05 5.08E+05 6.09E+05 6.91E+05 5.28E+05 5.80E+05 7.13E+05 5.26E+05 6.02E+05 6.69E+05 6.10E+05 1029.773 3 53.02

MRD1 YPR112C EENNKDEAPNLVIENESDDEYSALNR[17] Phospho 99.9 0.14 0.18 0.05 -0.05 0.314 0.287 0.412 0.45 1.66E+04 2.04E+04 1.38E+04 1.49E+04 2.37E+04 1.73E+04 1.75E+04 2.56E+04 1.47E+04 1.45E+04 1.77E+04 2.04E+04 772.5822 4 18.28

TIF4631 YGR162W EEPAAPTSTATNMFSALMGESDDEE[21] Phospho 100.0 -0.54 0.03 0.40 -0.57 0.203 0.478 0.256 0.23 5.03E+05 5.30E+05 3.15E+05 2.80E+05 5.57E+05 8.66E+04 4.00E+05 6.82E+05 2.90E+05 4.35E+05 9.73E+05 3.75E+05 904.0201 3 55.45

ABP1 YCR088W EEPEQEEIAPSLPSRNSIPAPK[14] Phospho89.7 0.02 0.71 0.28 -0.69 0.469 0.012 0.180 0.01 5.86E+04 9.74E+04 6.82E+04 6.11E+04 8.88E+04 7.78E+04 1.35E+05 1.17E+05 1.14E+05 7.25E+04 1.09E+05 9.14E+04 833.3988 3 18.74

EBP2 YKL172W EEQEEEQDVPLSDVEFDSDADVVPHHK[12] Phospho ,[18] Phospho 100.0, 100.0 -0.84 -0.23 -0.26 -0.61 0.108 0.332 0.165 0.24 3.19E+05 5.23E+05 3.75E+05 1.94E+04 3.68E+05 2.92E+05 1.32E+05 5.09E+05 3.97E+05 3.48E+05 3.25E+05 3.40E+05 1094.773 3 29.64

YPK1 YKL126W EEQQNNQATAGEHDASITRSSLDRK[21] Phospho 76.7 -0.28 -0.36 0.32 0.09 0.067 0.074 0.073 0.36 5.01E+04 4.01E+04 4.79E+04 4.33E+04 3.79E+04 3.30E+04 4.37E+04 2.70E+04 3.67E+04 6.56E+04 4.68E+04 6.02E+04 955.7639 3 16.44

CDC3 YLR314C EEQVSIKQDPEQEER[5] Phospho 100.0 -0.05 -0.25 -0.25 0.20 0.389 0.137 0.215 0.15 4.27E+05 3.99E+05 5.41E+05 4.41E+05 3.86E+05 4.92E+05 3.58E+05 3.30E+05 4.58E+05 3.00E+05 3.30E+05 5.22E+05 962.4198 2 63.74

CDC3 YLR314C EEQVSIKQDPEQEER[5] Phospho 100.0 -0.03 -0.16 -0.21 0.13 0.444 0.262 0.243 0.26 4.21E+05 3.46E+05 5.31E+05 4.60E+05 3.48E+05 4.60E+05 3.50E+05 3.55E+05 4.58E+05 3.28E+05 3.10E+05 4.82E+05 641.9494 3 40.92

CMS1 YLR003C EERNSEDDSNRPISK[5] Phospho 99.7 1.98 0.35 0.60 1.63 0.033 0.395 0.126 0.07 2.88E+04 2.00E+04 1.37E+04 1.18E+05 3.64E+04 9.31E+04 6.59E+04 9.71E+03 4.11E+03 4.48E+04 2.41E+04 2.57E+04 619.2642 3 18.62

CMS1 YLR003C EERNSEDDSNRPISK[5] Phospho 99.7 2.36 0.49 0.78 1.88 0.018 0.360 0.052 0.04 1.17E+04 1.14E+04 6.52E+03 6.52E+04 2.46E+04 6.28E+04 3.40E+04 6.57E+03 1.00E+03 2.27E+04 1.30E+04 1.52E+04 928.3939 2 15.5



RPP2B YDR382W EESDDDMGFGLFD[3] Phospho 100.0 -1.24 -0.26 0.01 -0.98 0.053 0.289 0.490 0.09 8.84E+04 7.33E+04 4.00E+04 2.52E+04 5.07E+04 9.47E+03 5.82E+04 7.53E+04 3.46E+04 5.64E+04 9.71E+04 4.98E+04 778.7617 2 25.37

NUP2 YLR335W EESTTEATGNESQDATK[12] Phospho100.0 2.21 -0.18 0.29 2.39 0.001 0.375 0.345 0.00 8.98E+03 2.56E+03 5.28E+03 2.74E+04 2.82E+04 2.24E+04 4.11E+03 4.75E+03 5.98E+03 1.13E+04 4.54E+03 4.73E+03 939.3683 2 27.74

RMT2 YDR465C EESVGSDDDATAANQQVYLK[6] Phospho 100.0 -0.08 -0.04 -0.25 -0.05 0.070 0.312 0.018 0.26 1.66E+05 1.79E+05 1.84E+05 1.64E+05 1.69E+05 1.66E+05 1.60E+05 1.85E+05 1.71E+05 1.33E+05 1.52E+05 1.59E+05 1110.472 2 99.38

RMT2 YDR465C EESVGSDDDATAANQQVYLK[6] Phospho 100.0 0.18 0.19 0.11 -0.01 0.048 0.063 0.101 0.46 3.89E+04 4.45E+04 4.53E+04 4.59E+04 4.82E+04 5.14E+04 4.59E+04 5.34E+04 4.72E+04 4.81E+04 4.43E+04 4.69E+04 740.6497 3 27.44

CRP1 YHR146W EETPLAEPTNVSK[12] Phospho 99.5 -0.03 -0.53 0.03 0.50 0.445 0.068 0.442 0.01 2.89E+04 1.68E+04 2.13E+04 2.07E+04 2.14E+04 2.32E+04 1.49E+04 1.76E+04 1.36E+04 2.26E+04 2.33E+04 2.27E+04 747.8402 2 19.71

SIW14 YNL032W EFDEDEDDGYDSNEHHQK[12] Phospho98.1 0.09 0.23 0.21 -0.14 0.351 0.039 0.047 0.27 2.61E+04 2.63E+04 2.85E+04 3.64E+04 2.31E+04 2.65E+04 2.81E+04 3.40E+04 3.28E+04 3.36E+04 2.78E+04 3.19E+04 763.601 3 18.71

HNM1 YGL077C EFSVAASDVELENEHVPWGK[7] Phospho 100.0 -0.39 -0.05 -0.34 -0.34 0.177 0.447 0.233 0.06 8.44E+04 1.54E+05 8.34E+04 7.77E+04 9.54E+04 7.23E+04 1.19E+05 8.81E+04 1.04E+05 5.48E+04 1.08E+05 9.05E+04 775.015 3 57.07

MPP6 YNR024W EFTGSQDDGEDEYDLDK[5] Phospho 100.0 -0.16 -0.38 -0.73 0.22 0.083 0.040 0.003 0.10 1.80E+05 2.20E+05 2.00E+05 1.88E+05 1.78E+05 1.72E+05 1.26E+05 1.82E+05 1.54E+05 1.14E+05 1.40E+05 1.09E+05 1021.874 2 77.64

YRB1 YDR002W EGDDAPESPDIHFEPVVHLEK[8] Phospho 100.0 0.85 0.62 0.54 0.24 0.012 0.028 0.078 0.11 4.65E+04 7.92E+04 5.33E+04 8.99E+04 1.22E+05 1.11E+05 9.84E+04 7.82E+04 9.75E+04 6.37E+04 1.04E+05 9.30E+04 610.7734 4 17.85

YRB1 YDR002W EGDDAPESPDIHFEPVVHLEK[8] Phospho 100.0 0.69 0.52 0.56 0.17 0.006 0.022 0.053 0.11 2.07E+05 2.93E+05 2.17E+05 3.48E+05 4.18E+05 3.91E+05 3.73E+05 2.98E+05 3.56E+05 2.75E+05 4.39E+05 3.45E+05 814.029 3 32.45

NET1 YJL076W EGPSSPASILPAK[5] Phospho 88.3 0.41 0.88 0.68 -0.47 0.254 0.060 0.071 0.14 2.23E+03 8.30E+03 5.51E+03 3.75E+03 9.06E+03 8.54E+03 1.25E+04 9.58E+03 7.47E+03 8.58E+03 8.06E+03 9.12E+03 667.3229 2 16.7

SUI3 YPL237W EGTPSANSSIQQEVGLPYSELLSR[3] Phospho99.6 -0.01 0.56 -0.26 -0.56 0.495 0.056 0.238 0.05 1.34E+05 2.07E+05 1.13E+05 1.19E+05 2.03E+05 1.31E+05 2.61E+05 2.15E+05 1.92E+05 1.17E+05 1.53E+05 1.09E+05 881.4179 3 58.13

CHS2 YBR038W EGYTLR [4] Phospho99.5 4.08 4.38 3.79 -0.30 0.002 0.001 0.000 0.17 1.86E+02 1.36E+00 1.28E+02 1.98E+03 1.39E+03 2.48E+03 1.86E+03 2.62E+03 2.72E+03 1.48E+03 1.49E+03 1.82E+03 409.6758 2 16.79

RRP36 YOR287C EIDEQESSDDELK[7] Phospho ,[8] Phospho 100.0, 100.0 0.12 -0.19 0.04 0.31 0.335 0.369 0.451 0.25 1.29E+05 6.58E+04 1.21E+05 1.08E+05 1.25E+05 1.11E+05 3.99E+04 1.44E+05 9.32E+04 1.29E+05 1.06E+05 9.06E+04 848.7981 2 20.4

BDP1 YNL039W EIEEDNSDNDKGVDENETAIVEK[7] Phospho 100.0 -0.39 -0.32 -0.11 -0.07 0.067 0.093 0.329 0.35 8.88E+04 6.14E+04 8.19E+04 6.94E+04 5.53E+04 5.25E+04 5.26E+04 6.36E+04 6.97E+04 8.71E+04 5.61E+04 7.14E+04 891.3754 3 25.3

VTA1 YLR181C EIGGESEAEDSDK[6] Phospho 100.0 1.57 0.90 0.91 0.67 0.009 0.043 0.100 0.03 3.10E+03 1.02E+03 4.25E+03 1.05E+04 7.20E+03 7.27E+03 5.46E+03 4.25E+03 5.90E+03 7.52E+03 3.06E+03 5.13E+03 723.2689 2 40.92

UTP14 YML093W EINGEFDNSSDNDK[10] Phospho 93.3 -0.05 -0.47 0.14 0.42 0.454 0.172 0.353 0.10 2.67E+05 1.14E+05 2.50E+05 1.99E+05 1.67E+05 2.46E+05 1.08E+05 1.58E+05 1.91E+05 2.42E+05 2.00E+05 2.51E+05 832.3106 2 31.51

INP52 YNL106C EISIVSVSPR [8] Phospho99.9 -0.25 0.55 -0.02 -0.80 0.245 0.057 0.483 0.01 1.42E+04 2.77E+04 2.06E+04 1.51E+04 2.16E+04 1.59E+04 3.57E+04 2.57E+04 3.04E+04 1.27E+04 2.70E+04 2.20E+04 583.7947 2 29.68

SLK19 YOR195W EKEDEENDITNSHINR[10] Phospho 100.0 1.23 1.17 1.27 0.06 0.002 0.003 0.003 0.34 8.18E+03 4.23E+03 7.57E+03 1.72E+04 1.57E+04 1.39E+04 1.66E+04 1.32E+04 1.51E+04 1.74E+04 1.34E+04 1.76E+04 674.9513 3 36.8

TAF2 YCR042C EKEDTPEHDEEEEGKPAR[5] Phospho 100.0 0.00 0.04 -0.70 -0.04 0.495 0.463 0.114 0.44 1.12E+04 5.89E+03 4.92E+03 6.66E+03 6.46E+03 8.93E+03 8.53E+03 5.78E+03 8.30E+03 3.94E+03 4.50E+03 5.11E+03 735.6333 3 16.58

TAF2 YCR042C EKEDTPEHDEEEEGKPAR[5] Phospho 100.0 0.40 -0.40 -0.81 0.80 0.163 0.269 0.068 0.08 5.74E+03 3.36E+03 2.80E+03 5.61E+03 3.91E+03 6.18E+03 5.13E+03 1.39E+03 2.50E+03 2.22E+03 1.99E+03 2.56E+03 551.9794 4 18.03

INP53 YOR109W EKSPTPQTSTASLSSVTK[3] Phospho 87.5 -0.41 0.41 -0.22 -0.82 0.100 0.163 0.208 0.05 1.33E+04 2.01E+04 1.31E+04 1.01E+04 1.16E+04 1.33E+04 2.82E+04 1.46E+04 1.92E+04 1.22E+04 1.36E+04 1.42E+04 964.9655 2 30.7

INP53 YOR109W EKSPTPQTSTASLSSVTK[3] Phospho50.0 -0.24 0.52 -0.02 -0.76 0.204 0.090 0.473 0.03 1.47E+04 2.62E+04 2.08E+04 1.85E+04 1.55E+04 1.81E+04 3.79E+04 2.37E+04 2.66E+04 2.02E+04 2.06E+04 2.01E+04 643.6457 3 49.22

UTP14 YML093W ELAAVSSDEDNEDHDIAR[6] Phospho ,[7] Phospho 100.0, 100.0 -0.26 -0.09 -0.32 -0.17 0.136 0.386 0.060 0.29 2.23E+05 1.73E+05 2.43E+05 1.43E+05 1.95E+05 1.97E+05 1.43E+05 2.59E+05 2.01E+05 1.64E+05 1.80E+05 1.70E+05 715.9391 3 22.77

UTP14 YML093W ELAAVSSDEDNEDHDIAR[6] Phospho ,[7] Phospho 100.0, 100.0 -0.40 -0.35 -0.44 -0.05 0.053 0.113 0.015 0.43 4.21E+05 3.27E+05 4.13E+05 2.28E+05 3.16E+05 3.36E+05 2.10E+05 3.79E+05 3.23E+05 2.87E+05 2.76E+05 2.92E+05 1073.405 2 36.01

RPC31 YNL151C ELAEDVDDASTGDGAAK[10] Phospho 92.6 -0.53 -1.76 -0.04 1.23 0.010 0.000 0.427 0.00 3.14E+04 2.78E+04 3.52E+04 1.96E+04 2.42E+04 2.16E+04 1.15E+04 8.10E+03 8.25E+03 3.50E+04 2.29E+04 3.38E+04 872.3522 2 54.54

YEF3 YLR249W ELGDAYVSSDEEF[8] Phospho, [9] Phospho100.0, 100.0 0.43 1.11 -0.08 -0.68 0.403 0.182 0.463 0.31 5.10E+05 2.16E+06 4.65E+05 1.01E+05 3.91E+06 2.06E+05 4.82E+05 4.09E+06 2.19E+06 7.84E+05 8.44E+05 1.33E+06 810.7747 2 16.85

GGA1 YDR358W ELNLIDFDDDTTANTPSVTSPSK[19] Phospho33.3 -0.05 0.61 0.42 -0.66 0.425 0.043 0.111 0.03 5.08E+04 5.24E+04 3.46E+04 4.38E+04 5.37E+04 3.56E+04 8.75E+04 6.48E+04 5.77E+04 5.57E+04 7.88E+04 4.93E+04 854.0507 3 21.62

PLM2 YDR501W ELSSTTAIVSPAQK[10] Phospho100.0 -4.99 -3.19 -1.42 -1.79 0.000 0.000 0.001 0.02 3.23E+04 4.05E+04 4.15E+04 7.69E+02 1.34E+03 1.46E+03 5.28E+03 2.10E+03 5.08E+03 1.47E+04 1.27E+04 1.53E+04 756.3709 2 25.02

TAP42 YMR028W ELYLMR [3] Phospho 100.0 0.83 0.44 0.55 0.38 0.040 0.277 0.140 0.23 5.68E+02 3.91E+02 1.08E+03 1.42E+03 1.11E+03 1.12E+03 1.46E+03 3.29E+02 1.00E+03 1.28E+03 9.71E+02 7.52E+02 452.704 2 19.67

TFG1 YGR186W EMLQANAMGLRDEEAPSENEEDELFGEK[17] Phospho 100.0 -0.32 0.29 0.64 -0.61 0.327 0.309 0.173 0.24 3.22E+04 4.82E+04 3.05E+04 2.30E+04 5.68E+04 8.68E+03 5.15E+04 6.57E+04 1.82E+04 3.28E+04 9.37E+04 4.61E+04 1087.795 3 34.73

BRE2 YLR015W ENADDSVDEVQSGIYEK[6] Phospho 100.0 0.96 1.80 1.94 -0.84 0.033 0.010 0.001 0.04 2.24E+03 4.31E+03 6.64E+03 9.28E+03 6.44E+03 1.00E+04 1.86E+04 1.74E+04 1.02E+04 1.77E+04 1.47E+04 1.83E+04 989.4043 2 29.66

RGA2 YDR379W ENEIIVNTPR[8] Phospho 100.0 0.63 0.80 0.24 -0.17 0.066 0.058 0.376 0.26 1.89E+03 5.10E+03 5.26E+03 5.86E+03 5.88E+03 7.17E+03 8.51E+03 5.06E+03 7.77E+03 9.63E+02 7.06E+03 6.48E+03 632.8008 2 16.76

SUI3 YPL237W ENGSGDDLFAGLK[4] Phospho 100.0 -0.75 -0.12 -0.04 -0.63 0.014 0.268 0.404 0.02 5.36E+04 7.22E+04 6.17E+04 3.10E+04 4.75E+04 3.33E+04 5.44E+04 6.75E+04 5.05E+04 5.98E+04 6.79E+04 5.47E+04 701.7988 2 57.05

PSY4 YBL046W ENISSPLGK [5] Phospho 92.2 0.13 0.06 -0.30 0.08 0.205 0.385 0.064 0.33 5.03E+04 5.41E+04 6.55E+04 6.39E+04 5.46E+04 6.80E+04 5.83E+04 4.93E+04 6.92E+04 4.08E+04 4.61E+04 5.15E+04 512.7391 2 15.27

SPT20 YOL148C ENKPNLNSSSSPSNNNSTQDNSK[11] Phospho 38.1 0.26 -0.25 0.07 0.51 0.287 0.329 0.453 0.01 1.95E+04 6.40E+03 1.02E+04 1.51E+04 1.47E+04 1.35E+04 8.02E+03 1.10E+04 1.13E+04 1.71E+04 9.64E+03 1.11E+04 848.3594 3 25.65

NPL3 YDR432W ENSLETTFSSVNTR[3] Phospho 100.0 -5.21 -0.82 -0.01 -4.39 0.001 0.025 0.484 0.00 6.62E+04 1.12E+05 8.58E+04 1.22E+03 2.80E+03 3.07E+03 4.93E+04 5.61E+04 4.37E+04 6.04E+04 1.10E+05 9.12E+04 832.863 2 55.1

ZEO1 YOL109W EQAEASIDNLK[6] Phospho 100.0 0.09 0.30 0.45 -0.21 0.348 0.097 0.029 0.10 2.97E+06 1.95E+06 2.96E+06 3.03E+06 2.36E+06 2.99E+06 3.01E+06 3.06E+06 3.65E+06 3.78E+06 3.33E+06 3.62E+06 649.2875 2 46.67

SUR7 YML052W EQATDPILTATGPEDMQQSASIVGPSSNANPVTATAATENQPK[19] Phospho 50.0 -0.23 0.07 0.25 -0.30 0.302 0.374 0.215 0.23 2.78E+05 3.00E+05 1.90E+05 2.12E+05 3.22E+05 1.22E+05 2.79E+05 2.99E+05 2.31E+05 2.50E+05 3.93E+05 2.72E+05 1105.265 4 51.37

CUE5 YOR042W EQHHEDSEEEDSWSQFVEK[7] Phospho 100.0 0.15 0.10 0.31 0.06 0.146 0.360 0.049 0.41 2.40E+05 2.03E+05 2.07E+05 2.66E+05 2.43E+05 2.12E+05 2.38E+05 2.91E+05 1.65E+05 2.90E+05 2.26E+05 2.91E+05 818.9834 3 50.04

NOP7 YGR103W EQNEETELDTFEDNNK[10] Phospho 100.0 1.43 -0.99 -0.51 2.42 0.000 0.014 0.091 0.00 2.06E+04 1.45E+04 1.80E+04 4.77E+04 4.98E+04 4.58E+04 1.01E+04 1.15E+04 5.12E+03 7.10E+03 1.42E+04 1.60E+04 1017.901 2 16.2

YTA7 YGR270W EQSQENILQEPDLK[3] Phospho 100.0 1.42 0.75 0.35 0.68 0.002 0.025 0.004 0.03 1.55E+04 1.83E+04 1.75E+04 4.14E+04 5.56E+04 4.09E+04 2.44E+04 3.70E+04 2.49E+04 2.25E+04 2.20E+04 2.11E+04 875.8994 2 53.49

GRH1 YDR517W ESDDLDDVSLNHDER[9] Phospho 100.0 -0.14 -0.39 -0.02 0.26 0.091 0.029 0.455 0.07 5.44E+04 6.00E+04 6.48E+04 5.48E+04 5.16E+04 5.66E+04 5.03E+04 3.66E+04 4.97E+04 4.71E+04 6.00E+04 6.95E+04 919.8581 2 46.01

SWH1 YAR042W ESDEDSDADEFFDAEEAASDKK[6] Phospho 99.5 -0.47 0.03 0.10 -0.50 0.234 0.472 0.360 0.22 1.56E+04 2.63E+04 1.80E+04 3.75E+03 2.50E+04 1.44E+04 1.55E+04 2.71E+04 1.84E+04 1.92E+04 2.41E+04 2.06E+04 843.9823 3 19.63

PAF1 YBR279W ESEGDSKTEGSEQEGENEKDEEIK[11] Phospho96.4 -0.12 -0.73 -0.58 0.62 0.328 0.006 0.016 0.05 1.03E+05 7.91E+04 8.55E+04 1.07E+05 7.32E+04 6.66E+04 5.24E+04 4.68E+04 6.15E+04 6.79E+04 4.79E+04 6.26E+04 921.7057 3 17.07

GIN4 YDR507C ESFTNLVDILK[2] Phospho 99.9 -0.35 0.50 -0.27 -0.84 0.329 0.221 0.369 0.08 2.81E+03 9.87E+03 4.22E+03 2.63E+03 6.96E+03 3.68E+03 1.12E+04 6.17E+03 6.43E+03 2.18E+03 7.52E+03 4.34E+03 679.8346 2 43.01

BRE5 YNR051C ESGNNASTPSSSPEPVANPPK[11] Phospho, [12] Phospho95.1, 99.1 0.21 -0.12 -0.13 0.32 0.246 0.353 0.351 0.06 1.13E+05 5.94E+04 1.01E+05 1.23E+05 9.91E+04 9.32E+04 7.22E+04 9.08E+04 8.89E+04 1.01E+05 6.31E+04 8.49E+04 1113.952 2 23.74

YJL049W YJL049W ESSSEDLLK [3] Phospho78.9 1.28 0.63 0.30 0.65 0.001 0.031 0.179 0.00 7.32E+03 7.30E+03 1.16E+04 2.34E+04 1.96E+04 2.07E+04 1.14E+04 1.38E+04 1.55E+04 1.31E+04 1.06E+04 8.58E+03 544.2317 2 20.53

YFR016C YFR016C ESTGIEVGNSPITR[10] Phospho 97.4 -0.21 -0.76 -0.17 0.55 0.068 0.125 0.153 0.20 1.18E+04 1.23E+04 9.70E+03 9.68E+03 9.47E+03 1.01E+04 1.33E+04 4.30E+03 2.35E+03 1.14E+04 8.87E+03 9.73E+03 770.3573 2 18.2

HRB1 YNL004W ESVHNHSDGDDVDIPMDDSPVNEEARK[7] Phospho 87.6 -0.45 -0.48 0.44 0.03 0.207 0.093 0.000 0.48 1.74E+04 1.77E+04 1.82E+04 1.92E+04 1.73E+04 2.67E+03 1.90E+04 9.85E+03 9.36E+03 2.45E+04 2.40E+04 2.38E+04 772.5716 4 34.62

IDS2 YJL146W ESVSDILNDLTLGSPEPSER[14] Phospho97.5 0.06 0.06 -0.26 0.00 0.462 0.465 0.314 0.50 5.50E+03 1.09E+04 3.85E+03 4.85E+03 1.09E+04 5.33E+03 1.10E+04 2.62E+03 7.56E+03 5.49E+03 5.74E+03 5.67E+03 746.6786 3 29.1

NOT3 YIL038C ETERSPSSSPIHNATKPEEAVK[7] Phospho30.9 -0.10 -0.49 -0.16 0.39 0.291 0.058 0.359 0.07 1.54E+04 2.08E+04 2.15E+04 1.99E+04 1.62E+04 1.77E+04 1.70E+04 1.01E+04 1.39E+04 8.71E+03 1.77E+04 2.53E+04 825.3898 3 15.58

HPC2 YBR215W ETGSDSEDLFNK[4] Phospho 99.3 -0.38 0.01 -0.03 -0.39 0.021 0.482 0.424 0.04 3.60E+04 3.45E+04 4.40E+04 2.98E+04 2.84E+04 2.96E+04 3.08E+04 4.06E+04 4.38E+04 4.18E+04 3.65E+04 3.39E+04 711.2777 2 28.91

DNF1 YER166W ETQDLLQSPQFQQAQTFGR[8] Phospho 100.0 -0.42 -0.35 -0.53 -0.07 0.078 0.056 0.020 0.41 5.81E+04 6.35E+04 4.96E+04 3.15E+04 5.62E+04 4.02E+04 3.56E+04 5.07E+04 4.76E+04 4.57E+04 4.12E+04 3.14E+04 768.0222 3 32.67

DNF1 YER166W ETQDLLQSPQFQQAQTFGR[8] Phospho 100.0 -0.46 -0.31 -0.70 -0.15 0.124 0.172 0.052 0.27 4.05E+04 5.32E+04 2.90E+04 2.81E+04 3.81E+04 2.30E+04 2.94E+04 3.66E+04 3.32E+04 2.46E+04 3.02E+04 2.10E+04 1151.53 2 50.44

BUD22 YMR014W ETTSDNEDLLIK[4] Phospho 94.6 -0.02 -0.02 0.03 0.00 0.432 0.413 0.437 0.49 2.35E+05 2.40E+05 2.21E+05 2.30E+05 2.61E+05 1.93E+05 2.23E+05 2.51E+05 2.12E+05 2.31E+05 2.80E+05 1.97E+05 729.3251 2 31.59

NUP2 YLR335W ETYDSNESDDDVTPSTK[3] Phospho ,[8] Phospho ] Phospho 80.1, 89.2 -0.01 -0.22 -0.13 0.20 0.486 0.346 0.388 0.30 6.74E+05 2.79E+05 4.83E+05 4.94E+05 4.13E+05 5.16E+05 2.31E+05 5.99E+05 4.07E+05 5.74E+05 3.36E+05 4.04E+05 1031.857 2 29.63

NUP2 YLR335W ETYDSNESDDDVTPSTK[8] Phospho 100.0 0.31 0.19 0.22 0.12 0.081 0.227 0.221 0.24 4.02E+05 2.58E+05 3.24E+05 4.48E+05 3.80E+05 3.94E+05 3.00E+05 4.12E+05 4.11E+05 4.73E+05 3.12E+05 3.61E+05 991.8734 2 44.3

UIP4 YPL186C EVDEHSNENNVATLNNEEDGGSAGEEK[22] Phospho 100.0 1.15 0.96 0.67 0.19 0.000 0.001 0.030 0.02 2.59E+04 1.84E+04 2.47E+04 5.11E+04 5.19E+04 4.97E+04 4.33E+04 4.22E+04 4.85E+04 4.46E+04 2.84E+04 3.68E+04 989.7307 3 45.42

YOL103W-B L103W-B EVDPNISESNILPSK[7] Phospho 99.9 -0.58 0.94 0.95 -1.52 0.031 0.004 0.002 0.00 7.40E+04 9.64E+04 6.69E+04 4.89E+04 6.26E+04 4.70E+04 1.55E+05 1.69E+05 1.30E+05 1.44E+05 1.68E+05 1.45E+05 861.4038 2 30.6

FYV8 YGR196C EVGYLSDGVPK[6] Phospho 99.9 -0.14 0.44 -0.09 -0.58 0.329 0.063 0.411 0.00 2.08E+04 3.98E+04 3.16E+04 2.36E+04 2.87E+04 3.15E+04 4.26E+04 3.90E+04 4.34E+04 2.01E+04 3.86E+04 2.81E+04 622.2846 2 23.74

YDR365W-B R365W-B EVHTNQDPLDVSASK[12] Phospho 88.6 -0.67 0.88 1.09 -1.55 0.003 0.003 0.000 0.00 4.32E+04 4.55E+04 4.73E+04 2.34E+04 2.80E+04 3.40E+04 8.51E+04 7.09E+04 9.44E+04 9.28E+04 9.42E+04 1.03E+05 860.3842 2 20.08

YDR365W-B R365W-B EVHTNQDPLDVSASKTEECEK[12] Phospho 69.0 -0.46 0.49 0.88 -0.95 0.067 0.137 0.017 0.06 1.05E+04 1.14E+04 1.15E+04 6.51E+03 6.52E+03 1.13E+04 2.26E+04 1.12E+04 1.30E+04 2.05E+04 1.55E+04 2.55E+04 832.6931 3 25.8

OSH2 YDL019C EVIQPSSVSLYR[9] Phospho98.2 -0.84 -0.46 -0.80 -0.39 0.006 0.041 0.066 0.06 2.16E+04 1.96E+04 1.57E+04 1.08E+04 1.19E+04 9.06E+03 1.66E+04 1.31E+04 1.19E+04 3.13E+03 1.54E+04 1.43E+04 729.3556 2 25.62

ALY2 YJL084C EVLSSPVLSPNVQPLDILIPHLPSTSLTR[5] Phospho ,[9] Phospho 87.5, 100.0 -0.54 -0.05 0.02 -0.49 0.134 0.455 0.483 0.05 3.08E+05 4.73E+05 2.06E+05 2.09E+05 2.62E+05 2.10E+05 3.92E+05 3.06E+05 2.57E+05 3.18E+05 4.77E+05 2.08E+05 1094.897 3 49.7

YOR343W-A R343W-A EVPSNQDPLAVSASNLPEFDRDSTK[12] Phospho 99.4 -1.79 0.07 0.34 -1.85 0.004 0.396 0.104 0.00 1.69E+05 2.48E+05 1.63E+05 5.08E+04 6.68E+04 5.07E+04 2.43E+05 1.79E+05 1.86E+05 2.15E+05 2.86E+05 2.35E+05 932.764 3 25.64

RPG1 YBR079C EVSEEENTEPEVQEEK[3] Phospho 100.0 0.41 0.46 -0.04 -0.05 0.056 0.042 0.428 0.35 2.17E+04 1.39E+04 2.23E+04 2.75E+04 2.25E+04 2.69E+04 2.47E+04 2.50E+04 2.99E+04 2.00E+04 1.73E+04 1.90E+04 992.8999 2 35.71

ZIP1 YDR285W EVSEGVAKETKESHGDPNDSETTLK[3] Phospho ,[23] Phospho 47.9, 41.3 -0.86 -1.07 0.17 0.21 0.158 0.123 0.396 0.35 2.95E+05 8.28E+04 1.41E+05 1.43E+05 6.58E+04 7.69E+04 4.13E+04 1.08E+05 9.82E+04 2.40E+05 1.15E+05 2.28E+05 949.7379 3 15.38

RLP7 YNL002C EVSGFGSLNR[3] Phospho 99.7 -3.64 -1.19 -0.21 -2.45 0.000 0.002 0.135 0.00 1.37E+04 1.66E+04 1.87E+04 1.56E+03 8.88E+02 1.46E+03 6.51E+03 8.58E+03 6.32E+03 1.24E+04 1.58E+04 1.41E+04 573.2534 2 29.08

KRI1 YNL308C EVSPESFGLTAR[3] Phospho 100.0 0.17 0.11 0.12 0.06 0.248 0.335 0.330 0.34 4.48E+05 7.43E+05 5.48E+05 5.82E+05 7.39E+05 6.38E+05 7.15E+05 6.02E+05 5.58E+05 5.07E+05 7.13E+05 6.71E+05 686.8114 2 58.21

TAT1 YBR069C EYENSESSENPNSSR[7] Phospho86.6 0.06 -1.10 -0.50 1.16 0.458 0.103 0.233 0.00 8.91E+03 2.25E+03 5.52E+03 6.77E+03 5.55E+03 5.03E+03 1.83E+03 2.64E+03 3.30E+03 5.26E+03 3.12E+03 3.39E+03 904.8351 2 20.87



YNL095C YNL095C EYSNVDQYGHQR[3] Phospho76.0 -0.03 -0.71 -0.14 0.67 0.418 0.013 0.289 0.01 1.49E+04 1.92E+04 1.95E+04 1.97E+04 1.58E+04 1.68E+04 1.06E+04 8.84E+03 1.34E+04 1.55E+04 1.28E+04 2.04E+04 788.3153 2 17.59

ECM3 YOR092W EYSNVDQYGR[3] Phospho 99.9 -0.33 -0.07 -0.60 -0.26 0.111 0.404 0.042 0.15 8.68E+03 1.39E+04 1.13E+04 8.90E+03 9.94E+03 8.13E+03 8.74E+03 1.35E+04 1.01E+04 6.72E+03 8.94E+03 6.70E+03 655.7565 2 45.23

CBF5 YLR175W EYVPLDNAEQSTSSSQETK[14] Phospho49.6 2.19 0.04 -0.62 2.16 0.001 0.413 0.003 0.00 2.68E+05 2.18E+05 2.52E+05 1.36E+06 1.11E+06 9.00E+05 2.14E+05 2.91E+05 2.52E+05 1.68E+05 1.45E+05 1.67E+05 1096.965 2 38.96

CBF5 YLR175W EYVPLDNAEQSTSSSQETKETEEEPK[14] Phospho 98.4 2.18 -0.73 -1.71 2.91 0.001 0.009 0.000 0.00 1.87E+04 1.92E+04 1.97E+04 1.07E+05 7.33E+04 8.04E+04 8.49E+03 1.10E+04 1.51E+04 5.73E+03 5.87E+03 5.91E+03 1012.435 3 16.01

CBF5 YLR175W EYVPLDNAEQSTSSSQETKETEEEPKK[11] Phospho 54.6 1.46 -0.89 -1.48 2.35 0.002 0.000 0.000 0.00 8.26E+04 7.74E+04 7.92E+04 2.64E+05 1.91E+05 2.03E+05 4.39E+04 4.32E+04 4.19E+04 2.34E+04 2.54E+04 3.68E+04 1055.134 3 29.23

FBA1 YKL060C FAIPAINVTSSSTAVAALEAAR[13] Phospho 60.8 -0.90 0.51 0.17 -1.40 0.222 0.308 0.417 0.10 5.74E+03 1.50E+04 1.58E+03 2.93E+03 5.79E+03 3.24E+03 1.89E+04 5.66E+03 7.19E+03 8.37E+03 1.12E+04 5.62E+03 747.3829 3 16.59

MCM3 YEL032W FALLGEDIGNDIDEEESEYEEALSK[19] Phospho 87.5 -0.86 0.24 -0.92 -1.10 0.080 0.263 0.062 0.03 1.71E+04 2.40E+04 1.17E+04 5.62E+03 1.53E+04 8.04E+03 2.23E+04 2.45E+04 1.54E+04 4.70E+03 1.20E+04 1.13E+04 965.7511 3 17.31

RFA1 YAR007C FANENPNSQK[8] Phospho 100.0 2.79 -0.08 1.41 2.87 0.010 0.468 0.049 0.01 4.03E+04 1.12E+04 9.94E+03 1.99E+05 9.25E+04 1.33E+05 3.49E+04 1.20E+04 1.13E+04 7.20E+04 3.10E+04 6.03E+04 614.7532 2 25.38

JJJ1 YNL227C FDSADESVK[3] Phospho 100.0 0.58 0.69 0.69 -0.11 0.043 0.080 0.033 0.36 2.44E+03 2.06E+03 3.94E+03 4.66E+03 4.04E+03 3.94E+03 3.36E+03 4.15E+03 6.16E+03 5.12E+03 4.64E+03 3.84E+03 539.2106 2 30.47

KIN1 YDR122W FEGSDDDENHPLPPLNVAK[4] Phospho 100.0 -0.24 0.09 -0.05 -0.33 0.059 0.166 0.390 0.02 1.56E+05 1.81E+05 1.59E+05 1.23E+05 1.57E+05 1.41E+05 1.87E+05 1.70E+05 1.71E+05 1.31E+05 1.83E+05 1.67E+05 1087.476 2 34.22

KIN1 YDR122W FEGSDDDENHPLPPLNVAK[4] Phospho 100.0 -0.04 0.24 0.08 -0.28 0.387 0.026 0.272 0.03 2.41E+05 2.95E+05 2.74E+05 2.34E+05 2.98E+05 2.56E+05 3.15E+05 3.36E+05 3.07E+05 2.53E+05 3.17E+05 2.89E+05 725.32 3 51.16

SOD1 YJR104C FEQASESEPTTVSYEIAGNSPNAER[20] Phospho 100.0 0.44 0.44 0.35 0.00 0.014 0.014 0.027 0.50 2.16E+06 1.86E+06 1.77E+06 2.56E+06 2.93E+06 2.36E+06 2.46E+06 2.95E+06 2.44E+06 2.41E+06 2.73E+06 2.21E+06 931.7353 3 71.92

SOD1 YJR104C FEQASESEPTTVSYEIAGNSPNAER[20] Phospho100.0 0.89 0.48 0.37 0.41 0.020 0.047 0.021 0.12 2.44E+04 1.94E+04 2.21E+04 3.41E+04 5.32E+04 3.53E+04 2.66E+04 3.81E+04 2.74E+04 2.52E+04 3.08E+04 2.91E+04 699.053 4 20.25

UBP1 YDL122W FEQEFEDSEEEK[8] Phospho 100.0 0.30 0.22 0.25 0.08 0.012 0.030 0.026 0.11 4.96E+05 4.68E+05 5.64E+05 6.06E+05 6.13E+05 6.62E+05 5.86E+05 5.72E+05 6.23E+05 6.47E+05 6.02E+05 5.73E+05 813.2989 2 49.25

CDC48 YDL126C FGLSPSK [4] Phospho 100.0 0.37 1.45 0.73 -1.08 0.107 0.009 0.009 0.01 9.26E+03 1.60E+04 1.44E+04 1.41E+04 1.73E+04 1.98E+04 3.64E+04 2.65E+04 4.56E+04 2.11E+04 2.38E+04 2.10E+04 408.1886 2 33.45

TIF4631 YGR162W FGNNSSR [5] Phospho 91.2 0.01 -0.16 0.13 0.17 0.495 0.410 0.436 0.39 5.42E+03 1.14E+03 2.42E+03 4.70E+03 8.35E+02 3.51E+03 2.90E+03 2.24E+03 2.90E+03 5.30E+03 2.00E+03 2.52E+03 431.1665 2 15.74

CST6 YIL036W FGSDTDDDDIDLKPVEGGKDPDNQSLPNSEK[3] Phospho ,[5] Phospho 100.0, 100.0 -0.74 -0.26 -0.62 -0.48 0.141 0.335 0.068 0.31 1.15E+05 1.72E+05 1.41E+05 6.19E+03 1.53E+05 9.75E+04 3.03E+04 1.96E+05 1.32E+05 5.21E+04 1.22E+05 1.05E+05 1169.815 3 38.91

RAV1 YJR033C FGSPSASDIESPNPK[3] Phospho 100.0 -0.18 0.45 0.11 -0.62 0.338 0.117 0.352 0.08 6.29E+03 7.27E+03 1.09E+04 4.14E+03 8.43E+03 9.09E+03 1.24E+04 7.99E+03 1.30E+04 8.97E+03 7.64E+03 9.79E+03 806.8493 2 52.6

SUM1 YDR310C FHQIPSSPSNPVSQPAPVR[6] Phospho 49.8 -0.36 0.42 -0.07 -0.78 0.035 0.069 0.329 0.02 6.06E+04 7.39E+04 7.59E+04 4.80E+04 5.30E+04 6.24E+04 8.77E+04 7.70E+04 1.16E+05 6.48E+04 6.08E+04 7.56E+04 709.0126 3 30.32

SUM1 YDR310C FHQIPSSPSNPVSQPAPVR[6] Phospho ,[7] Phospho 88.7, 88.7 2.96 4.39 4.11 -1.43 0.000 0.004 0.000 0.02 1.04E+03 5.37E+02 1.64E+03 7.07E+03 8.81E+03 9.34E+03 1.54E+04 3.06E+04 2.21E+04 1.67E+04 2.00E+04 1.94E+04 735.6688 3 19.22

BCD1 YHR040W FIDNAREEEDAEEDSQPTEEPVQK[15] Phospho 100.0 1.01 -1.44 -1.16 2.45 0.001 0.004 0.006 0.00 6.13E+04 4.76E+04 7.41E+04 1.29E+05 1.22E+05 1.17E+05 2.30E+04 2.10E+04 2.34E+04 2.56E+04 2.55E+04 3.05E+04 962.4076 3 53.88

ISA1 YLL027W FIPKTVPAAADSVSPDSQRPGK[14] Phospho ,[17] Phospho 72.2, 72.2 -0.94 -2.19 -0.73 1.25 0.200 0.094 0.249 0.06 2.88E+04 7.74E+03 7.13E+03 5.82E+03 5.05E+03 1.18E+04 1.97E+03 4.77E+03 2.78E+03 9.16E+03 2.99E+03 1.41E+04 607.791 4 19.19

KCC4 YCL024W FLGSLLNVR [4] Phospho 100.0 -0.64 -0.22 -0.67 -0.42 0.313 0.422 0.303 0.28 0.00E+00 1.28E+04 4.80E+03 1.12E+03 5.87E+03 4.29E+03 7.53E+03 2.81E+03 4.75E+03 2.36E+03 5.95E+03 2.73E+03 549.7895 2 47.24

GIN4 YDR507C FLGSSFNIDK[4] Phospho 99.8 -0.47 -0.02 -0.12 -0.45 0.050 0.467 0.352 0.01 2.06E+05 2.68E+05 1.87E+05 1.55E+05 1.87E+05 1.36E+05 2.29E+05 2.24E+05 2.02E+05 1.60E+05 2.75E+05 1.73E+05 604.2745 2 59.82

SHS1 YDL225W FLNSPDLPER[4] Phospho 100.0 -0.13 0.36 0.22 -0.49 0.273 0.045 0.224 0.00 5.69E+04 8.58E+04 7.60E+04 5.94E+04 7.47E+04 6.57E+04 9.57E+04 8.62E+04 9.90E+04 6.55E+04 1.04E+05 8.44E+04 634.2897 2 30.25

RPL32 YBL092W FLSPSGHK [3] Phospho 100.0 0.81 1.71 1.39 -0.90 0.110 0.021 0.024 0.03 6.89E+02 5.87E+03 1.08E+04 9.63E+03 9.39E+03 1.14E+04 2.26E+04 1.22E+04 2.22E+04 1.20E+04 1.64E+04 1.71E+04 476.7179 2 20.08

FIP1 YJR093C FLYGSDSELALPSSK[5] Phospho99.9 -0.19 -0.05 -0.12 -0.14 0.207 0.396 0.325 0.17 2.57E+05 3.24E+05 2.14E+05 2.47E+05 2.51E+05 1.98E+05 2.74E+05 2.60E+05 2.31E+05 2.58E+05 2.86E+05 1.87E+05 847.39 2 48.94

UBP6 YFR010W FNDDKVSVVEK[7] Phospho 100.0 0.76 0.26 0.21 0.50 0.021 0.248 0.097 0.10 8.07E+03 7.23E+03 9.54E+03 1.13E+04 1.34E+04 1.76E+04 1.40E+04 7.25E+03 8.50E+03 9.85E+03 8.61E+03 1.04E+04 680.312 2 55.43

RPL17A YKL180W FNSSIGR [4] Phospho 94.1 -1.32 -0.73 0.70 -0.59 0.055 0.138 0.061 0.08 2.73E+04 3.79E+04 7.15E+04 1.98E+04 1.55E+04 1.94E+04 1.99E+04 2.51E+04 3.75E+04 8.36E+04 6.45E+04 7.34E+04 430.6866 2 32.66

YDR186C YDR186C FPNSQQPDSAGASSPK[14] Phospho 93.4 -0.06 0.00 -0.06 -0.06 0.250 0.490 0.263 0.33 7.28E+04 6.73E+04 7.46E+04 7.36E+04 6.36E+04 6.93E+04 7.19E+04 6.24E+04 8.09E+04 7.06E+04 6.20E+04 7.35E+04 849.3613 2 62.95

SPC29 YPL124W FQDDTLNR [5] Phospho 100.0 0.16 -0.14 0.15 0.30 0.192 0.284 0.243 0.06 2.97E+03 2.36E+03 3.52E+03 3.41E+03 3.47E+03 3.04E+03 2.12E+03 2.95E+03 2.97E+03 3.79E+03 2.95E+03 3.09E+03 544.7243 2 19.54

PEX25 YPL112C FSAGSGSESHTESSRSDDEDSQAK[21] Phospho 99.3 0.02 -0.43 -0.19 0.45 0.474 0.093 0.297 0.02 5.44E+04 3.19E+04 3.94E+04 4.88E+04 3.82E+04 4.02E+04 3.04E+04 2.85E+04 3.41E+04 4.69E+04 2.60E+04 3.72E+04 861.0035 3 42.03

UPS3 YDR185C FSDNAVK [2] Phospho 100.0 -0.05 -0.04 0.05 -0.02 0.417 0.442 0.399 0.48 5.43E+03 6.64E+03 8.01E+03 5.30E+03 6.17E+03 7.90E+03 5.56E+03 5.94E+03 8.07E+03 7.56E+03 6.71E+03 6.48E+03 430.6812 2 16.47

STB1 YNL309W FSHIKPSASSPQSTFK[10] Phospho 99.2 -0.72 -1.70 -0.09 0.99 0.012 0.032 0.367 0.16 3.41E+04 4.77E+04 4.23E+04 2.71E+04 2.06E+04 2.78E+04 3.38E+04 1.62E+03 2.65E+03 3.30E+04 3.41E+04 4.96E+04 610.2928 3 19.02

STB1 YNL309W FSHIKPSASSPQSTFK[10] Phospho 99.2 -1.99 -1.90 -0.41 -0.09 0.023 0.058 0.262 0.48 4.63E+03 9.54E+03 4.73E+03 1.74E+03 8.68E+02 2.11E+03 4.98E+03 1.05E+01 4.60E+01 1.89E+03 4.98E+03 7.30E+03 914.935 2 15.29

RTT107 YHR154W FSHLFEGLSDNDDHINDEK[9] Phospho 100.0 -0.74 -0.40 -0.06 -0.34 0.009 0.035 0.406 0.01 1.23E+05 1.22E+05 9.05E+04 6.32E+04 7.52E+04 6.28E+04 8.70E+04 8.83E+04 7.87E+04 9.15E+04 1.36E+05 9.42E+04 771.3225 3 46.62

PMD1 YER132C FSQAPSTQISPR[10] Phospho 100.0 -0.03 0.02 0.38 -0.05 0.461 0.435 0.042 0.44 2.77E+04 3.33E+04 3.19E+04 2.33E+04 2.50E+04 4.26E+04 3.39E+04 3.20E+04 2.83E+04 4.64E+04 3.35E+04 4.10E+04 699.8249 2 19.67

YMR086W YMR086W FSSNPENGESR[3] Phospho 98.6 -3.30 -3.95 -1.67 0.63 0.057 0.052 0.123 0.32 1.61E+03 5.72E+02 3.77E+02 0.00E+00 1.51E+02 8.32E+01 0.00E+00 0.00E+00 1.38E+02 6.66E+02 1.21E+02 0.00E+00 652.2499 2 19.98

ROX1 YPR065W FSSSPNSSVLENNR[2] Phospho33.3 0.18 -0.08 -0.22 0.26 0.170 0.337 0.117 0.13 1.72E+04 1.70E+04 2.05E+04 2.08E+04 1.72E+04 2.39E+04 1.48E+04 1.63E+04 2.07E+04 1.81E+04 1.32E+04 1.57E+04 809.3484 2 37.51

LSB3 R024C-A FTAPTSPSTSSPK[2] Phospho, [8] Phospho100.0, 84.2 0.33 0.25 -0.19 0.08 0.065 0.238 0.212 0.39 1.73E+04 1.33E+04 1.98E+04 2.06E+04 1.92E+04 2.36E+04 1.36E+04 2.61E+04 2.02E+04 1.20E+04 1.69E+04 1.52E+04 734.2945 2 21.22

LSB3 R024C-A FTAPTSPSTSSPK[6] Phospho99.5 -0.07 0.18 0.11 -0.24 0.393 0.178 0.320 0.18 3.85E+05 3.59E+05 4.58E+05 3.56E+05 3.08E+05 4.85E+05 5.11E+05 3.74E+05 4.75E+05 3.75E+05 3.75E+05 5.51E+05 694.3109 2 49.51

GIN4 YDR507C FTASSASSSNLTTPGSSK[7] Phospho91.4 -0.46 -0.74 0.03 0.28 0.023 0.006 0.437 0.03 6.21E+04 5.48E+04 7.40E+04 5.05E+04 4.25E+04 4.59E+04 3.50E+04 3.68E+04 4.23E+04 6.84E+04 5.55E+04 7.08E+04 905.3975 2 32.16

IQG1 YPL242C FTPIEPSLLGPTPSLEYSPIK[14] Phospho46.3 1.70 5.04 3.36 -3.34 0.106 0.026 0.015 0.03 3.50E+02 1.51E+02 3.59E+02 1.81E+02 1.73E+03 9.64E+02 1.63E+04 4.49E+03 8.49E+03 1.85E+03 4.68E+03 2.63E+03 789.4029 3 27.86

VIP1 YLR410W FTPVNITSPNLSFQK[8] Phospho 100.0 0.30 0.09 0.15 0.21 0.170 0.365 0.334 0.14 3.87E+04 5.66E+04 3.15E+04 4.87E+04 6.21E+04 4.54E+04 4.80E+04 4.10E+04 4.64E+04 4.20E+04 6.10E+04 3.81E+04 591.6263 3 25.97

VIP1 YLR410W FTPVNITSPNLSFQK[8] Phospho 100.0 0.41 0.18 0.08 0.22 0.088 0.238 0.399 0.09 2.65E+05 3.76E+05 2.16E+05 3.66E+05 4.37E+05 3.33E+05 3.53E+05 3.04E+05 3.18E+05 2.61E+05 3.65E+05 2.78E+05 886.936 2 40.21

RTC1 YOL138C FTYNSVSPR [7] Phospho 100.0 0.56 0.77 0.43 -0.21 0.034 0.025 0.129 0.18 3.16E+03 5.50E+03 5.01E+03 5.73E+03 7.14E+03 7.23E+03 8.33E+03 6.01E+03 8.97E+03 5.36E+03 8.13E+03 5.00E+03 575.7505 2 25.8

APL5 YPL195W FVDDSDTSYEEK[5] Phospho, [8] Phospho95.2, 50.0 0.57 0.24 0.00 0.32 0.020 0.326 0.497 0.23 5.49E+03 6.80E+03 8.73E+03 1.14E+04 1.04E+04 9.31E+03 4.26E+03 1.28E+04 7.82E+03 1.01E+04 7.06E+03 3.91E+03 797.7657 2 33.13

STB1 YNL309W FVEKPNTPPSSR[7] Phospho 100.0 -0.03 0.05 0.00 -0.08 0.460 0.459 0.500 0.42 1.82E+04 2.78E+04 3.45E+04 2.23E+04 2.30E+04 3.33E+04 3.58E+04 1.51E+04 3.22E+04 1.88E+04 2.25E+04 3.91E+04 480.2289 3 20.07

PLM2 YDR501W FVPVEHSPR[7] Phospho 100.0 -3.28 -4.50 -1.73 1.22 0.000 0.000 0.003 0.02 2.58E+04 3.46E+04 3.49E+04 4.15E+03 2.62E+03 2.99E+03 1.56E+03 7.64E+02 1.86E+03 6.80E+03 6.73E+03 1.51E+04 574.2686 2 32.21

SOL1 YNR034W FYDDENLTE[8] Phospho 100.0 -0.37 -0.27 -0.35 -0.10 0.022 0.072 0.076 0.24 7.42E+04 6.49E+04 5.85E+04 5.30E+04 5.37E+04 4.65E+04 4.64E+04 5.84E+04 5.93E+04 5.14E+04 6.33E+04 4.00E+04 613.219 2 30.71

LEO1 YOR123C FYGEDANNFSDQDETTHTFK[10] Phospho 100.0 0.14 0.23 -0.15 -0.09 0.147 0.022 0.159 0.24 2.30E+05 2.60E+05 2.33E+05 2.49E+05 3.03E+05 2.46E+05 2.61E+05 2.90E+05 2.96E+05 1.82E+05 2.38E+05 2.34E+05 815.9891 3 54.01

LEO1 YOR123C FYGEDANNFSDQDETTHTFKEENVELVR[10] Phospho 96.3 -0.42 -0.42 -0.47 0.00 0.142 0.113 0.114 0.49 5.50E+04 3.13E+04 5.45E+04 4.06E+04 2.42E+04 4.07E+04 3.84E+04 3.72E+04 2.95E+04 2.76E+04 3.11E+04 4.32E+04 854.3683 4 23.99

PHO91 YNR013C FYISQETGLIANYNELK[2] Phospho 100.0 -0.87 -1.80 -0.17 0.93 0.179 0.086 0.407 0.04 3.61E+04 8.84E+03 1.39E+04 1.45E+04 8.50E+03 9.15E+03 3.47E+03 7.29E+03 6.06E+03 1.93E+04 1.20E+04 2.07E+04 694.996 3 17.39

STE2 YFL026W FYPGTLSSFQTDSINNDAK[13] Phospho 100.0 -0.01 -0.25 -0.28 0.24 0.478 0.119 0.136 0.10 2.88E+05 3.72E+05 2.71E+05 2.92E+05 3.58E+05 2.74E+05 2.32E+05 2.94E+05 2.55E+05 2.43E+05 3.12E+05 2.15E+05 1092.978 2 28.1

STE2 YFL026W FYPGTLSSFQTDSINNDAK[13] Phospho 99.9 0.13 -0.03 -0.21 0.16 0.295 0.405 0.190 0.24 6.08E+04 7.59E+04 6.35E+04 6.03E+04 9.16E+04 6.69E+04 6.05E+04 7.12E+04 6.43E+04 4.62E+04 7.25E+04 5.49E+04 728.9882 3 45.4

SSE2 YBR169C GAAFICAIHSPTLR[10] Phospho 100.0 0.26 0.46 0.14 -0.20 0.258 0.147 0.389 0.30 1.79E+04 3.40E+04 2.26E+04 2.55E+04 3.96E+04 2.41E+04 4.50E+04 2.42E+04 3.31E+04 1.47E+04 3.73E+04 2.99E+04 797.3844 2 33.85

VTS1 YOR359W GAHPGAVLLSPQSSAINK[10] Phospho 88.4 -0.77 -0.58 -0.28 -0.19 0.060 0.089 0.248 0.24 1.20E+04 2.43E+04 2.07E+04 1.13E+04 1.39E+04 8.35E+03 1.52E+04 1.11E+04 1.19E+04 1.05E+04 1.82E+04 1.83E+04 913.962 2 21.01

LEM3 YNL323W GAIVSGDNPEEEEDVDASEFEEDEVKPVR[18] Phospho 100.0 -0.49 -0.03 -0.22 -0.45 0.065 0.441 0.220 0.01 1.00E+06 1.39E+06 8.83E+05 7.28E+05 8.99E+05 7.08E+05 1.18E+06 1.05E+06 9.65E+05 7.89E+05 1.11E+06 9.17E+05 1090.8 3 82.59

LEM3 YNL323W GAIVSGDNPEEEEDVDASEFEEDEVKPVR[18] Phospho 100.0 -0.40 0.03 -0.15 -0.43 0.167 0.461 0.325 0.08 6.40E+04 9.56E+04 5.27E+04 4.63E+04 7.11E+04 4.37E+04 8.43E+04 6.81E+04 6.43E+04 4.99E+04 7.41E+04 6.68E+04 818.353 4 34.49

ELF1 YKL160W GALVDSDDE[6] Phospho 100.0 0.02 0.14 0.35 -0.13 0.481 0.372 0.255 0.35 7.22E+04 3.19E+04 7.40E+04 7.20E+04 6.02E+04 4.82E+04 4.38E+04 8.11E+04 7.19E+04 1.10E+05 6.56E+04 5.11E+04 500.6794 2 24.69

RXT2 YBR095C GASDEDDINNK[3] Phospho 100.0 0.15 -1.91 -0.71 2.06 0.424 0.104 0.257 0.01 1.19E+04 1.62E+03 5.02E+03 9.74E+03 5.54E+03 5.30E+03 1.61E+03 2.05E+03 1.24E+03 6.76E+03 2.65E+03 1.86E+03 629.2369 2 35.1

PSR1 YLL010C GDAVKDTSR[8] Phospho 98.9 -0.94 -0.02 -0.09 -0.93 0.113 0.489 0.440 0.02 1.41E+06 5.24E+05 6.23E+05 5.37E+05 3.40E+05 4.54E+05 8.10E+05 6.67E+05 1.06E+06 1.16E+06 6.63E+05 5.75E+05 514.7276 2 20.7

SEC7 YDR170C GDGEISSNVETASSVNPSVKPQNAIK[7] Phospho 84.6 -0.13 -0.05 -0.44 -0.08 0.302 0.419 0.092 0.37 7.38E+03 1.12E+04 1.06E+04 1.07E+04 8.44E+03 7.36E+03 7.49E+03 9.59E+03 1.10E+04 5.23E+03 8.95E+03 7.26E+03 903.4305 3 32.42

SGT1 YOR057W GDNNSSHSPISPLK[11] Phospho 100.0 0.15 0.36 0.45 -0.20 0.217 0.077 0.029 0.14 3.00E+04 3.59E+04 4.39E+04 4.37E+04 3.57E+04 4.29E+04 5.41E+04 3.92E+04 4.76E+04 4.58E+04 4.80E+04 5.58E+04 766.841 2 33.24

YLR057W YLR057W GDTVGSSKSIAEIDGDEVTQIR[9] Phospho 49.2 -0.77 -0.94 0.10 0.18 0.184 0.155 0.433 0.39 1.53E+05 5.56E+04 5.30E+04 7.78E+04 3.68E+04 3.91E+04 2.77E+04 7.43E+04 3.40E+04 1.06E+05 1.03E+05 7.19E+04 786.3643 3 15.41

PSK1 YAL017W GDYGNNISPERPSFR[8] Phospho 100.0 0.56 1.00 0.50 -0.44 0.002 0.001 0.006 0.00 1.36E+04 1.63E+04 1.79E+04 2.39E+04 2.38E+04 2.28E+04 3.14E+04 3.50E+04 2.92E+04 2.39E+04 2.30E+04 2.10E+04 596.9286 3 18.74

SMI1 YGR229C GEDSGSADVQSVQDHESVK[11] Phospho 100.0 0.13 -0.18 0.20 0.31 0.249 0.181 0.167 0.09 1.69E+05 1.32E+05 1.67E+05 2.01E+05 1.54E+05 1.57E+05 1.28E+05 1.20E+05 1.64E+05 2.01E+05 1.45E+05 1.92E+05 1027.419 2 65.72

SMI1 YGR229C GEDSGSADVQSVQDHESVK[11] Phospho ,[17] Phospho 100.0, 100.0 0.11 -0.24 -0.07 0.35 0.365 0.270 0.420 0.09 2.42E+05 1.19E+05 1.97E+05 2.22E+05 1.80E+05 1.98E+05 1.12E+05 1.85E+05 1.75E+05 2.03E+05 1.33E+05 1.94E+05 1067.404 2 26.21

SMI1 YGR229C GEDSGSADVQSVQDHESVK[11] Phospho 100.0 0.12 -0.07 0.06 0.19 0.256 0.377 0.375 0.21 1.45E+05 1.20E+05 1.59E+05 1.79E+05 1.38E+05 1.44E+05 1.27E+05 1.09E+05 1.67E+05 1.72E+05 1.24E+05 1.46E+05 685.2837 3 20.39

RPN1 YHR027C GEEDADEEETAEGQTNSISDFLGEQVNEPTK[17] Phospho 77.1 0.67 0.61 0.22 0.06 0.029 0.036 0.103 0.42 8.65E+04 7.62E+04 6.37E+04 1.11E+05 1.51E+05 9.86E+04 9.58E+04 1.45E+05 1.05E+05 9.80E+04 8.08E+04 8.53E+04 1150.142 3 21.3

NAB3 YPL190C GEENGEVINTEEEEEEEHQQK[10] Phospho 100.0 0.30 0.12 0.02 0.18 0.077 0.078 0.441 0.17 1.34E+05 1.20E+05 1.21E+05 1.79E+05 1.25E+05 1.57E+05 1.36E+05 1.28E+05 1.43E+05 1.22E+05 1.10E+05 1.48E+05 856.0084 3 32.29



XRN1 YGL173C GEIKPSSGTNSTECQSPK[16] Phospho 100.0 0.03 -0.42 -0.06 0.45 0.464 0.168 0.442 0.02 1.35E+05 7.06E+04 7.84E+04 9.45E+04 9.90E+04 9.68E+04 5.80E+04 6.79E+04 8.63E+04 1.16E+05 7.45E+04 8.28E+04 993.9274 2 65.57

XRN1 YGL173C GEIKPSSGTNSTECQSPK[16] Phospho 100.0 0.06 -0.27 0.11 0.34 0.422 0.259 0.401 0.06 9.09E+04 4.55E+04 5.49E+04 6.92E+04 6.64E+04 6.45E+04 4.08E+04 5.34E+04 6.44E+04 9.39E+04 5.30E+04 5.94E+04 662.9539 3 44.38

SGV1 YPR161C GESPVVK [3] Phospho 100.0 0.57 -0.89 -0.27 1.45 0.134 0.157 0.326 0.02 6.95E+03 1.97E+03 4.29E+03 6.24E+03 5.28E+03 8.04E+03 5.75E+02 2.44E+03 4.11E+03 4.53E+03 3.70E+03 2.75E+03 398.1859 2 27.19

YLR257W YLR257W GESYQSAEQEIDHTAPEK[3] Phospho 99.0 0.87 0.34 0.54 0.54 0.003 0.025 0.007 0.01 1.35E+05 1.51E+05 1.25E+05 2.92E+05 2.37E+05 2.23E+05 1.79E+05 1.87E+05 1.52E+05 1.82E+05 1.90E+05 2.23E+05 1049.934 2 74.15

YLR257W YLR257W GESYQSAEQEIDHTAPEK[6] Phospho 99.6 1.39 0.86 0.93 0.54 0.003 0.020 0.014 0.04 7.87E+03 1.05E+04 1.22E+04 3.00E+04 2.91E+04 2.12E+04 1.96E+04 2.19E+04 1.37E+04 1.45E+04 2.15E+04 2.22E+04 700.292 3 48.46

YLR257W YLR257W GESYQSAEQEIDHTAPEK[3] Phospho 99.0 1.04 0.68 0.76 0.36 0.003 0.004 0.000 0.06 7.04E+04 7.99E+04 7.79E+04 1.86E+05 1.49E+05 1.35E+05 1.32E+05 1.30E+05 1.04E+05 1.25E+05 1.23E+05 1.39E+05 700.292 3 53.61

YLR257W YLR257W GESYQSAEQEIDHTAPEK[3] Phospho, [6] Phospho90.4, 90.4 1.31 0.43 0.54 0.89 0.003 0.153 0.005 0.02 2.48E+04 2.04E+04 1.90E+04 5.15E+04 6.37E+04 4.44E+04 2.20E+04 4.08E+04 2.35E+04 3.18E+04 3.24E+04 2.88E+04 1089.918 2 44.71

YLR257W YLR257W GESYQSAEQEIDHTAPEK[3] Phospho, [6] Phospho94.7, 80.7 1.67 0.94 0.89 0.72 0.001 0.086 0.001 0.06 1.12E+04 1.13E+04 1.09E+04 3.32E+04 4.12E+04 3.16E+04 1.42E+04 3.37E+04 1.63E+04 2.33E+04 1.89E+04 1.97E+04 726.9476 3 30.42

FPR4 YLR449W GEYYNQDNNDGLEEDESESEQEADVPK[17] Phospho ,[19] Phospho 100.0, 100.0 -0.37 -0.34 0.05 -0.03 0.236 0.286 0.431 0.49 1.39E+06 9.24E+05 8.62E+05 4.13E+05 1.28E+06 7.70E+05 4.01E+05 1.47E+06 6.36E+05 1.24E+06 1.06E+06 9.90E+05 1088.397 3 38.28

NUP60 YAR002W GFVFNSVQK[6] Phospho 100.0 0.15 1.99 1.31 -1.84 0.397 0.001 0.022 0.00 1.60E+03 4.41E+03 1.77E+03 2.45E+03 3.84E+03 2.36E+03 9.76E+03 1.10E+04 1.02E+04 5.62E+03 8.35E+03 5.36E+03 553.258 2 20.01

PAR32 YDL173W GGAGNIISPK[8] Phospho 100.0 0.35 0.03 -0.04 0.32 0.182 0.453 0.445 0.18 5.89E+04 7.21E+04 9.58E+04 7.98E+04 7.85E+04 1.31E+05 7.52E+04 6.67E+04 8.97E+04 6.33E+04 7.47E+04 8.33E+04 497.2421 2 34.38

YDJ1 YNL064C GGANYDSDEEEQGGEGVQCASQ[5] Phospho 50.0 0.29 0.08 0.78 0.21 0.128 0.423 0.131 0.30 2.01E+04 1.41E+04 1.74E+04 2.19E+04 1.67E+04 2.45E+04 9.56E+03 2.47E+04 2.04E+04 4.72E+04 1.56E+04 2.59E+04 789.6173 3 36.21

YDJ1 YNL064C GGANYDSDEEEQGGEGVQCASQ[5] Phospho 50.0 0.23 -0.14 0.52 0.37 0.131 0.269 0.168 0.09 1.23E+05 9.83E+04 1.09E+05 1.31E+05 1.07E+05 1.50E+05 7.29E+04 1.17E+05 1.10E+05 2.39E+05 9.39E+04 1.40E+05 1183.922 2 44.44

LCP5 YER127W GGIKSLR [5] Phospho 100.0 -0.33 -0.32 0.30 -0.01 0.206 0.202 0.152 0.49 5.56E+02 3.18E+02 4.35E+02 3.64E+02 2.15E+02 4.59E+02 4.59E+02 2.36E+02 3.51E+02 6.43E+02 5.22E+02 4.55E+02 405.7151 2 25.35

SPT6 YGR116W GGILDELDDFIEDDEFSDEDDETR[17] Phospho 100.0 -0.31 0.03 -0.46 -0.34 0.264 0.469 0.185 0.16 2.29E+05 3.13E+05 1.34E+05 1.50E+05 2.53E+05 1.42E+05 2.57E+05 2.51E+05 1.82E+05 1.27E+05 2.28E+05 1.37E+05 957.0406 3 76.61

IMH1 YLR309C GGITTGDISEEETVDNSINTEEYDK[9] Phospho 99.8 0.36 1.11 -0.12 -0.75 0.287 0.004 0.379 0.05 5.07E+03 7.60E+03 3.44E+03 3.05E+03 1.05E+04 7.12E+03 1.21E+04 1.18E+04 1.09E+04 4.40E+03 5.83E+03 4.59E+03 932.7254 3 28.13

DRS1 YLL008W GGKDDEIDEEDDSEEAK[13] Phospho 100.0 1.94 0.90 0.65 1.04 0.001 0.006 0.038 0.00 2.14E+04 1.71E+04 2.35E+04 9.21E+04 7.91E+04 6.65E+04 3.11E+04 4.33E+04 4.11E+04 4.14E+04 2.61E+04 3.00E+04 980.8633 2 84.71

SRP40 YKR092C GGSITLESGSYK[3] Phospho 99.9 -0.10 0.29 -0.18 -0.40 0.326 0.070 0.219 0.02 1.73E+04 2.61E+04 2.24E+04 1.75E+04 2.00E+04 2.37E+04 2.67E+04 2.55E+04 2.84E+04 2.24E+04 1.90E+04 1.65E+04 639.7848 2 57.55

CDC48 YDL126C GGSLGDAGGASDR[3] Phospho 100.0 -0.76 0.27 0.11 -1.03 0.135 0.282 0.436 0.00 2.78E+03 8.18E+02 1.82E+03 1.18E+03 1.18E+03 8.29E+02 1.90E+03 2.11E+03 2.53E+03 3.27E+03 1.59E+03 1.02E+03 600.2381 2 35.18

KIN2 YLR096W GGSLSPTPEAFNDTR[5] Phospho 98.6 -0.19 -0.08 -0.45 -0.12 0.246 0.377 0.072 0.23 9.78E+03 1.64E+04 1.40E+04 9.66E+03 1.22E+04 1.34E+04 1.18E+04 1.27E+04 1.37E+04 9.00E+03 1.03E+04 1.01E+04 814.8529 2 44.38

RCN2 YOR220W GGSSLSPDK[6] Phospho100.0 1.79 -1.30 -1.49 3.09 0.022 0.071 0.058 0.01 5.35E+03 1.85E+03 3.07E+03 1.59E+04 6.72E+03 1.28E+04 1.06E+03 8.35E+02 2.25E+03 2.02E+03 8.01E+02 8.11E+02 464.1945 2 21.05

SEC16 YPL085W GHTSSISSYTPNQNEHASR[4] Phospho31.0 -0.19 0.24 -0.08 -0.43 0.319 0.266 0.435 0.06 1.01E+04 2.06E+04 1.19E+04 1.14E+04 1.50E+04 1.09E+04 2.01E+04 1.58E+04 1.42E+04 9.88E+03 1.21E+04 1.85E+04 1076.955 2 29.1

SEC16 YPL085W GHTSSISSYTPNQNEHASR[4] Phospho42.9 -0.27 -0.09 -0.08 -0.18 0.086 0.257 0.382 0.14 1.04E+05 1.16E+05 9.10E+04 1.01E+05 7.45E+04 8.34E+04 1.06E+05 8.92E+04 9.67E+04 8.09E+04 8.19E+04 1.31E+05 718.3086 3 28.3

ENP2 YGR145W GHYDYEDEESDEEESDDETNQK[10] Phospho, [15] Phospho100.0, 100.0 0.19 -0.26 0.01 0.44 0.323 0.365 0.492 0.22 1.11E+05 4.34E+04 6.62E+04 9.46E+04 7.96E+04 7.73E+04 2.73E+04 1.12E+05 4.62E+04 8.95E+04 5.51E+04 7.77E+04 941.6379 3 26.64

MTL1 YGR023W GIDDQYSPTK[7] Phospho 100.0 0.29 0.59 0.47 -0.30 0.050 0.024 0.063 0.07 2.02E+04 2.07E+04 2.76E+04 2.78E+04 2.72E+04 2.90E+04 2.89E+04 3.38E+04 4.07E+04 3.96E+04 2.69E+04 2.87E+04 602.2504 2 39.17

FBA1 YKL060C GISNEGQNASIK[10] Phospho 100.0 -0.40 -1.51 -0.62 1.11 0.103 0.005 0.041 0.01 2.98E+04 1.94E+04 2.23E+04 2.24E+04 1.67E+04 1.51E+04 6.28E+03 7.98E+03 1.09E+04 1.89E+04 1.26E+04 1.51E+04 649.2921 2 23.98

NUM1 YDR150W GLAEAAATTAYEDSESHPQIEEQSHR[14] Phospho49.8 0.77 0.75 0.03 0.02 0.155 0.144 0.485 0.47 3.08E+02 1.44E+04 8.94E+03 9.26E+03 1.33E+04 1.78E+04 1.19E+04 1.62E+04 1.15E+04 6.60E+03 6.50E+03 1.11E+04 969.7557 3 20.9

PAN1 YIR006C GLDEDEDDGWSDEDESNNR[11] Phospho 100.0 -0.25 0.04 -0.02 -0.29 0.080 0.442 0.452 0.14 5.46E+05 4.16E+05 4.51E+05 3.56E+05 4.25E+05 4.04E+05 3.77E+05 6.06E+05 4.66E+05 4.46E+05 4.56E+05 4.95E+05 1138.891 2 64.92

PAN1 YIR006C GLDEDEDDGWSDEDESNNR[11] Phospho 100.0 -0.15 0.32 0.22 -0.48 0.086 0.150 0.009 0.09 3.38E+04 3.19E+04 3.33E+04 2.60E+04 3.17E+04 3.15E+04 3.02E+04 5.42E+04 3.96E+04 3.87E+04 3.62E+04 4.06E+04 759.5961 3 15.6

JJJ1 YNL227C GLQTDDDEDWSTK[4] Phospho 100.0 -0.16 0.28 0.27 -0.45 0.214 0.054 0.050 0.06 1.90E+04 1.92E+04 1.91E+04 2.16E+04 1.39E+04 1.57E+04 1.93E+04 2.47E+04 2.58E+04 2.59E+04 1.97E+04 2.33E+04 795.3046 2 31.19

PSK1 YAL017W GLSPLEEEK [3] Phospho 100.0 0.65 0.68 0.19 -0.02 0.013 0.020 0.173 0.45 9.15E+03 1.26E+04 1.37E+04 1.66E+04 1.79E+04 2.14E+04 2.01E+04 1.52E+04 2.16E+04 1.27E+04 1.48E+04 1.29E+04 541.2434 2 34.33

JSN1 YJR091C GLSVSSVK [3] Phospho 99.1 1.32 1.75 0.66 -0.43 0.006 0.002 0.172 0.02 1.11E+02 3.88E+02 4.96E+02 8.06E+02 9.01E+02 8.37E+02 1.31E+03 1.06E+03 1.05E+03 2.52E+02 7.47E+02 5.94E+02 428.7125 2 19.1

JSN1 YJR091C GLSVSSVK [5] Phospho47.8 0.90 0.75 0.16 0.14 0.004 0.004 0.222 0.16 3.48E+03 3.47E+03 4.88E+03 7.83E+03 6.28E+03 7.96E+03 6.76E+03 6.05E+03 7.15E+03 3.98E+03 4.29E+03 4.94E+03 428.7123 2 17.84

SIP1 YDR422C GNAGGSNDDFTAPISATAK[6] Phospho 100.0 -0.48 -0.81 -0.18 0.33 0.083 0.003 0.091 0.20 2.62E+04 2.50E+04 2.08E+04 1.90E+04 2.25E+04 1.02E+04 1.32E+04 1.57E+04 1.21E+04 2.24E+04 2.09E+04 1.99E+04 937.4048 2 50.1

ATR1 YML116W GNQSLVVLTESK[4] Phospho 100.0 -0.80 0.16 0.19 -0.96 0.014 0.304 0.167 0.02 8.12E+03 1.25E+04 1.07E+04 5.38E+03 6.50E+03 6.07E+03 1.51E+04 1.10E+04 8.91E+03 1.20E+04 1.24E+04 1.13E+04 677.8348 2 32.05

PKH1 YDR490C GNRSLTEADHALLSK[4] Phospho 90.6 0.15 -0.03 0.05 0.18 0.201 0.472 0.425 0.31 2.80E+04 3.71E+04 2.84E+04 3.78E+04 3.60E+04 3.02E+04 4.43E+04 2.11E+04 2.64E+04 2.41E+04 3.24E+04 4.03E+04 564.6085 3 42.25

RAD9 YDR217C GNSLQLHDDNK[3] Phospho 100.0 1.54 0.40 0.52 1.14 0.009 0.277 0.209 0.00 2.41E+03 7.60E+02 4.96E+03 8.88E+03 6.85E+03 7.96E+03 3.70E+03 2.52E+03 4.53E+03 3.01E+03 4.56E+03 4.10E+03 660.7799 2 41.6

YDR090C YDR090C GNTFDEESGQAQKEEPDEK[8] Phospho 100.0 -0.68 -0.22 -0.07 -0.46 0.012 0.086 0.403 0.01 1.67E+04 1.29E+04 1.69E+04 1.04E+04 7.73E+03 1.09E+04 1.34E+04 1.32E+04 1.34E+04 1.90E+04 9.83E+03 1.54E+04 739.966 3 33.36

UIP4 YPL186C GNVTFPSPK[7] Phospho 100.0 0.86 1.12 0.67 -0.26 0.003 0.008 0.009 0.14 1.19E+04 1.69E+04 1.81E+04 2.54E+04 3.00E+04 2.97E+04 3.87E+04 2.58E+04 3.76E+04 2.27E+04 2.79E+04 2.42E+04 513.7366 2 20.19

SPA2 YLL021W GPEQLKSPEVQR[7] Phospho 100.0 -0.03 0.18 0.22 -0.21 0.339 0.082 0.046 0.07 4.17E+04 3.94E+04 4.28E+04 4.12E+04 3.69E+04 4.30E+04 4.84E+04 4.08E+04 5.07E+04 4.97E+04 4.25E+04 5.24E+04 483.236 3 37.75

SPA2 YLL021W GPEQLKSPEVQR[7] Phospho 100.0 -0.01 0.14 0.33 -0.15 0.464 0.215 0.020 0.21 4.08E+04 4.00E+04 4.44E+04 3.93E+04 3.96E+04 4.55E+04 5.26E+04 3.72E+04 4.79E+04 5.15E+04 4.74E+04 5.88E+04 724.3507 2 36.19

EAP1 YKL204W GPSSITDFLNLK[3] Phospho 100.0 -4.30 -1.95 -0.63 -2.35 0.017 0.035 0.172 0.01 1.66E+04 3.87E+04 1.73E+04 1.34E+03 1.35E+03 9.61E+02 8.43E+03 5.50E+03 4.86E+03 1.31E+04 2.22E+04 1.16E+04 686.3318 2 50.28

EAP1 YKL204W GPSSITDFLNLK[4] Phospho 99.1 0.08 0.47 0.16 -0.39 0.435 0.180 0.388 0.16 2.07E+04 4.64E+04 2.06E+04 2.61E+04 4.07E+04 2.61E+04 5.14E+04 4.27E+04 2.78E+04 2.54E+04 4.75E+04 2.52E+04 686.3324 2 61.26

ECM30 YLR436C GQSSVSLER[3] Phospho 90.0 1.03 1.19 0.61 -0.16 0.020 0.056 0.094 0.37 5.57E+02 9.53E+02 1.19E+03 2.27E+03 1.91E+03 1.38E+03 1.07E+03 2.93E+03 2.20E+03 1.15E+03 1.86E+03 1.12E+03 521.7316 2 38.75

ECM30 YLR436C GQSSVSLER[6] Phospho 99.2 0.19 -0.59 -0.27 0.77 0.292 0.119 0.249 0.04 6.25E+03 3.18E+03 5.77E+03 7.03E+03 5.78E+03 4.53E+03 1.91E+03 3.77E+03 4.44E+03 5.46E+03 3.86E+03 3.30E+03 521.7326 2 35.58

APA1 YCL050C GQTPEGEDPLGKPEEELTVIPEFGGADNK[3] Phospho 100.0 0.28 0.28 -0.15 0.00 0.242 0.228 0.379 0.50 6.56E+04 1.05E+05 5.25E+04 8.52E+04 1.16E+05 7.02E+04 1.04E+05 9.91E+04 6.83E+04 5.44E+04 9.71E+04 5.04E+04 1045.146 3 22.29

NOP13 YNL175C GSAAIVPSQGK[8] Phospho 100.0 -0.15 -1.34 -0.91 1.19 0.425 0.152 0.213 0.02 5.91E+03 1.59E+03 1.47E+03 2.45E+03 2.85E+03 2.78E+03 4.66E+02 9.41E+02 2.12E+03 6.57E+02 1.34E+03 2.77E+03 547.7629 2 19.47

MCK1 YNL307C GSEFIADDVTSNK[11] Phospho 99.6 0.43 0.16 0.01 0.27 0.006 0.130 0.458 0.01 4.53E+04 4.00E+04 5.12E+04 6.25E+04 5.84E+04 6.28E+04 4.69E+04 5.03E+04 5.50E+04 4.08E+04 4.79E+04 4.92E+04 731.81 2 50.07

PSP1 YDR505C GSFTTELSCR[2] Phospho 99.9 -0.25 0.22 -0.21 -0.46 0.016 0.051 0.029 0.01 6.20E+04 6.65E+04 7.02E+04 5.30E+04 6.00E+04 5.43E+04 7.06E+04 7.46E+04 8.56E+04 6.09E+04 5.82E+04 5.25E+04 619.2501 2 62.26

MLP2 YIL149C GSGEDAEEELWNSPSK[13] Phospho 99.2 -0.48 -0.09 -0.22 -0.39 0.077 0.392 0.176 0.15 2.19E+04 2.76E+04 1.72E+04 1.45E+04 1.99E+04 1.34E+04 1.65E+04 2.79E+04 1.83E+04 1.92E+04 1.94E+04 1.87E+04 907.8602 2 30.17

CAF20 YOR276W GSGEDDEEETETTPTSTVPVATIAQETLK[13] Phospho 78.3 0.39 0.20 0.17 0.20 0.183 0.269 0.336 0.28 1.36E+06 1.72E+06 8.83E+05 1.68E+06 2.32E+06 1.20E+06 1.61E+06 1.71E+06 1.22E+06 1.30E+06 1.99E+06 1.16E+06 1039.129 3 50.4

BEM3 YPL115C GSKSPLQER[4] Phospho98.3 0.10 -0.66 -0.26 0.77 0.439 0.218 0.355 0.09 3.91E+03 9.94E+02 1.67E+03 2.85E+03 1.35E+03 2.87E+03 1.99E+03 9.41E+02 1.22E+03 2.25E+03 1.68E+03 1.55E+03 541.2532 2 17.55

NUP2 YLR335W GSQTTTNDSKEESTTEATGNESQDATK[13] Phospho46.2 -0.21 -1.12 -0.10 0.91 0.357 0.057 0.422 0.07 3.29E+04 1.42E+04 1.77E+04 2.81E+04 1.48E+04 1.30E+04 9.86E+03 8.55E+03 1.13E+04 2.87E+04 1.60E+04 1.55E+04 966.3977 3 23.47

SKY1 YMR216C GSSINYPGFVTK[2] Phospho50.0 -0.54 -0.11 -0.22 -0.43 0.079 0.384 0.262 0.14 2.17E+04 3.17E+04 1.94E+04 1.31E+04 2.07E+04 1.62E+04 1.91E+04 3.08E+04 1.76E+04 1.89E+04 2.69E+04 1.67E+04 675.3113 2 40.76

GLN1 YPR035W GSSIRIPR [2] Phospho50.0 0.04 0.58 -0.26 -0.54 0.444 0.230 0.221 0.25 2.38E+03 1.65E+03 1.73E+03 1.53E+03 1.83E+03 2.57E+03 5.14E+03 1.28E+03 2.23E+03 1.00E+03 1.88E+03 1.91E+03 483.2492 2 15.97

IRA2 YOL081W GSSPSLCSTTR[3] Phospho 99.5 0.51 0.20 0.61 0.32 0.036 0.302 0.033 0.16 8.36E+03 5.71E+03 9.34E+03 1.23E+04 1.15E+04 9.53E+03 5.64E+03 9.84E+03 1.13E+04 1.43E+04 1.08E+04 1.06E+04 616.7527 2 42.52

CYR1 YJL005W GSSVHDINNGIADK[3] Phospho 93.4 -0.19 -0.59 -0.01 0.40 0.044 0.037 0.443 0.09 1.38E+04 1.32E+04 1.57E+04 1.25E+04 1.29E+04 1.21E+04 1.31E+04 7.18E+03 8.16E+03 1.36E+04 1.49E+04 1.40E+04 753.8315 2 41.09

YLR257W YLR257W GSTPCLIGDSIR[3] Phospho 93.3 -0.09 0.31 -0.11 -0.40 0.387 0.092 0.356 0.06 1.89E+04 2.71E+04 1.79E+04 1.57E+04 2.58E+04 1.85E+04 2.88E+04 2.57E+04 2.47E+04 1.53E+04 2.49E+04 1.90E+04 678.3053 2 57.07

SHP1 YBL058W GSTSPEPTK [4] Phospho 98.7 1.98 1.17 1.12 0.80 0.090 0.014 0.107 0.21 1.11E+03 7.77E+02 6.01E+02 5.29E+03 3.25E+02 4.27E+03 2.29E+03 1.36E+03 2.01E+03 3.05E+03 1.53E+03 8.58E+02 492.2088 2 18.05

ENT1 YDL161W GTGRSDENDDDLQR[2] Phospho 50.0 0.18 -0.49 0.00 0.68 0.270 0.116 0.498 0.01 1.37E+05 7.22E+04 9.00E+04 1.25E+05 1.12E+05 1.02E+05 6.09E+04 6.65E+04 8.49E+04 1.22E+05 8.25E+04 9.43E+04 829.3274 2 33.65

ENT1 YDL161W GTGRSDENDDDLQR[5] Phospho 100.0 0.22 -0.53 -0.13 0.75 0.239 0.106 0.364 0.01 4.78E+04 2.49E+04 3.48E+04 4.81E+04 4.13E+04 3.57E+04 2.16E+04 2.18E+04 3.13E+04 4.15E+04 2.64E+04 3.05E+04 553.2201 3 41.95

YPK1 YKL126W GTINPSNSSVVPVR[9] Phospho100.0 -0.21 0.11 0.30 -0.32 0.173 0.253 0.058 0.01 8.89E+03 1.23E+04 1.27E+04 9.50E+03 1.12E+04 8.69E+03 1.22E+04 1.21E+04 1.22E+04 1.44E+04 1.41E+04 1.31E+04 753.8702 2 24.48

NEW1 YPL226W GTPKPVDTDDEED[8] Phospho 100.0 0.02 -0.19 0.21 0.21 0.481 0.298 0.264 0.22 2.20E+06 1.27E+06 2.49E+06 2.42E+06 1.61E+06 2.00E+06 1.59E+06 1.47E+06 2.16E+06 2.59E+06 1.76E+06 2.56E+06 749.2854 2 34.7

NET1 YJL076W GTTSFNEEGNRK[3] Phospho46.3 -4.29 -1.89 0.00 -2.40 0.065 0.109 0.499 0.00 2.17E+04 5.86E+03 4.98E+04 1.26E+03 8.78E+02 1.79E+03 8.19E+03 4.83E+03 7.87E+03 3.73E+04 1.84E+04 2.18E+04 710.2976 2 40.67

SUP35 YDR172W GVEEEDISPGFVLTSPK[15] Phospho 92.5 0.72 0.21 -0.07 0.52 0.028 0.356 0.443 0.15 1.38E+04 2.14E+04 1.76E+04 2.56E+04 3.65E+04 2.52E+04 3.32E+04 1.44E+04 1.34E+04 1.00E+04 2.69E+04 1.33E+04 942.4377 2 22.16

HSP12 YFL014W GVFQGVHDSAEK[9] Phospho 100.0 2.06 1.49 0.73 0.58 0.000 0.002 0.008 0.01 1.17E+04 1.28E+04 1.56E+04 5.74E+04 5.62E+04 5.41E+04 4.31E+04 2.99E+04 3.95E+04 2.00E+04 2.08E+04 2.59E+04 677.2953 2 64.31

PLP2 YOR281C GVIPERAPSPTAK[9] Phospho 50.0 -0.07 -0.03 0.14 -0.04 0.267 0.470 0.294 0.45 1.70E+05 2.00E+05 1.79E+05 1.65E+05 1.65E+05 1.93E+05 2.47E+05 1.08E+05 1.84E+05 1.43E+05 2.13E+05 2.50E+05 701.859 2 37.75

AVT1 YJR001W GVNSLSR [4] Phospho 50.0 0.42 0.38 0.23 0.04 0.174 0.172 0.338 0.44 4.83E+03 1.89E+03 3.69E+03 6.11E+03 3.81E+03 4.07E+03 3.69E+03 4.51E+03 5.38E+03 6.15E+03 3.50E+03 2.61E+03 406.6868 2 35.6

NGG1 YDR176W GVQSPPKPPPSNEISGTIENDVESIK[4] Phospho 100.0 -0.32 0.28 -0.25 -0.59 0.240 0.160 0.271 0.05 3.68E+04 4.09E+04 2.19E+04 2.10E+04 3.89E+04 2.01E+04 4.37E+04 4.09E+04 3.60E+04 1.81E+04 3.72E+04 2.82E+04 933.7858 3 41.91

YSC84 YHR016C GYGDFDSEDEDYDYGR[7] Phospho 100.0 -0.71 -0.10 -1.93 -0.61 0.267 0.462 0.118 0.28 7.02E+03 3.72E+04 1.02E+04 4.06E+03 1.80E+04 1.13E+04 9.12E+03 3.32E+04 8.43E+03 4.32E+03 5.93E+03 4.04E+03 991.8345 2 51.22

RFA2 YNL312W GYGSQVAQQFEIGGYVK[4] Phospho 91.8 0.99 1.54 0.90 -0.55 0.056 0.017 0.075 0.11 3.02E+04 7.24E+04 2.94E+04 1.07E+05 9.84E+04 5.59E+04 1.56E+05 1.43E+05 8.34E+04 8.26E+04 1.09E+05 5.41E+04 955.9387 2 90.45



TYS1 YGR185C GYPVATPQK[6] Phospho 100.0 0.73 2.28 1.53 -1.56 0.030 0.004 0.004 0.01 2.34E+03 5.15E+03 5.93E+03 7.50E+03 6.88E+03 7.86E+03 2.77E+04 1.64E+04 2.14E+04 1.05E+04 1.32E+04 1.51E+04 520.7443 2 20.18

YSC84 YHR016C GYSLGHGPTHPSNMSNVDDLSHK[2] Phospho32.8 -0.38 -0.43 0.18 0.04 0.225 0.233 0.260 0.48 1.78E+04 2.40E+04 1.78E+04 1.68E+04 2.33E+04 5.63E+03 2.67E+04 9.28E+03 8.39E+03 1.64E+04 2.54E+04 2.57E+04 633.276 4 17.94

OSH2 YDL019C HAPPPVPNETDNDSQYVQDEK[14] Phospho100.0 -0.50 -0.27 -0.15 -0.22 0.011 0.071 0.137 0.09 2.15E+05 1.78E+05 2.25E+05 1.55E+05 1.29E+05 1.54E+05 1.46E+05 1.77E+05 1.89E+05 1.91E+05 1.69E+05 1.95E+05 820.6835 3 60.11

ATG13 YPR185W HASVSHNSQGPQNQPEQEGQSDQDIGK[3] Phospho 98.0 -0.24 -0.30 0.12 0.06 0.153 0.178 0.376 0.40 9.74E+04 6.17E+04 8.48E+04 7.29E+04 6.68E+04 6.69E+04 6.02E+04 5.19E+04 8.60E+04 1.02E+05 5.16E+04 1.12E+05 994.7592 3 43.99

ATG13 YPR185W HASVSHNSQGPQNQPEQEGQSDQDIGK[3] Phospho49.4 -0.05 -0.35 0.15 0.30 0.417 0.112 0.337 0.09 1.72E+04 1.13E+04 1.65E+04 1.68E+04 1.40E+04 1.28E+04 1.20E+04 9.50E+03 1.39E+04 1.94E+04 1.04E+04 2.03E+04 746.3217 4 17.81

TAE2 YPL009C HCTISSDTDSDSGNAK[6] Phospho 88.3 1.20 0.83 1.35 0.38 0.038 0.143 0.057 0.21 1.59E+03 2.04E+03 5.69E+03 5.75E+03 9.33E+03 6.43E+03 2.79E+03 5.95E+03 7.82E+03 1.20E+04 5.80E+03 6.04E+03 887.8333 2 36.04

TAE2 YPL009C HCTISSDTDSDSGNAK[6] Phospho, [10] Phospho98.1, 99.0 0.00 -0.69 -0.13 0.69 0.498 0.240 0.436 0.17 2.26E+04 4.83E+03 1.04E+04 1.25E+04 1.75E+04 7.67E+03 2.54E+03 1.39E+04 6.88E+03 1.93E+04 8.63E+03 6.52E+03 927.8177 2 24.91

DCS2 YOR173W HDGIATSPEK[7] Phospho 92.8 1.49 0.00 0.45 1.49 0.010 0.500 0.147 0.03 1.73E+04 6.70E+03 8.60E+03 2.61E+04 2.67E+04 3.90E+04 2.32E+04 4.18E+03 5.26E+03 1.42E+04 1.50E+04 1.54E+04 567.7447 2 27.28

ENP2 YGR145W HDNSSDEEGIDENGNKK[4] Phospho ,[5] Phospho 100.0, 100.0 -1.65 -0.73 -0.90 -0.92 0.200 0.312 0.282 0.12 5.04E+04 1.81E+03 1.02E+04 5.70E+03 5.89E+03 8.30E+03 5.46E+03 2.03E+04 1.19E+04 1.75E+04 9.73E+03 6.11E+03 683.2471 3 43.07

ENP2 YGR145W HDNSSDEEGIDENGNKK[4] Phospho ,[5] Phospho 100.0, 100.0 -1.74 -0.91 -1.12 -0.82 0.194 0.283 0.251 0.18 3.64E+04 1.22E+03 7.49E+03 3.04E+03 3.92E+03 6.53E+03 2.51E+03 1.36E+04 7.78E+03 1.04E+04 6.41E+03 3.94E+03 1024.368 2 26.92

SEC16 YPL085W HEDLFAASGNDEK[8] Phospho 100.0 -0.07 -0.21 -0.08 0.14 0.355 0.147 0.337 0.11 1.03E+04 1.37E+04 1.46E+04 1.13E+04 1.33E+04 1.24E+04 1.03E+04 1.21E+04 1.12E+04 1.25E+04 1.32E+04 1.09E+04 756.805 2 38.8

CFD1 YIL003W HEQPQIESPK[8] Phospho 100.0 1.35 0.92 0.94 0.43 0.022 0.078 0.072 0.04 7.04E+03 2.35E+04 5.40E+04 6.29E+04 6.85E+04 8.41E+04 5.35E+04 4.59E+04 6.06E+04 5.50E+04 4.70E+04 6.02E+04 636.7849 2 35.15

PCL6 YER059W HESPSNESSLDK[3] Phospho 100.0 0.28 -2.07 -1.06 2.35 0.303 0.045 0.100 0.01 6.95E+03 2.54E+03 3.23E+03 6.73E+03 3.61E+03 5.12E+03 1.55E+03 4.38E+01 1.42E+03 1.71E+03 1.45E+03 2.93E+03 705.282 2 40.69

GIN4 YDR507C HFSESNK [5] Phospho 99.4 0.47 0.47 0.74 -0.01 0.223 0.067 0.121 0.50 1.29E+04 6.74E+03 9.25E+03 2.00E+04 6.12E+03 1.39E+04 1.51E+04 1.21E+04 1.29E+04 2.47E+04 1.17E+04 1.18E+04 464.6821 2 23.57

PRK1 YIL095W HGFTGNSVNNSR[4] Phospho 100.0 0.37 0.49 0.64 -0.12 0.346 0.280 0.207 0.40 6.88E+03 3.90E+03 2.85E+04 1.12E+04 1.36E+04 2.60E+04 1.58E+04 1.49E+04 2.44E+04 2.39E+04 1.59E+04 2.16E+04 685.2862 2 68.68

LYP1 YNL268W HGSLQGGAIADVNSITNSLTR[14] Phospho ,[18] Phospho 98.9, 97.8 -0.86 -0.56 -0.74 -0.29 0.035 0.080 0.039 0.27 4.78E+04 5.67E+04 3.55E+04 2.18E+04 3.74E+04 1.80E+04 1.91E+04 3.91E+04 3.64E+04 3.74E+04 2.60E+04 2.02E+04 757.678 3 27.38

MED1 YPR070W HGSVVEASR[3] Phospho 100.0 1.40 1.09 0.62 0.32 0.140 0.072 0.023 0.37 3.43E+03 3.60E+03 3.50E+03 5.85E+03 3.55E+03 1.85E+04 1.17E+04 4.26E+03 6.50E+03 6.46E+03 4.19E+03 5.61E+03 511.2271 2 58.75

RPS9B YBR189W HIDFAPTSPFGGARPGR[8] Phospho 89.9 0.65 0.28 -0.11 0.37 0.017 0.334 0.380 0.23 1.35E+04 1.93E+04 1.15E+04 2.07E+04 2.44E+04 2.43E+04 3.03E+04 9.61E+03 1.37E+04 8.82E+03 1.71E+04 1.49E+04 621.6285 3 26.61

MRC1 YCL061C HIINESDSDTEVEAKPK[6] Phospho ,[8] Phospho 100.0, 99.8 -1.02 -0.58 -0.74 -0.43 0.002 0.047 0.004 0.14 6.54E+04 5.08E+04 5.78E+04 2.42E+04 3.14E+04 3.03E+04 2.57E+04 5.24E+04 3.80E+04 3.13E+04 3.42E+04 3.89E+04 691.2925 3 30.19

RPC19 YNL113W HIQEEEEQDVDMTGDEEQEEEPDREK[13] Phospho 100.0 0.07 -0.10 0.58 0.17 0.437 0.313 0.002 0.36 3.01E+05 2.53E+05 2.41E+05 3.55E+05 3.47E+05 1.30E+05 2.96E+05 2.46E+05 2.00E+05 4.18E+05 3.80E+05 3.93E+05 1085.094 3 62.24

PPZ1 YML016C HISNDDDIENSSQLSNIHASMENVNDK[12] Phospho ,[15] Phospho 82.4, 97.8 -0.55 -0.35 0.02 -0.20 0.130 0.234 0.474 0.34 1.86E+05 1.00E+05 1.15E+05 8.87E+04 1.24E+05 6.12E+04 8.14E+04 1.53E+05 8.04E+04 1.33E+05 1.47E+05 1.27E+05 1062.765 3 17.52

SPN1 YPR133C HISTDFSDDDLEK[7] Phospho 100.0 -0.13 -0.15 -0.07 0.02 0.079 0.043 0.185 0.31 8.81E+05 8.33E+05 9.62E+05 7.94E+05 7.93E+05 8.60E+05 8.24E+05 7.94E+05 7.90E+05 8.72E+05 8.36E+05 8.49E+05 801.3233 2 62.77

SPN1 YPR133C HISTDFSDDDLEK[7] Phospho 100.0 0.06 0.12 0.03 -0.06 0.354 0.212 0.424 0.19 1.47E+05 1.55E+05 1.97E+05 1.64E+05 1.70E+05 1.85E+05 1.89E+05 1.76E+05 1.76E+05 1.77E+05 1.63E+05 1.69E+05 534.5507 3 15.98

AXL2 YIL140W HLQNIQDSQSGK[10] Phospho 99.7 0.28 0.37 0.63 -0.09 0.335 0.261 0.134 0.38 1.37E+04 2.19E+03 1.68E+04 1.08E+04 1.09E+04 1.81E+04 1.39E+04 1.25E+04 1.59E+04 1.94E+04 1.60E+04 1.52E+04 717.8216 2 39.68

MRC1 YCL061C HPSIIK [3] Phospho 100.0 -8.13 -7.74 -2.15 -0.41 0.000 0.000 0.004 0.32 1.33E+04 1.72E+04 1.30E+04 5.86E+01 1.26E+01 5.37E+01 0.00E+00 8.09E+01 9.21E+01 5.64E+02 2.41E+03 6.82E+03 387.6989 2 29.22

STE20 YHL007C HQQPVASSTVNSNK[7] Phospho31.6 -0.63 0.00 -2.27 -0.63 0.305 0.498 0.097 0.25 1.69E+03 9.62E+02 8.12E+01 1.30E+03 3.08E+02 1.48E+02 6.92E+02 6.35E+02 1.42E+03 2.82E+02 1.56E+02 1.04E+02 788.86 2 16.28

YNL054W-B L054W-B HSDSYSDNETNHTNVPISSTGGTNNK[4] Phospho 44.9 -0.85 -0.06 0.31 -0.79 0.010 0.343 0.110 0.00 7.53E+05 5.44E+05 6.77E+05 4.58E+05 3.06E+05 3.27E+05 5.94E+05 6.14E+05 6.79E+05 9.25E+05 6.37E+05 8.86E+05 952.7285 3 58.32

YNL054W-B L054W-B HSDSYSDNETNHTNVPISSTGGTNNK[13] Phospho55.8 -0.87 -0.03 0.38 -0.85 0.010 0.428 0.103 0.00 1.01E+05 7.28E+04 9.43E+04 6.19E+04 4.15E+04 4.29E+04 8.62E+04 8.70E+04 9.02E+04 1.43E+05 8.81E+04 1.19E+05 714.798 4 20.88

YPR137C-B R137C-B HSDSYSENETNHTNVPISSTGGTNNK[6] Phospho 92.6 -0.74 -0.38 0.11 -0.36 0.009 0.046 0.308 0.03 3.34E+06 2.40E+06 2.85E+06 1.95E+06 1.55E+06 1.64E+06 2.44E+06 2.16E+06 1.99E+06 3.48E+06 2.43E+06 3.38E+06 957.4007 3 56.53

YER138C YER138C HSDSYSENETNHTNVPISSTGGTNNK[13] Phospho 55.2 -0.75 -0.30 0.17 -0.44 0.009 0.075 0.246 0.02 4.84E+05 3.50E+05 4.45E+05 2.92E+05 2.31E+05 2.37E+05 3.84E+05 3.45E+05 3.06E+05 5.71E+05 3.72E+05 4.95E+05 718.3019 4 17.62

YJR029W YJR029W HSDSYSENETNHTNVPISSTGGTNNK[4] Phospho, [6] Phospho95.0, 52.4 -1.27 -0.99 -0.10 -0.28 0.002 0.008 0.365 0.17 9.34E+05 6.69E+05 7.86E+05 3.33E+05 2.88E+05 3.70E+05 2.91E+05 5.08E+05 4.07E+05 8.06E+05 5.16E+05 9.11E+05 984.0562 3 49.27

POM34 YLR018C HSGISSTLVSANNDNNSPHTPVTR[20] Phospho 90.2 0.48 0.43 0.55 0.05 0.026 0.064 0.052 0.41 4.67E+04 3.78E+04 5.40E+04 7.11E+04 5.53E+04 6.69E+04 7.28E+04 4.90E+04 6.53E+04 6.03E+04 5.69E+04 8.57E+04 862.3966 3 17.3

FIN1 YDR130C HSIQVTPR [6] Phospho 100.0 -1.21 1.08 0.69 -2.28 0.129 0.074 0.087 0.03 2.70E+03 7.93E+02 2.65E+03 0.00E+00 5.63E+02 2.09E+03 6.15E+03 2.32E+03 4.54E+03 2.45E+03 3.88E+03 3.61E+03 509.2476 2 21.67

YEH2 YLR020C HSRPLSISSTTPLDLQR[8] Phospho ,[9] Phospho 83.6, 81.6 -0.07 -0.03 -0.33 -0.04 0.368 0.460 0.073 0.45 1.00E+05 1.21E+05 8.74E+04 8.20E+04 1.13E+05 9.89E+04 9.34E+04 1.32E+05 7.69E+04 9.00E+04 8.64E+04 6.93E+04 689.9927 3 34.48

MPP10 YJR002W HSSPDPYGINDK[3] Phospho 99.8 -0.40 -0.89 -0.38 0.49 0.006 0.000 0.014 0.02 4.04E+05 3.76E+05 3.90E+05 3.25E+05 2.57E+05 3.03E+05 2.27E+05 1.73E+05 2.32E+05 2.72E+05 2.77E+05 3.51E+05 705.292 2 38.76

MPP10 YJR002W HSSPDPYGINDK[3] Phospho 99.8 -0.28 -0.73 -0.41 0.45 0.109 0.016 0.051 0.02 2.83E+04 3.74E+04 4.19E+04 3.25E+04 2.64E+04 2.96E+04 2.33E+04 1.78E+04 2.37E+04 2.85E+04 2.45E+04 2.80E+04 470.5297 3 22.76

YDR210W-B R210W-B HSSTFTAR [3] Phospho 89.4 -0.69 -0.85 -0.66 0.16 0.067 0.055 0.074 0.32 1.26E+04 6.81E+03 8.14E+03 5.30E+03 4.76E+03 6.97E+03 6.74E+03 3.37E+03 5.12E+03 7.21E+03 5.24E+03 5.00E+03 493.7082 2 36.31

MTL1 YGR023W HTNVEGYDDDDDDDANDENLSSNFHNR[21] Phospho 85.5 -0.46 -0.32 0.01 -0.15 0.029 0.089 0.489 0.17 3.06E+04 2.22E+04 3.05E+04 1.98E+04 2.16E+04 1.89E+04 1.99E+04 2.59E+04 2.11E+04 3.24E+04 2.76E+04 2.35E+04 1068.398 3 33.14

SDS23 YGL056C HTSIVEMLSTPPQLPNSTDLNSLSEQTDK[2] Phospho50.0 0.11 0.23 0.41 -0.12 0.423 0.236 0.191 0.41 9.25E+04 1.01E+05 5.39E+04 9.09E+04 1.37E+05 3.93E+04 1.06E+05 1.07E+05 7.63E+04 8.68E+04 1.56E+05 8.53E+04 1088.18 3 16.95

KIN4 YOR233W HTSVAGLVTIPGSPTTAR[13] Phospho 100.0 -0.73 0.15 -0.11 -0.88 0.060 0.309 0.376 0.00 3.40E+04 2.24E+04 1.75E+04 1.66E+04 1.39E+04 1.40E+04 2.63E+04 2.72E+04 2.84E+04 2.44E+04 2.61E+04 1.79E+04 922.9681 2 30.18

KIN4 YOR233W HTSVAGLVTIPGSPTTAR[13] Phospho33.3 0.00 0.72 0.38 -0.72 0.497 0.057 0.181 0.03 1.02E+04 2.21E+04 1.32E+04 1.16E+04 1.94E+04 1.45E+04 3.12E+04 2.27E+04 2.07E+04 1.48E+04 2.41E+04 2.05E+04 615.6476 3 31.1

NPL6 YMR091C HVDEEEDLSEDK[9] Phospho 100.0 0.19 0.19 0.39 -0.01 0.147 0.162 0.041 0.48 2.51E+04 1.84E+04 2.52E+04 2.37E+04 2.60E+04 2.85E+04 2.60E+04 2.30E+04 2.95E+04 3.33E+04 2.59E+04 3.11E+04 762.7909 2 66

VTC3 YPL019C HVIADLEDHESSDEEGTALPK[11] Phospho ,[12] Phospho 100.0, 100.0 -1.94 -0.70 -0.66 -1.24 0.002 0.039 0.014 0.03 1.18E+06 1.07E+06 8.17E+05 1.59E+05 3.86E+05 2.52E+05 4.72E+05 8.82E+05 5.27E+05 5.83E+05 6.75E+05 6.86E+05 818.0039 3 51.97

PSH1 YOL054W HVIITDDEEEEQR[5] Phospho 100.0 0.57 0.29 0.27 0.29 0.020 0.183 0.194 0.14 1.41E+04 2.03E+04 2.01E+04 2.40E+04 2.59E+04 3.11E+04 2.33E+04 1.59E+04 2.73E+04 1.55E+04 2.46E+04 2.55E+04 846.86 2 53.36

PSH1 YOL054W HVIITDDEEEEQRR[5] Phospho 100.0 0.88 0.08 0.25 0.80 0.002 0.389 0.314 0.01 4.39E+04 5.00E+04 5.95E+04 1.06E+05 8.78E+04 8.90E+04 7.12E+04 4.04E+04 5.10E+04 4.32E+04 4.26E+04 9.66E+04 616.944 3 39.9

SLK19 YOR195W HVLALNYSPIR[7] Phospho 100.0 0.02 0.86 0.15 -0.84 0.490 0.096 0.421 0.09 4.18E+03 1.10E+04 4.69E+03 3.70E+03 1.02E+04 6.12E+03 1.71E+04 8.33E+03 1.05E+04 2.49E+03 1.17E+04 7.86E+03 681.8502 2 27.88

SKY1 YMR216C HVSRSSDITANDSSDEK[3] Phospho, [5] Phospho92.6, 53.5 -0.94 -1.64 -0.68 0.71 0.046 0.014 0.124 0.07 9.40E+03 5.19E+03 5.73E+03 4.43E+03 3.87E+03 2.31E+03 1.50E+03 2.25E+03 2.73E+03 6.83E+03 3.54E+03 2.33E+03 669.9284 3 33.94

BUD21 YOR078W HVTFDKLDESDENEEALAK[10] Phospho 100.0 -0.04 -0.62 -0.28 0.58 0.405 0.012 0.141 0.04 2.54E+05 2.21E+05 2.40E+05 2.13E+05 2.04E+05 2.79E+05 1.92E+05 1.17E+05 1.56E+05 1.81E+05 1.48E+05 2.59E+05 1135.497 2 72.64

BUD21 YOR078W HVTFDKLDESDENEEALAK[10] Phospho 100.0 -0.04 -0.42 -0.12 0.39 0.272 0.024 0.189 0.04 5.94E+05 5.69E+05 6.05E+05 6.13E+05 5.50E+05 5.61E+05 4.96E+05 3.36E+05 4.87E+05 5.49E+05 4.61E+05 6.18E+05 757.3342 3 68.64

BCK1 YJL095W HYETNVSSPLK[8] Phospho 90.8 -0.13 -0.05 0.16 -0.07 0.305 0.363 0.295 0.36 2.18E+04 1.57E+04 1.80E+04 2.09E+04 1.37E+04 1.62E+04 1.70E+04 1.83E+04 1.80E+04 2.73E+04 1.82E+04 1.66E+04 677.8048 2 19.21

KEL1 YHR158C HYNESSELSQNNTEIDK[6] Phospho 91.3 -0.04 -0.66 -0.10 0.62 0.431 0.156 0.349 0.16 2.89E+04 1.99E+04 3.08E+04 2.46E+04 2.39E+04 2.90E+04 2.71E+04 2.16E+04 1.69E+03 2.64E+04 1.95E+04 2.84E+04 696.6233 3 38.43

SPA2 YLL021W HYSDDDDSSYQFVPMK[3] Phospho 99.5 -0.23 -0.27 -0.03 0.04 0.408 0.320 0.472 0.49 1.25E+04 1.86E+04 8.98E+03 5.44E+03 2.62E+04 2.34E+03 1.47E+04 1.45E+04 3.97E+03 9.88E+03 1.91E+04 1.01E+04 1007.383 2 31.93

KCC4 YCL024W IAASLSDDDLK[6] Phospho 100.0 0.10 0.32 -0.19 -0.21 0.353 0.140 0.229 0.19 1.06E+04 1.58E+04 1.81E+04 1.29E+04 1.64E+04 1.86E+04 1.96E+04 1.47E+04 2.12E+04 1.28E+04 1.40E+04 1.21E+04 614.2796 2 30.34

KCC4 YCL024W IAASLSDDDLKEDNDKK[6] Phospho 99.9 -0.25 -0.44 -0.18 0.19 0.153 0.003 0.037 0.25 1.48E+04 1.51E+04 1.54E+04 1.46E+04 8.72E+03 1.50E+04 1.17E+04 9.73E+03 1.21E+04 1.26E+04 1.28E+04 1.48E+04 652.9648 3 44.24

YHR162W YHR162W IANYRIR [4] Phospho 100.0 -0.45 0.27 -0.32 -0.72 0.247 0.314 0.310 0.07 3.55E+03 8.72E+03 3.53E+03 2.45E+03 5.14E+03 3.95E+03 8.22E+03 4.22E+03 6.63E+03 2.55E+03 5.30E+03 4.86E+03 493.2527 2 22.86

EIS1 YMR031C IASGLISPVLGEVSER[7] Phospho 100.0 0.14 0.04 0.52 0.11 0.327 0.456 0.167 0.36 2.41E+04 1.53E+04 1.50E+04 2.38E+04 2.11E+04 1.51E+04 2.38E+04 1.73E+04 1.46E+04 2.47E+04 3.79E+04 1.54E+04 853.9411 2 39.82

TSL1 YML100W IASPIQHEHDSGSR[3] Phospho 100.0 0.34 -1.22 -0.24 1.55 0.010 0.004 0.035 0.00 2.31E+04 2.80E+04 2.44E+04 3.15E+04 3.35E+04 3.02E+04 1.52E+04 6.89E+03 1.03E+04 2.12E+04 2.23E+04 2.04E+04 807.3566 2 33.97

TSL1 YML100W IASPIQHEHDSGSR[3] Phospho 100.0 0.28 -0.42 0.14 0.71 0.002 0.122 0.289 0.03 6.74E+04 6.74E+04 6.24E+04 8.28E+04 7.78E+04 7.96E+04 6.90E+04 2.73E+04 5.10E+04 5.62E+04 6.77E+04 9.37E+04 538.574 3 27.53

GAT1 YFL021W IASPSIPQYLR[3] Phospho 100.0 -1.11 -0.59 -0.76 -0.53 0.056 0.139 0.116 0.04 2.33E+04 5.51E+04 3.18E+04 1.97E+04 1.87E+04 1.25E+04 2.88E+04 2.10E+04 2.36E+04 1.37E+04 3.07E+04 2.05E+04 662.8379 2 36.85

MTC4 YBR255W IATTPEAQISR[4] Phospho 99.5 0.17 0.51 0.12 -0.34 0.268 0.183 0.344 0.27 7.61E+03 1.08E+04 1.03E+04 8.21E+03 1.07E+04 1.35E+04 1.09E+04 8.77E+03 2.14E+04 7.01E+03 1.18E+04 1.25E+04 633.8078 2 24.59

RBG2 YGR173W IDDEDVVSLFAK[8] Phospho 100.0 1.14 1.18 0.71 -0.04 0.189 0.097 0.215 0.48 3.24E+02 3.04E+03 9.97E+02 1.00E+03 6.30E+03 2.37E+03 4.92E+03 3.13E+03 1.90E+03 1.04E+03 3.05E+03 3.05E+03 715.8271 2 56.42

ENT5 YDR153C IDDLLDWDGPKSDTDTTAAAQTSLPFAEK[17] Phospho 80.3 -0.65 -0.06 -0.22 -0.59 0.116 0.447 0.325 0.03 2.21E+05 3.36E+05 1.37E+05 1.42E+05 1.75E+05 1.26E+05 2.61E+05 2.24E+05 1.82E+05 1.66E+05 2.62E+05 1.70E+05 1067.82 3 63.3

VBA4 YDR119W IDDSPQDEVNSIK[11] Phospho 100.0 -0.17 -0.11 -0.03 -0.06 0.211 0.301 0.433 0.39 6.70E+05 5.79E+05 8.06E+05 6.15E+05 5.11E+05 6.99E+05 5.63E+05 5.76E+05 7.61E+05 6.86E+05 5.89E+05 7.37E+05 770.3332 2 54.74

BUL2 YML111W IDDTASQSPSYDSK[8] Phospho99.0 0.74 0.29 0.17 0.44 0.039 0.278 0.344 0.14 5.28E+03 2.62E+03 5.25E+03 8.92E+03 5.94E+03 7.08E+03 2.87E+03 6.21E+03 7.07E+03 6.22E+03 3.26E+03 5.29E+03 797.3209 2 23.75

IBD2 YNL164C IDGQSAYHIDSAEEK[11] Phospho 100.0 -0.05 -0.06 -0.06 0.01 0.409 0.410 0.399 0.47 1.97E+04 3.15E+04 2.58E+04 2.50E+04 2.30E+04 2.64E+04 2.87E+04 1.83E+04 2.67E+04 2.11E+04 2.58E+04 2.69E+04 871.8677 2 45.41

IBD2 YNL164C IDGQSAYHIDSAEEK[7] Phospho 96.3 -0.04 0.06 -0.09 -0.10 0.426 0.423 0.340 0.35 8.02E+03 1.25E+04 1.22E+04 9.59E+03 1.11E+04 1.12E+04 1.32E+04 7.88E+03 1.31E+04 1.06E+04 1.01E+04 1.00E+04 581.5809 3 28.64

GRR1 YJR090C IDNSPQAISYLHK[4] Phospho 100.0 0.65 0.39 -0.15 0.26 0.013 0.044 0.275 0.03 9.19E+03 1.42E+04 1.44E+04 1.78E+04 2.17E+04 1.98E+04 1.70E+04 1.58E+04 1.69E+04 9.44E+03 1.23E+04 1.22E+04 522.5837 3 26.08

SWI6 YLR182W IDTSVIDAESDSTPNTAR[12] Phospho 91.5 0.09 0.47 0.09 -0.38 0.178 0.006 0.347 0.01 1.79E+04 2.05E+04 1.89E+04 1.86E+04 2.17E+04 2.06E+04 2.86E+04 2.35E+04 2.73E+04 1.48E+04 2.48E+04 2.15E+04 986.431 2 40.52

SSB1 YDL229W IEAALSDALAALQIEDPSADELRK[18] Phospho 100.0 -0.14 0.29 -0.22 -0.43 0.391 0.254 0.349 0.14 4.33E+04 5.17E+04 1.93E+04 2.75E+04 4.85E+04 2.76E+04 5.99E+04 3.84E+04 4.16E+04 2.42E+04 4.91E+04 2.51E+04 873.7697 3 41.1

NET1 YJL076W IEAPSPSVNK[5] Phospho 99.6 0.24 0.90 0.85 -0.65 0.142 0.006 0.005 0.02 4.98E+04 4.03E+04 5.53E+04 6.54E+04 4.62E+04 6.07E+04 8.27E+04 8.10E+04 1.07E+05 8.58E+04 7.56E+04 1.01E+05 561.2653 2 17.86

ASF1 YJL115W IEGGSTDIESTPK[6] Phospho 92.6 0.56 0.66 0.71 -0.09 0.015 0.064 0.028 0.38 1.34E+04 1.67E+04 2.01E+04 2.70E+04 2.21E+04 2.50E+04 1.84E+04 2.62E+04 3.45E+04 2.71E+04 2.15E+04 3.37E+04 707.3104 2 41.31



CDC37 YDR168W IELSDDSDVEVHPNVDK[4] Phospho ,[7] Phospho 100.0, 100.0 -0.21 0.37 -0.05 -0.58 0.298 0.120 0.358 0.12 7.45E+04 7.83E+04 9.27E+04 4.05E+04 1.05E+05 6.69E+04 7.98E+04 1.36E+05 1.01E+05 7.89E+04 8.56E+04 7.32E+04 690.9487 3 36.37

CDC37 YDR168W IELSDDSDVEVHPNVDKK[4] Phospho ,[7] Phospho 100.0, 100.0 -0.49 -0.11 -0.27 -0.38 0.001 0.264 0.005 0.05 6.98E+05 6.53E+05 7.11E+05 4.48E+05 5.23E+05 5.02E+05 5.11E+05 7.44E+05 6.61E+05 5.90E+05 5.35E+05 5.88E+05 1099.967 2 22.86

CDC37 YDR168W IELSDDSDVEVHPNVDKK[4] Phospho ,[7] Phospho 100.0, 100.0 -0.41 0.04 -0.19 -0.45 0.003 0.358 0.041 0.01 9.38E+05 8.69E+05 1.01E+06 7.05E+05 7.37E+05 6.87E+05 8.80E+05 1.09E+06 9.37E+05 8.78E+05 7.86E+05 8.12E+05 733.6472 3 24.16

SAC7 YDR389W IENVSPSK [5] Phospho 100.0 0.19 0.11 0.36 0.08 0.327 0.390 0.255 0.34 3.33E+04 1.18E+04 2.52E+04 2.69E+04 2.19E+04 3.15E+04 2.31E+04 2.52E+04 2.77E+04 4.34E+04 2.12E+04 2.58E+04 477.2206 2 28.55

YSH1 YLR277C IEPIKEENEDNLDSQAEK[14] Phospho 100.0 2.54 -1.10 -1.77 3.64 0.000 0.006 0.003 0.00 9.71E+03 1.46E+04 1.43E+04 7.44E+04 7.11E+04 7.93E+04 6.21E+03 5.81E+03 6.03E+03 2.51E+03 4.04E+03 4.75E+03 1090.983 2 38.79

SCD5 YOR329C IEPSNISPQHTYSNNVR[7] Phospho 98.6 -0.05 0.38 0.13 -0.43 0.399 0.055 0.282 0.04 2.95E+04 3.69E+04 3.98E+04 3.23E+04 3.10E+04 3.95E+04 4.84E+04 3.79E+04 5.19E+04 3.26E+04 3.63E+04 4.73E+04 1018.465 2 21.51

SAM3 YPL274W IETESTTIPNDSDR[5] Phospho 99.2 -0.39 -0.16 -0.22 -0.24 0.048 0.198 0.111 0.12 5.96E+05 5.94E+05 7.59E+05 4.96E+05 4.16E+05 5.74E+05 5.74E+05 5.13E+05 6.62E+05 5.88E+05 4.87E+05 5.93E+05 829.3523 2 63.58

CRN1 YLR429W IETPVTPTETK[6] Phospho 99.6 0.88 0.65 0.15 0.23 0.005 0.082 0.305 0.24 3.23E+04 4.72E+04 4.73E+04 7.46E+04 6.92E+04 8.93E+04 8.63E+04 4.14E+04 7.12E+04 3.40E+04 4.97E+04 5.70E+04 648.3101 2 18.36

CRN1 YLR429W IETPVTPTETKK[6] Phospho 99.9 0.48 0.20 -0.10 0.28 0.029 0.360 0.376 0.29 3.01E+04 4.17E+04 3.55E+04 4.51E+04 4.64E+04 5.81E+04 6.63E+04 1.94E+04 3.78E+04 2.18E+04 3.40E+04 4.41E+04 712.3578 2 29.74

CRN1 YLR429W IETPVTPTETKK[6] Phospho 88.2 0.63 0.42 0.02 0.21 0.009 0.261 0.473 0.34 2.48E+04 3.48E+04 3.25E+04 4.45E+04 4.44E+04 5.40E+04 6.82E+04 1.88E+04 3.62E+04 2.07E+04 3.24E+04 4.04E+04 475.2408 3 20.68

AIM21 YIR003W IFQNPTDEESTTSLNEK[6] Phospho 100.0 -0.23 0.15 -0.01 -0.37 0.163 0.253 0.480 0.02 8.79E+04 9.72E+04 1.32E+05 9.55E+04 8.53E+04 9.04E+04 1.15E+05 1.05E+05 1.32E+05 8.93E+04 1.01E+05 1.24E+05 1016.942 2 69.39

MTC1 YJL123C IFVDEWGHPNNNGITPVEK[15] Phospho 100.0 0.54 0.39 0.07 0.15 0.089 0.113 0.442 0.28 6.95E+03 1.30E+04 8.48E+03 1.10E+04 1.74E+04 1.28E+04 1.24E+04 1.07E+04 1.40E+04 5.60E+03 1.23E+04 1.18E+04 749.351 3 23.22

SEC16 YPL085W IGDSLQGSPQR[4] Phospho ,[8] Phospho 100.0, 100.0 -0.32 -0.23 -0.21 -0.09 0.214 0.320 0.321 0.40 6.12E+04 2.85E+04 6.21E+04 4.53E+04 3.58E+04 4.07E+04 2.45E+04 5.41E+04 5.13E+04 5.92E+04 3.06E+04 4.11E+04 659.2657 2 17.73

SEC16 YPL085W IGDSLQGSPQR[8] Phospho 100.0 -0.04 0.44 0.38 -0.48 0.447 0.101 0.113 0.09 1.27E+05 1.02E+05 1.57E+05 1.13E+05 1.05E+05 1.57E+05 1.40E+05 1.59E+05 2.24E+05 2.05E+05 1.28E+05 1.70E+05 619.2823 2 52.86

STE2 YFL026W IGPFADASYK[8] Phospho92.7 -1.12 -0.33 -0.66 -0.79 0.090 0.279 0.175 0.04 5.17E+03 1.81E+04 1.28E+04 3.53E+03 8.21E+03 4.81E+03 1.10E+04 7.46E+03 1.02E+04 5.38E+03 1.13E+04 6.17E+03 574.7552 2 29.77

RPL12A YEL054C IGPLGLSPK [7] Phospho 100.0 2.39 2.45 0.75 -0.06 0.001 0.001 0.040 0.40 1.29E+04 2.83E+04 2.01E+04 8.95E+04 1.30E+05 1.02E+05 1.30E+05 9.65E+04 1.08E+05 2.77E+04 4.14E+04 3.39E+04 481.2595 2 27.86

RPL12A YEL054C IGPLGLSPKK[7] Phospho 100.0 2.36 2.22 0.61 0.14 0.000 0.011 0.055 0.34 1.22E+04 1.65E+04 1.42E+04 6.39E+04 7.39E+04 8.25E+04 8.86E+04 4.00E+04 7.11E+04 1.57E+04 2.21E+04 2.76E+04 545.3073 2 30.91

SEC2 YNL272C IGPLVEDDSDEDQNDAISVR[9] Phospho 100.0 1.77 3.06 2.52 -1.29 0.117 0.009 0.011 0.06 4.01E+02 3.59E+03 1.47E+03 2.28E+02 8.89E+03 9.57E+03 8.80E+03 1.72E+04 1.97E+04 6.12E+03 1.21E+04 1.33E+04 756.3288 3 22.19

SEC2 YNL272C IGPLVEDDSDEDQNDAISVR[9] Phospho 100.0 -0.33 0.13 -0.18 -0.46 0.261 0.349 0.250 0.21 6.59E+04 9.57E+04 8.28E+04 2.55E+04 1.02E+05 6.69E+04 5.56E+04 1.08E+05 1.04E+05 5.78E+04 6.83E+04 8.99E+04 1133.991 2 68.69

NOT3 YIL038C IGSALNTPK [3] Phospho 100.0 -0.26 -0.10 0.26 -0.16 0.159 0.308 0.216 0.28 1.54E+04 1.84E+04 2.00E+04 1.22E+04 1.36E+04 1.93E+04 1.89E+04 1.34E+04 1.79E+04 1.51E+04 2.11E+04 2.84E+04 490.7446 2 55.87

NOT3 YIL038C IGSALNTPK [7] Phospho 99.9 -0.20 0.53 0.25 -0.73 0.333 0.204 0.326 0.14 1.27E+03 2.79E+03 2.57E+03 1.21E+03 2.08E+03 2.49E+03 3.90E+03 1.30E+03 4.40E+03 1.68E+03 2.16E+03 4.05E+03 490.7443 2 17.6

ENO2 YHR174W IGSEVYHNLK[3] Phospho 99.9 -0.62 -0.03 -0.40 -0.59 0.074 0.462 0.176 0.01 1.52E+04 2.92E+04 2.56E+04 1.21E+04 1.85E+04 1.49E+04 2.33E+04 2.03E+04 2.51E+04 1.09E+04 2.02E+04 2.19E+04 620.2926 2 18.47

HSP150 YJL159W IGSIVANR [3] Phospho 100.0 1.86 1.90 1.61 -0.05 0.010 0.003 0.010 0.42 6.11E+02 8.75E+02 3.00E+03 4.69E+03 4.70E+03 6.95E+03 5.68E+03 5.27E+03 5.92E+03 4.46E+03 4.08E+03 5.19E+03 455.2315 2 50.1

NHA1 YLR138W IHSLVDK [3] Phospho 100.0 -0.88 0.72 -0.37 -1.61 0.082 0.107 0.233 0.03 5.07E+04 3.91E+04 2.24E+04 3.14E+04 1.20E+04 1.75E+04 6.40E+04 3.60E+04 8.54E+04 4.15E+04 2.56E+04 1.99E+04 446.2204 2 21.17

RRP15 YPR143W IIDNEQSDAEEDDDEEEEDDDFPRK[7] Phospho 100.0 -0.15 -0.23 -0.02 0.08 0.033 0.006 0.448 0.07 1.83E+06 1.64E+06 1.74E+06 1.65E+06 1.53E+06 1.52E+06 1.43E+06 1.49E+06 1.50E+06 1.96E+06 1.55E+06 1.64E+06 1026.39 3 90.85

YLR413W YLR413W IIEEHESPIDAEK[7] Phospho 100.0 0.09 0.12 -0.37 -0.03 0.237 0.346 0.060 0.46 1.41E+04 1.71E+04 1.71E+04 1.64E+04 1.61E+04 1.89E+04 1.95E+04 1.13E+04 2.17E+04 9.44E+03 1.35E+04 1.44E+04 795.358 2 23.87

UBP1 YDL122W IIEHSDVENENVK[5] Phospho 100.0 0.14 0.26 -0.01 -0.11 0.265 0.206 0.488 0.34 6.25E+04 7.66E+04 9.50E+04 8.16E+04 7.63E+04 1.01E+05 1.07E+05 6.57E+04 1.07E+05 6.05E+04 6.78E+04 1.04E+05 535.91 3 17.12

UBP1 YDL122W IIEHSDVENENVK[5] Phospho 100.0 0.11 0.23 0.15 -0.12 0.309 0.226 0.323 0.34 1.32E+05 1.62E+05 1.95E+05 1.56E+05 1.63E+05 2.09E+05 2.20E+05 1.33E+05 2.21E+05 1.34E+05 1.69E+05 2.40E+05 803.3619 2 55.13

YOL103W-B L103W-B IIHRSPSIDASPPENNSSHNIVPIK[5] Phospho 83.3 -0.31 0.08 0.51 -0.39 0.244 0.438 0.083 0.25 3.98E+04 2.41E+04 2.32E+04 3.07E+04 2.56E+04 1.38E+04 4.69E+04 1.67E+04 2.84E+04 3.37E+04 3.98E+04 5.03E+04 701.353 4 25.48

AIM38 YNR018W IITGAWAASLYGSWVIVNK[11] Phospho 45.5 -1.36 -1.75 0.29 0.39 0.162 0.131 0.372 0.26 4.82E+05 1.33E+05 8.68E+04 8.03E+04 1.36E+05 5.69E+04 5.30E+04 1.09E+05 4.64E+04 1.30E+05 3.75E+05 3.52E+05 710.3651 3 19.77

GAT1 YFL021W IKSSTSVQSSATPPSNTSSNPDIK[3] Phospho, [6] Phospho36.1, 70.9 -0.86 -0.67 -0.41 -0.19 0.026 0.070 0.162 0.28 3.24E+04 1.90E+04 2.27E+04 1.44E+04 1.25E+04 1.41E+04 1.01E+04 2.02E+04 1.65E+04 2.44E+04 1.20E+04 1.95E+04 865.0525 3 27.47

BUD27 YFL023W ILENISDDDYDDDDDGNK[6] Phospho 100.0 0.41 0.38 0.10 0.02 0.128 0.042 0.305 0.47 7.83E+04 1.02E+05 8.26E+04 7.67E+04 1.44E+05 1.28E+05 9.99E+04 1.31E+05 1.12E+05 9.08E+04 1.09E+05 8.12E+04 1075.9 2 86.56

BUD27 YFL023W ILENISDDDYDDDDDGNKK[6] Phospho 100.0 0.49 -0.06 0.27 0.55 0.000 0.260 0.049 0.00 8.77E+04 7.90E+04 7.81E+04 1.16E+05 1.16E+05 1.12E+05 7.42E+04 8.54E+04 7.52E+04 1.12E+05 9.82E+04 8.63E+04 1139.948 2 85.79

BUD27 YFL023W ILENISDDDYDDDDDGNKK[6] Phospho 100.0 0.50 0.20 0.24 0.31 0.002 0.166 0.092 0.04 5.50E+04 4.54E+04 4.58E+04 6.82E+04 6.84E+04 7.07E+04 4.46E+04 6.25E+04 6.05E+04 6.48E+04 5.82E+04 4.94E+04 760.3015 3 30.12

SWI4 YER111C ILENSPILYR [5] Phospho 100.0 0.83 2.17 1.69 -1.35 0.204 0.006 0.027 0.03 1.61E+03 8.52E+03 1.28E+04 2.50E+03 1.93E+04 1.89E+04 4.48E+04 2.81E+04 3.07E+04 1.49E+04 3.35E+04 2.58E+04 649.3318 2 31.71

MUK1 YPL070W ILIVGTSVSSPNK[10] Phospho99.7 0.14 1.34 1.06 -1.20 0.181 0.001 0.002 0.00 4.74E+04 6.05E+04 6.32E+04 5.85E+04 6.91E+04 6.14E+04 1.36E+05 1.65E+05 1.33E+05 1.11E+05 1.36E+05 1.09E+05 697.8686 2 58.07

NDD1 YOR372C ILNDVGTPYAK[7] Phospho100.0 0.94 3.27 1.98 -2.33 0.003 0.012 0.062 0.02 3.15E+02 3.48E+02 2.27E+02 5.03E+02 6.44E+02 5.93E+02 2.79E+03 1.75E+03 4.34E+03 5.56E+02 2.11E+03 9.42E+02 635.8078 2 32.38

SCY1 YGL083W ILNSPPQTPSSR[4] Phospho 100.0 -0.34 0.19 0.17 -0.53 0.064 0.168 0.137 0.01 2.64E+04 3.57E+04 3.57E+04 2.57E+04 2.28E+04 2.89E+04 3.41E+04 3.47E+04 4.26E+04 3.65E+04 3.51E+04 3.87E+04 688.8326 2 43.49

NSG2 YNL156C ILSASSIHENFPSR[3] Phospho 100.0 0.05 -0.06 -0.39 0.10 0.453 0.441 0.212 0.33 7.04E+03 1.46E+04 8.62E+03 8.79E+03 1.26E+04 9.88E+03 1.11E+04 7.84E+03 1.02E+04 5.05E+03 9.38E+03 8.73E+03 819.3877 2 25.47

NSG2 YNL156C ILSASSIHENFPSR[3] Phospho ,[5] Phospho 100.0, 50.0 -0.27 -0.47 -0.46 0.20 0.053 0.050 0.005 0.25 1.61E+05 1.81E+05 1.68E+05 1.20E+05 1.63E+05 1.40E+05 9.82E+04 1.65E+05 1.05E+05 1.39E+05 1.19E+05 1.12E+05 859.3714 2 23.25

NSG2 YNL156C ILSASSIHENFPSR[3] Phospho ,[6] Phospho 100.0, 87.1 -0.16 -0.43 -0.44 0.27 0.236 0.073 0.007 0.22 1.22E+05 1.47E+05 1.26E+05 9.22E+04 1.47E+05 1.14E+05 8.33E+04 1.32E+05 7.75E+04 1.01E+05 9.49E+04 9.54E+04 573.2501 3 23.26

RPL18A YOL120C ILSTGR [3] Phospho89.9 -3.59 0.44 -0.57 -4.03 0.066 0.307 0.282 0.02 4.32E+02 0.00E+00 4.34E+02 0.00E+00 4.48E+01 0.00E+00 1.96E+02 3.45E+02 6.45E+02 2.71E+02 2.11E+02 9.52E+01 363.6807 2 16.09

TPO1 YLL028W ILTGSVNEPDRVEVDYTNCAPMGGDRPYPPSLPSR[3] Phospho ,[5] Phospho 99.9, 99.9 -0.56 -0.03 0.06 -0.53 0.098 0.461 0.432 0.12 9.69E+05 8.72E+05 6.53E+05 5.34E+05 8.30E+05 3.33E+05 7.50E+05 1.04E+06 6.60E+05 7.01E+05 1.24E+06 6.66E+05 1005.701 4 53.99

RPL7A YGL076C ILTPESQLK [3] Phospho 100.0 -0.04 0.39 -0.08 -0.43 0.447 0.235 0.421 0.20 8.30E+04 1.35E+05 8.45E+04 9.47E+04 1.12E+05 8.85E+04 2.01E+05 8.44E+04 1.11E+05 5.53E+04 1.27E+05 1.03E+05 554.7866 2 30.49

YNL095C YNL095C ILTSDATVSK[3] Phospho 99.5 0.49 0.57 0.70 -0.09 0.132 0.110 0.044 0.41 3.28E+03 6.65E+03 6.91E+03 6.50E+03 6.67E+03 1.04E+04 1.07E+04 5.65E+03 8.68E+03 7.38E+03 8.99E+03 1.09E+04 557.7735 2 33.71

POG1 YIL122W INASELASPR[8] Phospho 100.0 0.16 0.58 0.19 -0.42 0.266 0.031 0.188 0.05 2.74E+04 4.11E+04 4.22E+04 3.61E+04 3.82E+04 4.93E+04 4.90E+04 5.08E+04 6.58E+04 3.77E+04 4.33E+04 4.56E+04 569.2688 2 36.49

RAD9 YDR217C INFEPILEVPETSSPSK[16] Phospho 86.7 -0.96 -0.44 -0.07 -0.52 0.017 0.109 0.413 0.07 3.96E+04 3.97E+04 2.47E+04 1.73E+04 1.50E+04 2.13E+04 2.26E+04 3.30E+04 2.12E+04 4.07E+04 3.46E+04 2.38E+04 983.9755 2 16.45

PHO91 YNR013C INNDENSSGNEEDEDGNRQEVLDFQDAER[8] Phospho 89.0 -0.21 -0.29 -0.18 0.07 0.153 0.146 0.230 0.40 1.17E+05 8.98E+04 1.02E+05 8.09E+04 1.07E+05 7.84E+04 6.32E+04 1.08E+05 8.11E+04 6.79E+04 1.10E+05 9.49E+04 1140.125 3 33.85

CDC45 YLR103C INNDNNDDTDGEEEEDNSAQK[9] Phospho 100.0 -0.42 -1.34 -0.23 0.92 0.219 0.052 0.338 0.01 3.48E+04 1.16E+04 2.52E+04 2.15E+04 1.59E+04 1.62E+04 8.67E+03 7.23E+03 1.25E+04 2.64E+04 1.35E+04 2.14E+04 815.9653 3 20.55

DGR2 YKL121W INNHNNDSILENR[8] Phospho 100.0 -0.33 -0.42 -0.11 0.10 0.055 0.073 0.212 0.36 1.16E+04 1.06E+04 1.37E+04 1.06E+04 9.98E+03 8.08E+03 8.75E+03 6.58E+03 1.15E+04 1.06E+04 1.06E+04 1.20E+04 816.8601 2 19.71

GAT1 YFL021W INNNITPPPSSSLNPGAAGK[6] Phospho 99.1 -0.64 -0.19 -0.56 -0.46 0.007 0.167 0.012 0.02 7.67E+04 6.08E+04 8.09E+04 4.56E+04 4.96E+04 4.46E+04 5.38E+04 7.00E+04 6.83E+04 4.46E+04 4.92E+04 5.41E+04 1014.992 2 15.73

RSC4 YKR008W INQALLGASSPK[10] Phospho 99.7 0.79 0.76 0.08 0.03 0.138 0.138 0.462 0.46 4.68E+01 4.24E+03 2.67E+03 2.91E+03 4.47E+03 4.63E+03 4.67E+03 3.80E+03 3.33E+03 1.67E+03 3.31E+03 2.38E+03 639.8267 2 33.65

HPR1 YDR138W INSASQTEGDELK[3] Phospho 100.0 -1.89 -1.53 -0.64 -0.36 0.000 0.001 0.011 0.09 1.81E+04 1.70E+04 2.19E+04 4.85E+03 4.42E+03 6.04E+03 7.16E+03 5.07E+03 7.48E+03 1.41E+04 1.01E+04 1.24E+04 736.3198 2 61.55

HPR1 YDR138W INSASQTEGDELK[5] Phospho 100.0 2.78 -0.11 -1.04 2.89 0.000 0.332 0.042 0.00 6.93E+03 7.24E+03 1.04E+04 6.08E+04 4.88E+04 6.00E+04 6.85E+03 7.39E+03 8.60E+03 6.87E+03 2.25E+03 2.83E+03 736.319 2 66.79

RPL7A YGL076C INSGTFVK [3] Phospho 99.9 -1.69 -0.49 -0.21 -1.20 0.001 0.063 0.069 0.03 3.69E+03 4.54E+03 4.36E+03 1.08E+03 9.84E+02 1.81E+03 3.04E+03 1.96E+03 3.94E+03 3.42E+03 3.94E+03 3.54E+03 473.2261 2 20.96

YMR086W YMR086W INSLTQR [3] Phospho 99.5 -0.81 -1.97 -1.57 1.16 0.242 0.103 0.126 0.16 2.79E+04 9.05E+03 5.57E+03 1.56E+04 3.22E+03 5.44E+03 2.88E+03 2.46E+03 5.47E+03 6.15E+03 2.61E+03 5.57E+03 456.2208 2 30.54

ENT2 YLR206W IPAQHTK [6] Phospho 100.0 2.49 1.06 -0.16 1.42 0.069 0.171 0.418 0.12 9.52E+02 3.15E+03 8.38E+02 1.26E+04 1.22E+03 1.41E+04 6.37E+03 1.39E+03 2.61E+03 1.00E+03 1.86E+03 1.55E+03 437.7124 2 16.16

FAS1 YKL182W IPAVEYFGGESPVDVQSQVDSSSVSEDSAVFK[25] Phospho 99.0 0.12 0.17 -0.14 -0.05 0.351 0.291 0.332 0.43 1.07E+06 1.26E+06 6.97E+05 1.13E+06 1.31E+06 8.50E+05 1.15E+06 1.33E+06 9.10E+05 9.45E+05 1.10E+06 6.90E+05 1147.188 3 49.82

FAS1 YKL182W IPAVEYFGGESPVDVQSQVDSSSVSEDSAVFK[25] Phospho 49.8 0.08 0.16 -0.23 -0.08 0.410 0.312 0.267 0.37 1.46E+05 1.94E+05 9.41E+04 1.44E+05 1.92E+05 1.24E+05 1.62E+05 1.86E+05 1.38E+05 1.26E+05 1.42E+05 1.04E+05 860.6432 4 46.68

DPP1 YDR284C IPDEELHPLSDEGM[10] Phospho 100.0 -0.86 0.13 0.29 -0.99 0.078 0.304 0.299 0.04 1.07E+05 1.63E+05 1.07E+05 6.09E+04 1.19E+05 2.88E+04 1.38E+05 1.57E+05 1.18E+05 9.19E+04 2.40E+05 1.28E+05 831.343 2 49.45

TAF7 YMR227C IPGEAYDSEASDIEDDPLIESGVILR[6,[8] Phospho ] Phospho 99.8, 98.3 -0.45 -0.33 -0.63 -0.12 0.174 0.264 0.110 0.40 2.42E+05 2.89E+05 1.31E+05 1.57E+05 2.16E+05 1.11E+05 1.33E+05 2.66E+05 1.27E+05 1.53E+05 1.81E+05 9.44E+04 988.4375 3 42.84

SSD1 YDR293C IPGQLFSGTLGLLRPSQQANSDNNKPPQSPK[29] Phospho 99.9 0.29 -0.20 -0.52 0.49 0.070 0.260 0.106 0.03 5.05E+04 5.72E+04 3.77E+04 5.81E+04 6.22E+04 5.76E+04 2.90E+04 5.04E+04 4.74E+04 2.02E+04 4.83E+04 3.26E+04 843.1804 4 18.57

MRC1 YCL061C IPIIPTELIGTSPLFQSIQNR[12] Phospho97.6 -1.26 -2.22 -1.99 0.96 0.049 0.022 0.024 0.03 1.70E+04 2.88E+04 1.16E+04 6.22E+03 1.01E+04 7.62E+03 5.04E+03 5.26E+03 1.99E+03 5.15E+03 5.45E+03 3.86E+03 806.4324 3 34.37

YLR419W YLR419W IPTVVKYPFVLFTTSQVTNKLYLR[3] Phospho ,[18] Phospho ,[22] Phospho 46.1, 61.1, 66.40.30 0.20 0.31 0.09 0.035 0.179 0.040 0.29 3.40E+06 2.98E+06 3.96E+06 4.49E+06 3.97E+06 4.24E+06 4.80E+06 3.43E+06 3.69E+06 4.60E+06 3.89E+06 4.30E+06 767.6312 4 20.27

HOG1 YLR113W IQDPQMTGYVSTR[7] Phospho ,[9] Phospho 98.7, 92.1 -0.97 -0.31 0.57 -0.67 0.029 0.249 0.027 0.18 9.00E+03 7.53E+03 1.05E+04 4.25E+03 7.24E+03 2.26E+03 3.82E+03 1.12E+04 6.78E+03 1.46E+04 1.50E+04 1.06E+04 828.3316 2 16.09

HOG1 YLR113W IQDPQMTGYVSTR[9] Phospho 94.9 -0.35 -0.43 0.10 0.08 0.140 0.000 0.131 0.40 4.51E+04 4.48E+04 4.45E+04 3.03E+04 5.02E+04 2.51E+04 3.41E+04 3.36E+04 3.20E+04 4.47E+04 4.65E+04 5.25E+04 788.3484 2 45.85

YNL054W-B L054W-B IQEYDKASTK[8] Phospho 99.5 0.61 0.41 1.53 0.19 0.104 0.284 0.006 0.34 9.53E+03 3.28E+03 4.64E+03 7.77E+03 8.56E+03 1.03E+04 1.22E+04 7.20E+03 3.79E+03 2.00E+04 1.63E+04 1.42E+04 631.7871 2 26.6

SNG1 YGR197C IQTGLFSPR [3] Phospho 100.0 0.23 0.62 -0.07 -0.39 0.227 0.035 0.427 0.02 2.18E+04 4.41E+04 3.17E+04 3.50E+04 4.28E+04 3.69E+04 5.47E+04 4.43E+04 5.10E+04 2.07E+04 3.82E+04 3.39E+04 549.7711 2 42.91

SWI6 YLR182W IRSQLLK [3] Phospho 100.0 -11.26 -4.80 -2.00 -6.46 0.001 0.001 0.002 0.01 5.10E+04 7.32E+04 7.55E+04 0.00E+00 5.14E+01 0.00E+00 3.42E+03 1.58E+03 2.15E+03 1.56E+04 1.53E+04 1.90E+04 469.2651 2 21.18

IMH1 YLR309C IRSSSSLELDSEK[3] Phospho 86.9 -0.07 -0.47 -1.24 0.41 0.432 0.187 0.051 0.20 5.39E+03 6.18E+03 3.07E+03 5.43E+03 3.18E+03 5.37E+03 4.94E+03 1.58E+03 4.02E+03 4.10E+02 2.08E+03 3.70E+03 765.8567 2 28.11

HER1 YOR227W IRTAQDQPVK[3] Phospho 100.0 0.90 -0.48 -0.09 1.37 0.087 0.330 0.363 0.11 1.08E+04 1.03E+04 7.38E+03 1.30E+04 1.27E+04 2.74E+04 1.78E+04 1.85E+03 7.81E+02 7.10E+03 8.93E+03 1.08E+04 618.3102 2 22.63



CHS3 YBR023C ISDEGVAEDEFDKDGDVDNFEESSTQPINK[24] Phospho 49.5 0.11 0.17 0.26 -0.06 0.273 0.198 0.123 0.40 3.79E+05 4.34E+05 4.87E+05 3.99E+05 4.56E+05 5.53E+05 5.84E+05 4.45E+05 4.35E+05 4.65E+05 4.63E+05 6.26E+05 1137.143 3 33.2

CLA4 YNL298W ISDNDFQNIGPAPRPPSSNSQGR[20] Phospho 88.8 -0.28 0.03 -0.23 -0.30 0.056 0.443 0.120 0.06 5.10E+04 6.35E+04 6.70E+04 5.00E+04 4.68E+04 5.31E+04 5.07E+04 6.57E+04 6.86E+04 4.31E+04 5.39E+04 5.76E+04 845.3859 3 25.56

HSL1 YKL101W ISEESSQLVLPVVEK[2] Phospho33.3 -0.80 -0.19 -0.23 -0.61 0.095 0.322 0.303 0.04 5.86E+03 1.32E+04 8.18E+03 5.46E+03 7.04E+03 3.16E+03 8.85E+03 7.61E+03 7.44E+03 5.70E+03 9.09E+03 8.41E+03 868.9397 2 18.51

SAP190 YKR028W ISEHRDGNSLYNEDNDENGSDK[9] Phospho 83.9 -0.86 -1.28 -0.48 0.41 0.006 0.018 0.032 0.22 3.70E+03 2.71E+03 2.79E+03 1.61E+03 1.63E+03 1.80E+03 8.15E+02 7.15E+02 2.24E+03 2.37E+03 1.93E+03 2.29E+03 863.3454 3 15.07

PGK1 YCR012W ISHVSTGGGASLELLEGK[2] Phospho33.3 -0.22 0.36 0.32 -0.58 0.229 0.209 0.169 0.11 3.72E+03 6.15E+03 5.18E+03 3.67E+03 5.33E+03 3.89E+03 9.10E+03 5.88E+03 4.33E+03 5.94E+03 7.95E+03 4.89E+03 612.3039 3 18.34

PUF6 YDR496C ISIDSSDEESELSK[5] Phospho ,[6] Phospho 100.0, 100.0 -0.61 -0.12 -0.24 -0.49 0.105 0.400 0.088 0.26 7.88E+05 8.03E+05 8.15E+05 1.79E+05 8.18E+05 5.77E+05 3.81E+05 1.19E+06 6.36E+05 7.57E+05 7.49E+05 5.27E+05 849.8242 2 36.73

PUF6 YDR496C ISIDSSDEESELSKK[5] Phospho ,[6] Phospho 98.6, 98.5 -0.85 -0.21 -0.59 -0.65 0.054 0.320 0.004 0.20 2.26E+04 2.15E+04 2.66E+04 3.57E+03 1.95E+04 1.61E+04 1.25E+04 3.22E+04 1.66E+04 1.52E+04 1.60E+04 1.59E+04 609.5835 3 18.77

EIS1 YMR031C ISIGNK [2] Phospho 100.0 0.93 -1.41 0.18 2.34 0.122 0.069 0.381 0.03 9.95E+03 4.22E+03 4.02E+03 1.85E+04 7.23E+03 8.93E+03 3.48E+03 2.07E+03 1.27E+03 9.76E+03 4.79E+03 6.03E+03 356.1756 2 18.32

TPS3 YMR261C ISKKLEQDFSSFPVVTDDITFK[10] Phospho, [11] Phospho58.6, 58.6 -0.19 -0.37 0.20 0.18 0.355 0.247 0.312 0.37 7.43E+05 3.40E+05 4.97E+05 6.82E+05 3.32E+05 3.73E+05 2.48E+05 6.13E+05 3.59E+05 7.80E+05 5.52E+05 4.83E+05 902.0948 3 16.76

DBF20 YPR111W ISLNHSPK [6] Phospho 100.0 -2.06 0.65 -0.56 -2.71 0.025 0.119 0.187 0.01 3.00E+04 1.74E+04 1.20E+04 5.94E+03 2.84E+03 5.44E+03 2.81E+04 2.23E+04 4.29E+04 1.97E+04 1.31E+04 7.39E+03 488.2362 2 26.14

PSK1 YAL017W ISLSPSTESLADSK[6] Phospho, [7] Phospho92.2, 92.1 -0.20 0.13 0.18 -0.33 0.364 0.322 0.229 0.29 1.41E+04 1.86E+04 1.95E+04 5.87E+03 2.58E+04 1.39E+04 1.50E+04 2.45E+04 1.77E+04 1.91E+04 2.39E+04 1.62E+04 797.8331 2 19.71

NUP60 YAR002W ISPSAPSK [2] Phospho 98.4 0.51 -0.74 0.19 1.25 0.173 0.201 0.373 0.03 1.14E+04 3.74E+03 5.08E+03 1.04E+04 6.99E+03 1.15E+04 7.33E+03 2.52E+03 2.26E+03 1.07E+04 5.65E+03 6.79E+03 433.7044 2 17.61

YEL043W YEL043W ISSDFNLLVPNLSPR[13] Phospho 100.0 0.01 -0.11 -0.04 0.12 0.482 0.382 0.442 0.36 1.35E+04 1.99E+04 1.39E+04 1.28E+04 1.91E+04 1.58E+04 1.94E+04 1.49E+04 9.70E+03 1.74E+04 1.77E+04 1.08E+04 876.4398 2 29.5

NET1 YJL076W ISSGIDAGKK[3] Phospho 99.9 0.00 -1.07 -0.12 1.07 0.498 0.103 0.417 0.03 7.03E+03 2.00E+03 3.94E+03 3.89E+03 3.11E+03 6.00E+03 2.54E+03 1.44E+03 2.21E+03 4.63E+03 3.94E+03 3.40E+03 528.2599 2 29.21

NUP60 YAR002W ISSMPGGYFHSEISPDSTVNR[8] Phospho 78.7 -0.47 0.55 0.50 -1.02 0.224 0.070 0.154 0.06 1.06E+04 1.53E+04 1.08E+04 6.72E+03 1.61E+04 3.69E+03 2.10E+04 2.01E+04 1.26E+04 1.03E+04 2.45E+04 1.73E+04 787.6791 3 16.93

TAF12 YDR145W ISSSNSTEIPSVTGPDALK[4] Phospho 59.0 0.46 0.28 -0.10 0.18 0.053 0.122 0.320 0.17 1.78E+04 2.87E+04 2.48E+04 2.90E+04 3.85E+04 3.08E+04 3.02E+04 3.14E+04 2.50E+04 2.24E+04 2.24E+04 2.17E+04 991.9711 2 52.82

VTC3 YPL019C ISVPDGK [2] Phospho 100.0 -0.35 0.09 0.14 -0.44 0.147 0.373 0.301 0.04 5.47E+04 4.08E+04 7.14E+04 4.18E+04 3.62E+04 5.25E+04 5.16E+04 5.84E+04 6.72E+04 6.42E+04 5.14E+04 6.86E+04 398.1861 2 26.25

SPA2 YLL021W ITAQESIKSPEAAR[9] Phospho 99.4 0.89 2.52 1.72 -1.63 0.021 0.011 0.032 0.02 8.53E+02 1.73E+03 1.53E+03 1.96E+03 2.80E+03 2.91E+03 9.77E+03 4.40E+03 9.58E+03 2.35E+03 4.70E+03 6.58E+03 790.8873 2 20.44

SPA2 YLL021W ITAQESIKSPEAAR[9] Phospho 99.4 0.61 1.85 1.31 -1.24 0.022 0.020 0.023 0.03 2.05E+03 3.91E+03 3.34E+03 4.52E+03 4.70E+03 5.00E+03 1.46E+04 6.04E+03 1.31E+04 4.72E+03 8.85E+03 9.57E+03 527.5941 3 17.43

NDI1 YML120C ITEETIPYGTLIWATGNK[5] Phospho ,[8,[10] Phospho ,[15] Phospho 93.7, 96.3, 93.7, 97.4-0.14 -0.24 -0.51 0.10 0.347 0.124 0.161 0.39 8.12E+05 7.91E+05 1.04E+06 8.78E+05 4.76E+05 1.05E+06 6.36E+05 7.97E+05 8.12E+05 9.37E+05 2.00E+05 7.19E+05 582.4864 4 22.29

BEM3 YPL115C ITIKSPNK [5] Phospho100.0 -0.78 -2.33 -1.01 1.55 0.056 0.006 0.032 0.03 1.54E+04 1.13E+04 8.70E+03 9.58E+03 4.78E+03 6.34E+03 2.59E+03 6.60E+02 3.80E+03 4.15E+03 5.12E+03 8.38E+03 490.7625 2 16.51

YDR239C YDR239C ITNEIDSGSSNEDDDDGLQEK[9] Phospho 89.6 0.09 -0.41 0.18 0.49 0.250 0.059 0.128 0.05 4.40E+04 3.95E+04 4.45E+04 5.00E+04 4.69E+04 3.91E+04 2.26E+04 3.42E+04 3.98E+04 5.59E+04 4.20E+04 4.73E+04 1180.968 2 26.58

BEM1 YBR200W ITSADISTPSHDNGSVIK[2] Phospho49.8 -0.30 -0.10 -0.05 -0.20 0.141 0.375 0.430 0.27 1.27E+04 1.87E+04 1.92E+04 1.24E+04 1.20E+04 1.67E+04 1.92E+04 1.06E+04 1.74E+04 1.20E+04 1.76E+04 1.93E+04 961.4489 2 18.65

SWI4 YER111C ITSPSSYNK [3] Phospho 98.9 -0.22 0.49 0.59 -0.71 0.320 0.112 0.103 0.01 8.49E+03 8.15E+03 1.73E+04 1.15E+04 9.59E+03 8.05E+03 1.37E+04 1.69E+04 1.69E+04 2.16E+04 1.43E+04 1.50E+04 538.7368 2 24.56

VTC2 YFL004W ITSQGDLEADGSSDEETEQEPHSK[12] Phospho ,[13] Phospho 100.0, 100.0 -0.68 -0.31 -0.21 -0.37 0.042 0.203 0.263 0.12 1.50E+06 8.39E+05 1.19E+06 7.07E+05 7.01E+05 7.88E+05 6.49E+05 1.18E+06 1.01E+06 1.23E+06 7.92E+05 1.03E+06 917.0188 3 39.96

RPL1B YGL135W ITSSQVR [4] Phospho 99.6 2.55 0.05 -0.20 2.50 0.003 0.461 0.388 0.00 1.92E+04 5.54E+03 1.15E+04 8.78E+04 5.40E+04 7.05E+04 1.04E+04 1.18E+04 1.53E+04 1.68E+04 7.98E+03 6.75E+03 435.7075 2 29.38

UTP14 YML093W IVDPYGGSDDEQGDNVFMFK[8] Phospho 100.0 -0.42 -0.12 0.24 -0.31 0.238 0.381 0.296 0.33 5.12E+04 6.32E+04 4.20E+04 3.10E+04 6.91E+04 1.66E+04 5.13E+04 6.52E+04 2.78E+04 4.43E+04 9.20E+04 4.89E+04 771.6531 3 42.52

UTP14 YML093W IVDPYGGSDDEQGDNVFMFK[8] Phospho 100.0 -0.41 -0.24 0.22 -0.17 0.218 0.290 0.338 0.40 1.22E+05 1.22E+05 7.89E+04 6.73E+04 1.34E+05 4.17E+04 8.65E+04 1.34E+05 5.31E+04 9.39E+04 1.96E+05 8.50E+04 1156.978 2 85.83

TDH3 YGR192C IVSNASCTTNCLAPLAK[6] Phospho 98.9 -0.51 -0.33 -0.21 -0.18 0.027 0.074 0.128 0.15 4.53E+04 4.52E+04 3.32E+04 3.13E+04 3.09E+04 2.48E+04 2.85E+04 3.71E+04 3.27E+04 3.61E+04 3.76E+04 3.31E+04 950.4404 2 40.64

NET1 YJL076W IVSNNSDDEDEDIGER[6] Phospho 100.0 0.37 0.02 0.14 0.35 0.111 0.466 0.295 0.11 8.40E+05 5.15E+05 8.25E+05 8.95E+05 7.89E+05 1.14E+06 6.32E+05 6.64E+05 9.21E+05 9.28E+05 6.97E+05 7.75E+05 943.8686 2 76.88

BMH1 YER177W IVSSIEQKEESK[11] Phospho 100.0 -0.34 -0.42 -0.16 0.08 0.142 0.108 0.300 0.31 1.26E+04 1.23E+04 1.95E+04 1.16E+04 1.04E+04 1.32E+04 1.10E+04 9.43E+03 1.27E+04 1.32E+04 1.10E+04 1.56E+04 728.8496 2 37.38

MHP1 YJL042W IVTNNEEEVTVSK[3] Phospho 100.0 0.33 -0.30 -0.32 0.63 0.147 0.192 0.226 0.03 7.80E+03 6.97E+03 1.18E+04 1.30E+04 9.00E+03 1.14E+04 7.64E+03 5.62E+03 8.33E+03 4.53E+03 6.98E+03 9.76E+03 771.3578 2 46.49

VPS54 YDR027C IVVPEGSPSR[7] Phospho 98.7 -0.70 -0.06 -0.22 -0.65 0.008 0.381 0.140 0.01 3.26E+04 3.37E+04 4.18E+04 2.29E+04 1.85E+04 2.49E+04 3.52E+04 2.89E+04 3.97E+04 2.51E+04 3.45E+04 3.31E+04 560.7736 2 22.4

BMS1 YPL217C IYGKPVQEEDADIDNLPSDEEPYTNDDDVQDSEPR[18] Phospho 99.9 -0.77 -0.71 -0.41 -0.05 0.048 0.063 0.132 0.41 4.98E+05 3.89E+05 2.55E+05 1.89E+05 2.28E+05 2.54E+05 2.25E+05 2.91E+05 1.81E+05 2.63E+05 3.25E+05 2.70E+05 1022.685 4 39.58

YMR178W YMR178W IYNLDK [2] Phospho 100.0 -0.84 -0.99 -0.34 0.15 0.114 0.105 0.286 0.38 4.44E+04 2.26E+04 1.69E+04 1.84E+04 1.13E+04 1.73E+04 1.76E+04 6.24E+03 1.86E+04 1.65E+04 1.80E+04 3.17E+04 423.1948 2 20.52

MYO4 YAL029C IYSTWLVK [2] Phospho 99.3 0.14 0.05 0.22 0.08 0.270 0.454 0.324 0.43 6.58E+04 4.94E+04 5.64E+04 5.91E+04 5.30E+04 7.67E+04 8.34E+04 2.62E+04 6.86E+04 4.16E+04 5.55E+04 1.03E+05 545.27 2 16.29

YRO2 YBR054W KAQEEEEDVATDSE[11] Phospho 100.0 -1.01 0.00 -0.95 -1.00 0.075 0.499 0.082 0.01 3.16E+04 1.13E+04 2.02E+04 1.25E+04 1.03E+04 8.60E+03 1.63E+04 2.13E+04 2.55E+04 1.26E+04 8.44E+03 1.16E+04 830.3177 2 39

YRO2 YBR054W KAQEEEEDVATDSE[11] Phospho ,[13] Phospho 100.0, 100.0 0.06 0.13 -0.15 -0.07 0.452 0.418 0.394 0.45 7.78E+05 2.41E+05 6.17E+05 7.14E+05 6.06E+05 3.88E+05 2.98E+05 8.93E+05 6.00E+05 6.92E+05 3.51E+05 4.29E+05 870.3007 2 47.1

YFR016C YFR016C KASADDIFK [3] Phospho 100.0 0.57 0.59 0.44 -0.02 0.264 0.217 0.297 0.49 3.17E+02 1.58E+03 6.21E+02 4.13E+02 1.33E+03 2.02E+03 1.75E+03 6.53E+02 1.42E+03 4.26E+02 1.61E+03 1.40E+03 537.7466 2 18.17

SPT2 YER161C KASPGATLR[3] Phospho 99.7 0.29 -0.06 -0.81 0.34 0.235 0.452 0.046 0.22 2.13E+03 1.09E+03 1.55E+03 1.56E+03 1.67E+03 2.61E+03 2.11E+03 9.17E+02 1.57E+03 7.34E+02 9.64E+02 1.01E+03 490.7496 2 21.29

NUP2 YLR335W KDESDSENDIEIK[4] Phospho 100.0 1.02 0.52 0.27 0.50 0.007 0.067 0.209 0.00 1.12E+04 1.09E+04 2.06E+04 3.18E+04 2.84E+04 2.65E+04 1.92E+04 1.99E+04 2.23E+04 1.86E+04 1.56E+04 1.75E+04 801.3328 2 59

NUP2 YLR335W KDESDSENDIEIK[4] Phospho ,[6] Phospho 100.0, 100.0 0.62 0.21 -0.07 0.41 0.025 0.353 0.405 0.19 1.41E+05 8.22E+04 1.27E+05 1.73E+05 2.06E+05 1.60E+05 5.97E+04 2.05E+05 1.41E+05 1.36E+05 9.80E+04 1.00E+05 841.3164 2 35.09

NUP2 YLR335W KDESDSENDIEIKGPEFK[4] Phospho ,[6] Phospho 100.0, 100.0 -0.60 -0.24 -0.58 -0.37 0.051 0.255 0.001 0.25 1.30E+05 1.28E+05 1.15E+05 4.45E+04 1.11E+05 9.06E+04 6.97E+04 1.55E+05 9.21E+04 8.12E+04 8.86E+04 7.98E+04 747.3073 3 24.9

SUR1 YPL057C KDSNTNIVLLK[3] Phospho 100.0 -0.65 -0.35 -0.27 -0.29 0.000 0.005 0.053 0.02 5.79E+04 5.50E+04 5.88E+04 3.43E+04 3.66E+04 3.88E+04 4.82E+04 4.00E+04 4.61E+04 3.82E+04 5.10E+04 5.29E+04 662.8472 2 46.38

FUI1 YBL042C KDTDSENNITIAQDDEK[5] Phospho 98.4 -0.09 -0.55 -0.06 0.46 0.385 0.165 0.381 0.22 2.28E+04 1.51E+04 2.27E+04 1.41E+04 1.81E+04 2.46E+04 9.46E+03 7.64E+03 2.41E+04 2.02E+04 2.04E+04 1.73E+04 1008.423 2 41.03

FUI1 YBL042C KDTDSENNITIAQDDEK[5] Phospho ,[10] Phospho 99.9, 100.0 -0.48 -0.33 -0.07 -0.15 0.145 0.295 0.432 0.39 3.86E+04 1.67E+04 2.69E+04 2.05E+04 1.85E+04 2.01E+04 8.08E+03 3.14E+04 2.62E+04 3.38E+04 2.11E+04 2.33E+04 1048.41 2 16.34

SUB1 YMR039C KEDIVSNINESK[11] Phospho 100.0 1.13 2.04 1.96 -0.90 0.005 0.000 0.003 0.00 9.14E+03 6.37E+03 1.10E+04 2.15E+04 1.58E+04 2.09E+04 3.23E+04 3.54E+04 4.12E+04 3.24E+04 2.77E+04 4.33E+04 728.3389 2 49.63

CHS3 YBR023C KEESDSFVA[6] Phospho 88.3 0.26 0.01 0.18 0.25 0.123 0.482 0.236 0.07 2.52E+04 2.21E+04 3.45E+04 3.54E+04 3.16E+04 3.09E+04 2.49E+04 2.51E+04 3.25E+04 2.84E+04 2.82E+04 3.57E+04 546.2185 2 16.52

YRB1 YDR002W KEGDDAPESPDIHFEPVVHLEK[9] Phospho 100.0 1.08 0.47 0.62 0.61 0.002 0.109 0.023 0.02 9.81E+04 1.68E+05 1.41E+05 2.57E+05 2.90E+05 3.12E+05 2.46E+05 1.60E+05 1.57E+05 1.82E+05 2.35E+05 2.08E+05 856.7271 3 55.77

YRB1 YDR002W KEGDDAPESPDIHFEPVVHLEK[9] Phospho 100.0 1.34 0.63 0.92 0.70 0.000 0.092 0.003 0.02 2.27E+05 3.74E+05 3.55E+05 7.60E+05 8.36E+05 8.17E+05 6.91E+05 3.91E+05 4.00E+05 5.46E+05 6.43E+05 6.23E+05 642.7974 4 43.23

YRB1 YDR002W KEGDDAPESPDIHFEPVVHLEK[9] Phospho 100.0 1.79 0.68 1.04 1.11 0.001 0.157 0.018 0.01 3.21E+03 7.14E+03 7.26E+03 1.78E+04 2.20E+04 2.14E+04 1.49E+04 6.24E+03 7.04E+03 9.28E+03 1.25E+04 1.44E+04 514.4392 5 24.8

DEF1 YKL054C KEISDIK [4] Phospho 100.0 -7.74 -2.27 -0.36 -5.47 0.003 0.007 0.180 0.00 2.12E+05 1.07E+05 1.87E+05 7.48E+02 7.44E+02 8.41E+02 3.81E+04 2.86E+04 3.79E+04 1.62E+05 1.04E+05 1.29E+05 456.7255 2 28.59

DEF1 YKL054C KEISDIKK [4] Phospho 100.0 -4.26 -3.53 -0.92 -0.73 0.002 0.002 0.021 0.23 1.51E+04 9.90E+03 9.91E+03 5.15E+02 5.40E+02 7.43E+02 1.75E+03 8.29E+01 1.16E+03 4.95E+03 6.38E+03 7.09E+03 520.7729 2 26.07

HPC2 YBR215W KENSSLSSIK[4] Phospho 89.0 -4.20 -1.12 0.23 -3.08 0.023 0.091 0.352 0.00 7.54E+03 1.87E+03 6.81E+03 6.55E+02 4.26E+01 1.56E+02 2.93E+03 2.64E+03 1.88E+03 9.07E+03 5.85E+03 4.12E+03 586.7815 2 27.33

UBP3 YER151C KEPEESVEENTSK[12] Phospho 99.9 0.06 -0.23 -0.08 0.29 0.420 0.250 0.411 0.07 1.05E+05 5.50E+04 8.26E+04 9.06E+04 7.88E+04 8.23E+04 6.28E+04 5.94E+04 8.38E+04 9.34E+04 5.70E+04 7.90E+04 793.3355 2 37.14

ABP1 YCR088W KEPVKTPSPAPAAK[6] Phospho ,[8] Phospho 100.0, 100.0 1.50 1.92 0.78 -0.42 0.000 0.001 0.018 0.02 2.60E+04 1.78E+04 2.29E+04 6.62E+04 5.79E+04 6.45E+04 8.92E+04 7.02E+04 9.32E+04 4.70E+04 3.15E+04 3.63E+04 527.5879 3 20.01

PIF1 YML061C KESSFDELQNNSISQER[3] Phospho50.0 -3.37 -1.35 -0.46 -2.02 0.000 0.001 0.022 0.00 1.61E+04 1.83E+04 1.44E+04 1.99E+03 3.96E+02 2.30E+03 7.70E+03 5.07E+03 6.38E+03 9.89E+03 1.19E+04 1.36E+04 1045.958 2 19.11

WHI4 YDL224C KESVPFLR [3] Phospho 100.0 -0.76 -0.50 -0.57 -0.26 0.012 0.057 0.090 0.19 6.74E+04 6.67E+04 4.86E+04 3.01E+04 3.63E+04 4.15E+04 5.54E+04 3.43E+04 3.94E+04 2.00E+04 5.49E+04 4.79E+04 528.2683 2 42.47

CDC33 YOL139C KFEENVSVDDTTATPK[14] Phospho 73.4 0.96 0.88 0.76 0.08 0.043 0.126 0.075 0.44 5.93E+03 1.86E+04 1.45E+04 2.03E+04 2.24E+04 3.30E+04 3.67E+04 1.17E+04 2.33E+04 1.61E+04 2.20E+04 2.80E+04 930.9174 2 18.14

TRM44 YPL030W KFEIDNGNESGEEDVK[10] Phospho 100.0 -0.59 -0.32 0.03 -0.26 0.017 0.114 0.436 0.13 4.25E+04 3.17E+04 4.44E+04 2.44E+04 2.59E+04 2.85E+04 2.85E+04 2.69E+04 3.94E+04 3.84E+04 3.93E+04 4.31E+04 945.3946 2 54.39

SPC29 YPL124W KFQDDTLNR[6] Phospho 100.0 -0.19 -0.37 -0.12 0.18 0.203 0.101 0.335 0.23 4.18E+04 3.25E+04 4.80E+04 3.88E+04 2.95E+04 3.88E+04 2.98E+04 2.57E+04 3.93E+04 3.54E+04 2.90E+04 4.81E+04 608.7716 2 49.27

YMR086W YMR086W KFSGLSLR [3] Phospho ,[6] Phospho 100.0, 100.0 -0.97 -0.35 -0.69 -0.62 0.006 0.227 0.031 0.16 3.49E+04 4.58E+04 3.32E+04 1.70E+04 2.23E+04 1.90E+04 1.84E+04 4.77E+04 2.32E+04 2.51E+04 2.95E+04 1.59E+04 534.2382 2 18.82

NTE1 YML059C KFSSLSPELR[6] Phospho 98.5 0.78 0.26 -0.10 0.52 0.040 0.344 0.433 0.11 2.05E+03 6.43E+03 4.06E+03 6.77E+03 7.79E+03 7.07E+03 7.84E+03 2.98E+03 4.23E+03 2.27E+03 5.06E+03 4.38E+03 622.3078 2 20.85

PIB2 YGL023C KGDEESGADTVTSPITFEK[13] Phospho 99.0 -0.07 0.26 -0.29 -0.32 0.399 0.155 0.115 0.13 3.03E+04 4.39E+04 3.92E+04 2.80E+04 3.55E+04 4.47E+04 5.26E+04 3.59E+04 4.68E+04 2.58E+04 3.58E+04 3.09E+04 1045.962 2 27.41

PIB2 YGL023C KGDEESGADTVTSPITFEK[13] Phospho 99.0 0.31 0.85 0.39 -0.53 0.106 0.002 0.047 0.01 1.17E+04 1.49E+04 1.77E+04 1.90E+04 1.51E+04 2.08E+04 2.74E+04 2.49E+04 2.73E+04 1.82E+04 2.17E+04 1.81E+04 697.6441 3 27.68

XRN1 YGL173C KGEIKPSSGTNSTECQSPK[17] Phospho99.9 -1.32 -1.19 -0.97 -0.13 0.110 0.125 0.160 0.42 1.03E+04 3.42E+03 3.48E+03 1.72E+03 1.65E+03 3.51E+03 1.51E+03 2.12E+03 3.90E+03 4.79E+03 1.50E+03 2.45E+03 705.6525 3 15.96

CCT3 YJL014W KGESQTNIEIEK[4] Phospho 99.9 1.84 0.45 0.72 1.39 0.005 0.071 0.084 0.01 2.18E+03 1.98E+03 3.55E+03 6.78E+03 9.49E+03 1.14E+04 3.28E+03 3.47E+03 3.78E+03 5.94E+03 3.04E+03 3.77E+03 728.3394 2 34.55

HOM3 YER052C KGESTPPHPPENLSSSFYEK[4] Phospho 92.3 -0.46 -0.12 -0.32 -0.33 0.049 0.367 0.162 0.19 3.37E+05 5.05E+05 3.92E+05 2.87E+05 2.81E+05 3.33E+05 5.30E+05 2.84E+05 3.21E+05 2.24E+05 3.64E+05 4.00E+05 771.0142 3 43.72

HOM3 YER052C KGESTPPHPPENLSSSFYEK[4] Phospho 92.3 -0.61 -0.27 -0.59 -0.34 0.134 0.321 0.171 0.25 7.11E+04 1.69E+05 9.78E+04 6.16E+04 7.14E+04 8.82E+04 1.42E+05 5.96E+04 7.86E+04 3.69E+04 9.07E+04 9.75E+04 1156.017 2 19.62

ESF1 YDR365C KGRYQK [4] Phospho 100.0 0.17 -0.99 -0.63 1.15 0.425 0.201 0.272 0.07 1.98E+03 5.89E+02 3.28E+02 9.12E+02 6.52E+02 1.70E+03 4.92E+02 3.59E+02 5.95E+02 5.48E+02 4.85E+02 8.26E+02 430.2112 2 15.45

CAF20 YOR276W KGSGEDDEEETETTPTSTVPVATIAQETLK[14] Phospho 85.2 0.92 0.63 0.89 0.29 0.002 0.090 0.031 0.17 1.90E+05 1.64E+05 1.17E+05 3.14E+05 3.07E+05 2.72E+05 3.24E+05 2.48E+05 1.57E+05 3.04E+05 3.67E+05 2.03E+05 1081.829 3 43.6



RGA2 YDR379W KGSISNASPK[3] Phospho 89.4 1.20 0.74 0.65 0.46 0.095 0.077 0.131 0.23 1.73E+02 5.00E+02 2.00E+02 6.90E+02 2.87E+02 1.07E+03 5.46E+02 3.97E+02 5.35E+02 6.16E+02 3.47E+02 4.24E+02 534.7577 2 22.1

RPL10 YLR075W KGSLENNIR [3] Phospho 100.0 -0.12 0.14 0.40 -0.26 0.436 0.422 0.247 0.31 7.96E+03 1.14E+03 8.59E+03 4.27E+03 3.82E+03 8.18E+03 4.12E+03 6.08E+03 9.27E+03 8.93E+03 6.40E+03 7.99E+03 555.7689 2 28.39

SEC16 YPL085W KGSNNSNRPPVIPLGTQEPR[3] Phospho 98.8 -0.35 -0.45 -0.32 0.10 0.059 0.028 0.093 0.30 1.19E+05 9.65E+04 1.29E+05 8.11E+04 8.31E+04 1.06E+05 7.15E+04 8.86E+04 9.23E+04 1.12E+05 7.46E+04 8.91E+04 747.7102 3 60.39

EDC1 YGL222C KHSPPSSPSSTTTLGK[3] Phospho97.4 -0.34 -0.69 -0.62 0.35 0.053 0.052 0.030 0.17 1.23E+04 1.65E+04 1.28E+04 1.16E+04 1.09E+04 1.05E+04 1.28E+04 5.84E+03 7.13E+03 7.33E+03 8.15E+03 1.16E+04 564.6051 3 31.58

GIN4 YDR507C KISEIR [3] Phospho 100.0 -0.68 -1.23 -0.53 0.55 0.047 0.050 0.123 0.20 7.49E+03 5.61E+03 4.10E+03 3.43E+03 3.56E+03 3.73E+03 4.84E+03 1.32E+03 1.15E+03 2.27E+03 4.57E+03 5.06E+03 413.2151 2 28.63

TAF12 YDR145W KISSSNSTEIPSVTGPDALK[3] Phospho 91.4 -0.90 -0.57 -0.78 -0.33 0.015 0.055 0.027 0.07 6.24E+04 7.75E+04 4.74E+04 3.25E+04 3.51E+04 3.27E+04 5.15E+04 3.93E+04 3.56E+04 3.11E+04 4.47E+04 3.30E+04 1056.018 2 60.29

TAF12 YDR145W KISSSNSTEIPSVTGPDALK[3] Phospho 91.4 -0.57 -0.40 -0.44 -0.18 0.026 0.068 0.064 0.11 5.68E+04 7.78E+04 5.47E+04 4.48E+04 3.98E+04 4.26E+04 5.44E+04 4.69E+04 4.24E+04 4.19E+04 5.55E+04 4.26E+04 704.3474 3 15.89

CWC22 YGR278W KIYLVLKSSLSGDEAAHK[3] Phospho 97.9 -1.42 -3.07 -0.54 1.64 0.172 0.102 0.322 0.02 1.33E+05 2.99E+04 2.19E+04 1.99E+04 1.69E+04 3.21E+04 5.16E+03 8.82E+03 8.09E+03 2.05E+04 3.92E+04 6.76E+04 680.3535 3 22.23

NUP2 YLR335W KKDESDSENDIEIK[5] Phospho ,[7] Phospho 100.0, 100.0 -0.13 -0.43 -0.45 0.30 0.304 0.168 0.095 0.22 1.05E+05 6.40E+04 8.62E+04 8.58E+04 8.07E+04 6.71E+04 4.01E+04 9.47E+04 5.45E+04 7.77E+04 4.95E+04 5.94E+04 603.9113 3 15.63

NUP2 YLR335W KKDESDSENDIEIK[5] Phospho ,[7] Phospho 100.0, 100.0 -0.29 -0.65 -0.61 0.36 0.188 0.098 0.056 0.19 1.46E+05 8.53E+04 9.97E+04 9.58E+04 1.01E+05 7.38E+04 4.39E+04 1.05E+05 6.22E+04 7.90E+04 6.35E+04 7.41E+04 905.3639 2 29.43

CAF20 YOR276W KKGSGEDDEEETETTPTSTVPVATIAQETLK[12] Phospho ,[14] Phospho 46.1, 46.1 0.46 0.55 0.04 -0.09 0.160 0.044 0.427 0.40 8.13E+04 1.04E+05 6.34E+04 9.59E+04 1.63E+05 8.34E+04 1.18E+05 1.44E+05 1.02E+05 8.79E+04 9.34E+04 7.54E+04 863.6387 4 28.4

CAF20 YOR276W KKGSGEDDEEETETTPTSTVPVATIAQETLK[14] Phospho ,[15] Phospho 54.5, 38.3 0.28 0.31 -0.05 -0.03 0.192 0.170 0.434 0.46 4.97E+05 5.08E+05 3.07E+05 5.03E+05 6.68E+05 4.24E+05 4.82E+05 6.86E+05 4.59E+05 4.48E+05 4.87E+05 3.35E+05 1151.183 3 39.64

CAF20 YOR276W KKGSGEDDEEETETTPTSTVPVATIAQETLK[14] Phospho35.5 0.09 -0.15 -0.02 0.24 0.310 0.265 0.461 0.16 6.58E+04 7.18E+04 5.42E+04 7.38E+04 7.20E+04 5.77E+04 7.14E+04 5.65E+04 4.47E+04 7.60E+04 6.00E+04 5.32E+04 843.6467 4 23.3

MCK1 YNL307C KLEHNQPSISYICSR[11] Phospho 99.7 0.15 0.12 0.15 0.03 0.130 0.144 0.180 0.38 1.22E+06 1.23E+06 1.47E+06 1.49E+06 1.31E+06 1.53E+06 1.38E+06 1.38E+06 1.50E+06 1.38E+06 1.30E+06 1.65E+06 637.9647 3 64.2

MCK1 YNL307C KLEHNQPSISYICSR[11] Phospho 99.7 0.09 -0.21 -0.09 0.31 0.168 0.041 0.344 0.01 4.55E+05 5.36E+05 5.28E+05 5.13E+05 5.35E+05 5.74E+05 4.30E+05 4.14E+05 4.66E+05 3.94E+05 4.25E+05 6.07E+05 956.4428 2 46.14

BEM1 YBR200W KLSDLSLSGSK[3] Phospho 100.0 -0.50 -0.34 -0.01 -0.16 0.016 0.063 0.476 0.27 2.97E+04 2.52E+04 2.69E+04 1.89E+04 1.59E+04 2.31E+04 2.67E+04 1.78E+04 2.01E+04 2.41E+04 2.60E+04 3.13E+04 607.8054 2 38.08

BEM1 YBR200W KLSDLSLSGSK[3] Phospho ,[6] Phospho 100.0, 99.9 -0.60 -0.14 -0.15 -0.46 0.007 0.285 0.244 0.09 1.35E+05 1.11E+05 1.22E+05 9.51E+04 7.32E+04 7.46E+04 8.68E+04 1.44E+05 1.04E+05 1.39E+05 9.74E+04 9.57E+04 647.7887 2 31.96

RSC3 YDR303C KLSEDGVTDGDGKPIPESER[3] Phospho 100.0 -0.09 -0.26 -0.28 0.17 0.248 0.164 0.186 0.24 3.57E+04 4.35E+04 4.65E+04 3.77E+04 3.83E+04 4.18E+04 4.13E+04 2.46E+04 3.91E+04 2.20E+04 3.61E+04 4.51E+04 737.0056 3 47.62

REF2 YDR195W KLSFSK [3] Phospho99.5 -2.55 -1.52 -3.16 -1.04 0.050 0.094 0.041 0.18 4.57E+03 5.36E+03 8.85E+02 1.20E+03 2.99E+02 3.19E+02 2.76E+02 1.31E+03 2.17E+03 2.54E+02 2.37E+02 6.94E+02 395.1987 2 23.34

GAL11 YOL051W KLSISNAASQQPTPR[3] Phospho 99.9 -0.19 -0.15 -0.18 -0.04 0.202 0.286 0.260 0.43 6.02E+04 8.46E+04 9.04E+04 6.24E+04 6.57E+04 7.80E+04 8.03E+04 5.32E+04 7.82E+04 5.51E+04 6.48E+04 8.72E+04 839.4192 2 66.57

GAL11 YOL051W KLSISNAASQQPTPR[3] Phospho50.0 -0.14 0.04 -0.14 -0.17 0.278 0.443 0.313 0.19 3.82E+04 5.86E+04 5.98E+04 4.36E+04 4.84E+04 5.05E+04 6.26E+04 4.32E+04 5.49E+04 3.98E+04 4.34E+04 5.89E+04 559.9491 3 21.03

ESBP6 YNL125C KLSISR [3] Phospho 100.0 -0.27 -1.09 -0.22 0.82 0.079 0.033 0.135 0.07 8.11E+03 6.12E+03 7.93E+03 5.73E+03 5.82E+03 6.84E+03 6.32E+03 1.95E+03 2.12E+03 5.69E+03 5.89E+03 7.39E+03 392.2085 2 22.36

TPK3 YKL166C KLSITAK [3] Phospho 100.0 0.25 -0.80 -0.32 1.05 0.083 0.066 0.274 0.03 3.93E+04 3.63E+04 3.80E+04 5.15E+04 3.72E+04 4.65E+04 2.32E+04 6.39E+03 3.57E+04 1.40E+04 2.47E+04 5.24E+04 420.733 2 47.65

HRK1 YOR267C KLSMSQLR [3] Phospho 99.9 -0.08 -1.10 0.51 1.02 0.464 0.020 0.212 0.20 2.94E+03 4.52E+03 2.78E+03 1.95E+03 6.73E+03 1.03E+03 1.77E+03 1.91E+03 1.07E+03 2.26E+03 7.58E+03 4.76E+03 521.7595 2 32.75

PDS1 YDR113C KLSQISR [3] Phospho 100.0 0.47 -1.17 -0.79 1.63 0.127 0.026 0.112 0.02 1.28E+04 9.90E+03 8.37E+03 1.96E+04 1.10E+04 1.23E+04 2.72E+03 3.16E+03 7.93E+03 2.41E+03 4.05E+03 1.14E+04 456.2389 2 21.02

LSP1 YPL004C KLSQLVK [3] Phospho 100.0 0.52 0.16 -0.04 0.36 0.024 0.312 0.447 0.12 5.89E+03 8.18E+03 8.53E+03 1.03E+04 9.74E+03 1.24E+04 1.10E+04 5.78E+03 8.57E+03 4.95E+03 7.62E+03 9.39E+03 448.2542 2 35.27

YEF3 YLR249W KLSSAELR [3] Phospho 99.7 0.94 0.37 0.32 0.58 0.025 0.240 0.257 0.03 1.16E+04 3.53E+04 4.16E+04 4.96E+04 6.01E+04 6.08E+04 4.51E+04 2.61E+04 4.29E+04 2.77E+04 3.99E+04 4.30E+04 492.2499 2 30.84

PIB2 YGL023C KLSSFK [3] Phospho50.0 0.64 -1.05 -0.18 1.70 0.016 0.042 0.254 0.01 2.53E+03 2.78E+03 2.94E+03 4.15E+03 3.58E+03 5.18E+03 2.36E+03 2.32E+02 1.36E+03 1.74E+03 2.31E+03 3.23E+03 395.1988 2 22.17

ALE1 YOR175C KMSFSGYSPK[3] Phospho 98.0 0.06 4.30 5.24 -4.25 0.468 0.002 0.002 0.00 0.00E+00 5.05E+02 5.03E+02 4.40E+02 2.64E+02 3.49E+02 7.56E+03 8.09E+03 4.86E+03 9.20E+03 1.65E+04 1.36E+04 606.2627 2 46.47

YPR091C YPR091C KNDDSADERESDNPILTSNPK[5] Phospho 100.0 -0.20 -0.25 0.06 0.04 0.051 0.063 0.354 0.38 4.04E+05 3.69E+05 3.51E+05 3.47E+05 2.92E+05 3.38E+05 3.16E+05 2.71E+05 3.61E+05 3.62E+05 3.47E+05 4.63E+05 809.0223 3 66.6

SHS1 YDL225W KNDTYTDLASIASGRD[10] Phospho ,[13] Phospho 100.0, 100.0 -0.95 -0.56 -0.50 -0.38 0.009 0.077 0.016 0.24 1.02E+05 9.61E+04 8.35E+04 3.29E+04 6.79E+04 4.54E+04 4.60E+04 9.63E+04 4.82E+04 7.30E+04 7.32E+04 5.36E+04 943.8827 2 39.32

SHS1 YDL225W KNDTYTDLASIASGRD[4] Phospho 98.8 0.80 0.65 0.49 0.15 0.060 0.141 0.195 0.33 3.57E+03 1.49E+04 1.26E+04 1.94E+04 2.02E+04 1.45E+04 2.08E+04 1.81E+04 9.93E+03 1.08E+04 1.99E+04 1.31E+04 903.8996 2 64.55

SHS1 YDL225W KNDTYTDLASIASGRD[5] Phospho ,[10] Phospho ,[13] Phospho 49.7, 100.0, 100.0-1.67 -0.50 -0.53 -1.17 0.008 0.231 0.009 0.18 8.67E+04 9.91E+04 8.44E+04 2.59E+03 5.25E+04 2.96E+04 1.89E+04 1.26E+05 4.66E+04 7.32E+04 5.69E+04 5.64E+04 983.8665 2 23.17

SHS1 YDL225W KNDTYTDLASIASGRD[10] Phospho50.0 0.08 -0.16 -0.39 0.24 0.460 0.439 0.340 0.37 5.82E+02 1.01E+04 5.75E+03 7.59E+03 6.23E+03 3.60E+03 7.65E+03 6.68E+03 3.83E+02 2.87E+03 6.06E+03 3.63E+03 903.8982 2 19.96

CTF4 YPR135W KNEIGADTEAEEGEEDK[8] Phospho 100.0 1.93 -0.23 0.48 2.17 0.004 0.208 0.045 0.00 5.37E+03 5.25E+03 7.29E+03 2.20E+04 1.73E+04 2.93E+04 6.06E+03 3.68E+03 5.52E+03 6.80E+03 8.53E+03 9.64E+03 972.3918 2 47.58

UBP2 YOR124C KNESNDAEVSENEDTTGLTSPTR[10] Phospho 99.9 0.10 0.66 0.71 -0.55 0.287 0.119 0.003 0.15 7.92E+04 6.40E+04 8.16E+04 8.54E+04 6.64E+04 8.95E+04 1.74E+05 6.76E+04 1.13E+05 1.34E+05 1.24E+05 1.09E+05 858.6969 3 31.18

PIB2 YGL023C KNSAEENVR[3] Phospho 100.0 2.35 1.46 1.15 0.89 0.043 0.022 0.119 0.14 1.18E+03 1.98E+03 8.95E+02 1.01E+04 2.12E+03 8.50E+03 5.22E+03 2.82E+03 3.16E+03 5.32E+03 1.96E+03 1.76E+03 563.7485 2 46.55

SKO1 YNL167C KNSAVTTAPAQK[3] Phospho 100.0 2.00 1.15 0.34 0.85 0.031 0.119 0.238 0.13 5.25E+02 1.12E+03 3.79E+02 2.81E+03 1.37E+03 4.03E+03 2.57E+03 6.50E+02 1.33E+03 9.59E+02 7.68E+02 8.51E+02 648.3211 2 40.77

ALY2 YJL084C KNSISGLSSLNLSPLGAPGNSSVNVK[3] Phospho 49.5 -0.13 0.11 0.19 -0.23 0.291 0.374 0.296 0.21 6.21E+04 7.90E+04 4.88E+04 6.02E+04 5.76E+04 5.63E+04 9.00E+04 6.28E+04 5.18E+04 5.75E+04 9.79E+04 6.16E+04 874.1174 3 35.18

GLN3 YER040W KNSLIK [3] Phospho 100.0 0.10 -1.08 -1.54 1.18 0.409 0.073 0.040 0.01 1.77E+03 9.43E+02 7.39E+02 1.01E+03 1.52E+03 1.18E+03 3.87E+02 4.44E+02 7.88E+02 2.19E+02 4.99E+02 4.53E+02 391.712 2 19.4

GAT1 YFL021W KNSLNIVAPLK[3] Phospho 100.0 -1.11 -0.31 -1.09 -0.80 0.075 0.291 0.086 0.02 7.45E+03 2.19E+04 1.30E+04 5.64E+03 7.93E+03 6.08E+03 1.46E+04 9.48E+03 1.02E+04 3.66E+03 9.30E+03 6.87E+03 638.8554 2 37.75

YPR036W-A R036W-A KNSLSLL [3] Phospho 100.0 -0.95 -0.33 -0.34 -0.61 0.046 0.208 0.212 0.04 2.82E+04 5.84E+04 4.00E+04 1.69E+04 2.62E+04 2.25E+04 4.09E+04 3.22E+04 2.74E+04 2.46E+04 4.02E+04 3.53E+04 427.7228 2 27.99

HAL5 YJL165C KNSLSTPR [5] Phospho92.9 1.02 0.07 0.03 0.96 0.017 0.446 0.471 0.02 1.65E+04 8.36E+03 9.13E+03 2.05E+04 2.02E+04 2.82E+04 1.69E+04 7.66E+03 1.10E+04 1.28E+04 1.18E+04 1.00E+04 491.7392 2 38.58

COG3 YER157W KNSLVR [3] Phospho 100.0 0.97 -0.93 -1.13 1.90 0.114 0.027 0.004 0.05 1.06E+04 1.21E+04 8.50E+03 1.03E+04 1.72E+04 3.38E+04 8.41E+03 3.36E+03 4.60E+03 5.54E+03 4.77E+03 3.96E+03 398.7075 2 26.27

MLF3 YNL074C KNSNNVSSPLDNVIPTSR[3] Phospho 99.9 -0.24 -0.03 0.64 -0.21 0.087 0.459 0.027 0.28 1.66E+04 1.99E+04 1.81E+04 1.78E+04 1.30E+04 1.54E+04 1.39E+04 2.48E+04 1.47E+04 2.36E+04 3.57E+04 2.61E+04 1011.487 2 21.96

SFL1 YOR140W KNSSNQNYDIDSGAR[3] Phospho 99.6 0.12 -0.41 -0.45 0.53 0.264 0.069 0.041 0.02 2.96E+04 2.22E+04 3.17E+04 3.47E+04 2.79E+04 2.84E+04 1.63E+04 2.34E+04 2.32E+04 2.12E+04 1.76E+04 2.24E+04 874.8655 2 64.1

SFL1 YOR140W KNSSNQNYDIDSGAR[3] Phospho50.0 0.14 -0.39 -0.50 0.53 0.318 0.145 0.055 0.08 1.61E+04 1.04E+04 1.63E+04 1.99E+04 1.43E+04 1.30E+04 6.99E+03 1.32E+04 1.25E+04 1.06E+04 9.00E+03 1.08E+04 583.5794 3 44.12

RTK1 YDL025C KNTDSDQEDQIK[5] Phospho 100.0 0.47 -0.76 0.17 1.23 0.215 0.204 0.418 0.01 1.21E+04 3.01E+03 4.76E+03 1.08E+04 8.61E+03 8.01E+03 5.37E+03 4.23E+03 2.11E+03 1.24E+04 5.03E+03 4.87E+03 750.8144 2 60.31

SPA2 YLL021W KPASFLNDVEEEESPVK[14] Phospho 100.0 -0.38 0.34 0.35 -0.72 0.012 0.033 0.024 0.00 1.49E+04 1.82E+04 1.78E+04 1.32E+04 1.36E+04 1.23E+04 2.44E+04 2.00E+04 2.00E+04 1.91E+04 2.31E+04 2.26E+04 666.642 3 26.93

ERG6 YML008C KPENAETPSQTSQEATQ[12] Phospho 99.4 0.23 0.12 -0.10 0.11 0.237 0.383 0.397 0.34 1.40E+05 6.82E+04 9.04E+04 1.25E+05 1.07E+05 1.18E+05 7.33E+04 1.19E+05 1.33E+05 1.05E+05 7.02E+04 1.03E+05 963.4106 2 35.05

ERG6 YML008C KPENAETPSQTSQEATQ[16] Phospho 100.0 3.33 0.08 -0.64 3.25 0.001 0.460 0.262 0.00 4.46E+02 1.60E+02 8.33E+02 6.09E+03 4.23E+03 4.50E+03 6.47E+02 1.72E+02 7.04E+02 0.00E+00 3.91E+02 5.24E+02 963.411 2 38.02

IST2 YBR086C KPLATESTEK[7] Phospho 85.3 1.24 -0.05 0.96 1.28 0.018 0.472 0.070 0.03 5.79E+02 5.52E+02 9.92E+02 1.54E+03 1.29E+03 2.23E+03 1.12E+03 2.76E+02 6.66E+02 9.72E+02 1.13E+03 2.07E+03 592.2835 2 27.57

SVL3 YPL032C KPSFPQLQQSANVR[3] Phospho 100.0 -0.46 -0.62 -0.69 0.16 0.044 0.023 0.031 0.10 2.56E+05 3.83E+05 3.59E+05 2.24E+05 2.41E+05 2.61E+05 2.14E+05 2.39E+05 1.96E+05 1.46E+05 2.33E+05 2.40E+05 840.4171 2 60.41

SVL3 YPL032C KPSFPQLQQSANVR[3] Phospho 100.0 -0.28 -0.36 -0.41 0.08 0.053 0.048 0.031 0.24 3.29E+05 4.25E+05 4.35E+05 3.25E+05 3.20E+05 3.32E+05 3.03E+05 3.49E+05 2.70E+05 2.61E+05 3.22E+05 3.09E+05 560.6142 3 47.97

PIB2 YGL023C KPSLEFLPQPASSTNLNFNSNK[3] Phospho 100.0 0.01 0.07 -0.01 -0.06 0.469 0.345 0.484 0.35 1.20E+05 1.40E+05 1.01E+05 1.15E+05 1.38E+05 1.11E+05 1.36E+05 1.36E+05 1.08E+05 9.77E+04 1.57E+05 1.04E+05 838.4082 3 59.44

APL1 YJR005W KPSTLLR [3] Phospho 93.3 -0.59 0.10 0.17 -0.69 0.260 0.438 0.395 0.15 3.39E+03 1.12E+03 5.88E+03 9.63E+02 1.90E+03 4.03E+03 5.12E+03 2.59E+03 3.46E+03 2.83E+03 4.83E+03 4.00E+03 447.7439 2 28.45

PUF4 YGL014W KPSVGANNTAK[3] Phospho 50.0 2.90 1.44 1.43 1.46 0.036 0.141 0.024 0.09 8.33E+01 4.19E+02 1.79E+02 2.43E+03 5.18E+02 2.35E+03 1.26E+03 2.96E+02 3.50E+02 8.15E+02 4.65E+02 6.13E+02 583.7819 2 24.84

BNI1 YNL271C KQPSLNNIYR[4] Phospho 100.0 -0.13 -0.34 -0.09 0.21 0.191 0.033 0.265 0.03 2.63E+04 3.43E+04 3.01E+04 2.54E+04 2.85E+04 2.92E+04 2.21E+04 2.43E+04 2.54E+04 2.59E+04 2.88E+04 3.05E+04 656.8243 2 15.53

CCR4 YAL021C KQQPTGDSTPSGTATNSAVSTPLTPK[17] Phospho, [21] Phospho80.7, 96.0 -1.49 -0.59 -0.04 -0.91 0.000 0.004 0.448 0.00 5.15E+04 4.44E+04 4.85E+04 1.98E+04 1.47E+04 1.67E+04 2.71E+04 3.56E+04 3.34E+04 6.08E+04 3.29E+04 4.72E+04 911.0783 3 22.8

RPN4 YDL020C KQSFVLNK [3] Phospho 100.0 -0.16 -0.07 -0.27 -0.09 0.229 0.424 0.240 0.42 6.43E+03 6.13E+03 5.74E+03 5.38E+03 4.20E+03 6.80E+03 6.22E+03 3.12E+03 8.06E+03 3.12E+03 4.48E+03 7.58E+03 522.2677 2 37.38

HRK1 YOR267C KQSNDSLR [3] Phospho 100.0 2.48 1.72 1.65 0.76 0.229 0.031 0.101 0.35 1.54E+03 8.00E+02 5.77E+02 1.64E+04 3.42E+00 9.56E+00 4.47E+03 3.54E+03 1.66E+03 5.68E+03 2.38E+03 1.16E+03 514.2321 2 25.79

LEO1 YOR123C KQSQILR [3] Phospho 100.0 1.40 -1.15 -0.69 2.55 0.002 0.007 0.013 0.00 3.37E+03 2.32E+03 3.05E+03 7.47E+03 6.59E+03 9.06E+03 1.69E+03 1.35E+03 8.74E+02 1.96E+03 1.65E+03 1.80E+03 476.7519 2 41.17

CRP1 YHR146W KQTASPLSSSTEEPK[5] Phospho 55.6 0.56 -0.17 -0.13 0.72 0.006 0.384 0.268 0.09 3.32E+03 3.04E+03 3.19E+03 5.28E+03 4.71E+03 4.11E+03 4.99E+03 1.57E+03 1.95E+03 2.16E+03 3.13E+03 3.45E+03 835.3888 2 21.47

ERB1 YMR049C KRAASEESDVEEDEDK[5] Phospho ,[8] Phospho 100.0, 100.0 -0.30 -0.99 -0.60 0.70 0.235 0.049 0.130 0.01 6.44E+04 2.97E+04 4.12E+04 4.19E+04 3.30E+04 3.53E+04 1.80E+04 2.51E+04 2.49E+04 3.99E+04 1.95E+04 2.97E+04 666.2519 3 32.07

ERB1 YMR049C KRAASEESDVEEDEDK[5] Phospho ,[8] Phospho 100.0, 100.0 -0.31 -0.97 -0.69 0.65 0.254 0.074 0.126 0.03 1.08E+05 4.46E+04 6.35E+04 6.84E+04 5.30E+04 5.22E+04 2.49E+04 4.36E+04 4.18E+04 5.71E+04 2.92E+04 4.77E+04 998.8751 2 20.14

MAK11 YKL021C KRDAETADIGDQSEVESDTEELK[13] Phospho ,[17] Phospho 100.0, 99.9 -0.03 -0.15 -0.06 0.12 0.415 0.293 0.422 0.33 3.97E+05 3.09E+05 3.41E+05 3.34E+05 3.78E+05 3.13E+05 2.62E+05 4.19E+05 2.64E+05 4.51E+05 2.70E+05 2.86E+05 909.0422 3 45.35

MAK11 YKL021C KRDAETADIGDQSEVESDTEELK[17] Phospho 99.9 0.13 -0.29 0.82 0.42 0.292 0.225 0.061 0.07 2.67E+04 2.52E+04 4.04E+04 3.48E+04 3.53E+04 3.11E+04 3.40E+04 1.85E+04 2.31E+04 7.51E+04 3.78E+04 4.99E+04 882.3861 3 60.34

KSP1 YHR082C KRSDVSQNQNVASGFFK[3] Phospho 88.3 0.34 0.08 0.31 0.27 0.060 0.348 0.114 0.07 3.50E+04 4.46E+04 5.03E+04 6.22E+04 4.91E+04 5.34E+04 4.96E+04 4.82E+04 3.91E+04 5.82E+04 4.22E+04 6.10E+04 664.6495 3 46.71

YPR137C-B R137C-B KRSLEDNETEIK[3] Phospho 100.0 0.16 -0.63 0.24 0.79 0.378 0.254 0.345 0.14 2.91E+03 6.13E+03 1.00E+04 5.67E+03 8.01E+03 7.60E+03 8.68E+03 2.64E+03 9.83E+02 5.13E+03 6.69E+03 1.07E+04 771.3639 2 31.75

PFK26 YIL107C KRSNPTSASSSQSELSEQPK[3] Phospho33.2 0.12 -0.04 -0.19 0.15 0.208 0.438 0.206 0.24 1.39E+04 1.15E+04 1.12E+04 1.45E+04 1.19E+04 1.34E+04 1.51E+04 1.07E+04 1.00E+04 1.10E+04 8.11E+03 1.30E+04 743.3441 3 43.13

YPI1 YFR003C KRSYSPNAYEIQPDYSEYR[4] Phospho ,[9] Phospho 50.0, 50.0 -0.90 -0.45 -1.11 -0.45 0.027 0.238 0.016 0.28 1.00E+05 1.33E+05 7.61E+04 4.79E+04 6.78E+04 5.01E+04 5.01E+04 1.37E+05 3.90E+04 5.70E+04 4.50E+04 4.11E+04 842.6845 3 42.03



NHA1 YLR138W KRTLTPAPPR[3] Phospho ,[5] Phospho 100.0, 100.0 -0.14 0.09 -0.09 -0.23 0.135 0.166 0.262 0.04 5.83E+04 6.10E+04 6.71E+04 5.83E+04 4.99E+04 6.16E+04 6.25E+04 6.51E+04 7.10E+04 6.70E+04 4.99E+04 5.79E+04 432.879 3 16.28

ETT1 YOR051C KSDEPSRESTPVR[6] Phospho 99.4 0.11 0.52 1.02 -0.41 0.442 0.243 0.035 0.27 9.45E+03 1.23E+03 8.76E+03 4.83E+03 4.82E+03 1.14E+04 1.36E+04 4.67E+03 9.62E+03 1.34E+04 1.19E+04 1.41E+04 784.3592 2 21.5

STU1 YBL034C KSEGDEESDDAVDENDVKK[8] Phospho 99.0 -0.12 -0.77 -0.28 0.65 0.371 0.046 0.219 0.02 1.34E+04 7.13E+03 9.12E+03 1.08E+04 9.73E+03 6.87E+03 6.03E+03 5.60E+03 5.73E+03 9.90E+03 7.01E+03 7.42E+03 730.297 3 40.46

ABP1 YCR088W KSEPTIISPK [8] Phospho 100.0 0.42 0.26 0.12 0.16 0.112 0.275 0.367 0.31 1.35E+04 2.00E+04 2.66E+04 2.11E+04 2.95E+04 3.00E+04 2.48E+04 1.54E+04 3.16E+04 1.65E+04 2.53E+04 2.33E+04 590.3046 2 29.28

YHL009W-B L009W-B KSNKVYNSK[6] Phospho 99.8 -0.74 -2.67 -1.60 1.92 0.297 0.145 0.195 0.04 3.99E+03 7.01E+02 3.77E+02 5.57E+02 1.04E+03 1.43E+03 7.02E+02 4.36E+01 2.95E+01 1.33E+02 5.26E+02 9.97E+02 574.2771 2 23.06

YGR054W YGR054W KSSETSPDSTPAPSAPASTNAPTNNK[10] Phospho 65.9 -0.28 -0.06 0.00 -0.22 0.188 0.391 0.496 0.18 3.24E+04 2.09E+04 3.17E+04 2.95E+04 1.76E+04 2.27E+04 2.86E+04 2.45E+04 2.85E+04 2.70E+04 2.22E+04 3.60E+04 879.7268 3 16.8

MKS1 YNL076W KSSFPQK [3] Phospho 99.5 1.60 0.98 0.86 0.61 0.004 0.030 0.042 0.06 1.07E+03 7.63E+02 9.58E+02 2.66E+03 2.30E+03 3.56E+03 2.46E+03 1.28E+03 1.80E+03 2.25E+03 1.70E+03 1.13E+03 451.2125 2 20.91

AVT3 YKL146W KSSGTTGGLLK[3] Phospho 99.0 -0.72 0.52 0.37 -1.24 0.164 0.102 0.190 0.02 4.51E+04 1.72E+04 4.52E+04 1.49E+04 1.19E+04 3.86E+04 4.74E+04 4.69E+04 5.99E+04 5.29E+04 4.94E+04 3.65E+04 564.7867 2 44.44

TOF2 YKR010C KSSLEIK [3] Phospho 99.5 -0.13 -1.05 -0.25 0.92 0.343 0.037 0.239 0.03 1.73E+03 9.12E+02 1.49E+03 1.49E+03 1.24E+03 1.04E+03 1.00E+03 5.37E+02 4.41E+02 1.31E+03 1.27E+03 8.94E+02 442.7279 2 15.3

NET1 YJL076W KSSLETIVEK[3] Phospho 99.6 0.16 -0.06 0.19 0.22 0.155 0.395 0.215 0.17 8.80E+04 9.25E+04 1.07E+05 1.01E+05 9.77E+04 1.23E+05 1.12E+05 7.16E+04 9.31E+04 8.14E+04 1.18E+05 1.30E+05 607.3076 2 50.21

HSP42 YDR171W KSSSFAHLQAPSPIPDPLQVSKPETR[3] Phospho ,[4] Phospho 66.7, 66.7 0.87 1.23 0.75 -0.36 0.014 0.008 0.032 0.07 1.00E+05 1.69E+05 9.00E+04 2.03E+05 2.48E+05 2.05E+05 2.76E+05 3.35E+05 2.30E+05 2.03E+05 2.38E+05 1.66E+05 745.1116 4 29.43

HSP42 YDR171W KSSSFAHLQAPSPIPDPLQVSKPETR[2] Phospho47.3 0.08 0.22 0.61 -0.14 0.382 0.354 0.056 0.39 1.94E+04 3.19E+04 2.03E+04 2.60E+04 2.32E+04 2.65E+04 4.51E+04 1.93E+04 1.89E+04 2.83E+04 4.45E+04 3.65E+04 725.1195 4 39.15

GNP1 YDR508C KSSYITVDGIK[3] Phospho, [6] Phospho99.6, 100.0 -0.72 -0.19 -0.68 -0.53 0.007 0.299 0.016 0.12 1.17E+05 1.61E+05 1.46E+05 9.04E+04 8.26E+04 8.45E+04 9.53E+04 1.79E+05 9.71E+04 9.24E+04 1.04E+05 6.84E+04 685.8043 2 42.24

CIC1 YHR052W KSTPVSTPSK[3] Phospho99.8 2.03 1.53 1.22 0.50 0.062 0.118 0.048 0.29 3.41E+02 1.76E+03 5.20E+02 4.71E+03 9.50E+02 5.12E+03 4.74E+03 1.25E+03 1.63E+03 1.78E+03 1.71E+03 2.64E+03 556.2731 2 22.39

DEF1 YKL054C KTESPLENVAELK[4] Phospho 99.1 -0.02 0.15 -0.30 -0.17 0.457 0.255 0.204 0.13 2.36E+04 3.55E+04 3.55E+04 2.82E+04 3.29E+04 3.19E+04 3.96E+04 3.04E+04 3.49E+04 1.55E+04 3.22E+04 2.90E+04 769.3772 2 40.69

DEF1 YKL054C KTESPLENVAELK[4] Phospho 99.1 0.48 0.46 0.26 0.02 0.061 0.129 0.253 0.47 6.53E+03 1.18E+04 1.08E+04 1.18E+04 1.57E+04 1.33E+04 1.75E+04 9.70E+03 1.30E+04 7.64E+03 1.45E+04 1.28E+04 513.2554 3 30.59

DEF1 YKL054C KTESPLENVAELKK[4] Phospho 99.6 0.01 0.23 0.35 -0.22 0.477 0.268 0.047 0.28 2.62E+04 2.92E+04 3.07E+04 2.53E+04 2.78E+04 3.36E+04 4.62E+04 2.10E+04 3.40E+04 2.99E+04 4.02E+04 4.00E+04 555.9537 3 28.07

CTR9 YOL145C KTLSDSDEDDDDVVK[4] Phospho ,[6] Phospho 100.0, 100.0 -0.24 -0.43 -0.54 0.18 0.234 0.178 0.081 0.31 1.67E+05 8.81E+04 1.32E+05 9.38E+04 1.05E+05 1.28E+05 5.33E+04 1.25E+05 1.10E+05 9.87E+04 8.27E+04 8.58E+04 920.8428 2 42.35

ASK10 YGR097W KTNSTGNVPCLTAEK[4] Phospho 87.1 -0.29 -0.30 0.48 0.01 0.099 0.048 0.018 0.49 1.34E+04 1.31E+04 1.15E+04 7.94E+03 1.04E+04 1.28E+04 9.28E+03 9.51E+03 1.22E+04 1.56E+04 1.68E+04 2.06E+04 850.3892 2 33.38

SRD1 YCR018C KTTSRPK [3] Phospho 99.5 0.43 0.23 0.22 0.20 0.028 0.223 0.136 0.18 1.64E+04 1.19E+04 1.80E+04 2.01E+04 1.99E+04 2.22E+04 1.81E+04 1.37E+04 2.23E+04 1.91E+04 1.63E+04 1.87E+04 449.231 2 28.97

ESF2 YNR054C KVEDIESENESDIEEEQK[7] Phospho ,[11] Phospho 100.0, 100.0 -0.08 -0.12 0.00 0.04 0.403 0.403 0.499 0.46 8.06E+04 3.83E+04 6.70E+04 5.88E+04 6.45E+04 5.23E+04 3.03E+04 7.62E+04 6.47E+04 7.69E+04 5.39E+04 5.52E+04 1155.452 2 30.86

ESF2 YNR054C KVEDIESENESDIEEEQKQEEK[7] Phospho ,[11] Phospho 100.0, 100.0 -0.32 -0.27 -0.04 -0.05 0.171 0.249 0.450 0.43 1.38E+06 7.73E+05 9.72E+05 9.07E+05 9.04E+05 6.93E+05 6.01E+05 1.13E+06 8.62E+05 1.26E+06 8.10E+05 9.60E+05 942.05 3 46.53

PRB1 YEL060C KVEFTKDDDEEPSDSEDK[13] Phospho 99.0 -0.36 -0.07 -0.07 -0.30 0.048 0.364 0.344 0.08 1.33E+05 1.07E+05 1.45E+05 1.02E+05 8.59E+04 1.10E+05 1.04E+05 1.19E+05 1.43E+05 1.21E+05 1.09E+05 1.36E+05 731.63 3 32.31

CPR1 YDR155C KVESLGSPSGATK[7] Phospho 99.9 0.23 0.35 0.46 -0.11 0.050 0.098 0.038 0.30 1.77E+04 1.97E+04 2.22E+04 2.43E+04 2.14E+04 2.44E+04 2.92E+04 1.89E+04 2.78E+04 2.66E+04 2.28E+04 3.27E+04 670.8265 2 48.05

MYO3 YKL129C KVFILTK [6] Phospho 100.0 -0.16 -0.18 -0.30 0.02 0.200 0.361 0.159 0.49 2.19E+04 1.51E+04 1.86E+04 1.52E+04 1.66E+04 1.79E+04 2.52E+04 6.55E+03 1.73E+04 1.19E+04 1.35E+04 1.97E+04 464.764 2 17.39

NPR3 YHL023C KVNSGEADTVYDSNIGHEASTDTPNLR[4] Phospho 100.0 -0.35 -0.36 -0.58 0.00 0.003 0.056 0.032 0.49 4.92E+04 5.44E+04 5.55E+04 4.32E+04 4.00E+04 4.16E+04 5.16E+04 3.33E+04 3.95E+04 2.30E+04 3.79E+04 4.56E+04 990.7759 3 54.58

UTP23 YOR004W KVNSPSDEVK[4] Phospho 87.6 1.51 0.09 0.04 1.41 0.010 0.407 0.452 0.01 7.96E+02 4.94E+02 6.23E+02 1.60E+03 1.46E+03 2.45E+03 9.25E+02 4.02E+02 7.19E+02 8.68E+02 5.75E+02 5.24E+02 591.7737 2 22.55

MEC1 YBR136W KVPTDPSSSQEYAK[7] Phospho33.3 3.82 2.79 1.28 1.03 0.001 0.014 0.121 0.02 5.27E+00 7.15E+02 3.46E+02 4.77E+03 6.26E+03 4.48E+03 3.21E+03 1.32E+03 3.07E+03 4.39E+02 6.92E+02 1.51E+03 808.8634 2 26.89

MLF3 YNL074C KVSNGGFSTEFNSCDT[3] Phospho 100.0 -1.08 -0.08 -0.11 -1.00 0.002 0.384 0.060 0.03 1.85E+04 2.01E+04 1.86E+04 1.08E+04 1.02E+04 6.05E+03 1.39E+04 2.44E+04 1.59E+04 1.72E+04 1.86E+04 1.72E+04 915.3571 2 48.69

YMR086W YMR086W KVSQESLHSQPK[3] Phospho 100.0 -1.36 0.02 -0.34 -1.38 0.046 0.485 0.242 0.05 6.55E+03 5.00E+03 2.85E+03 1.20E+03 9.60E+02 3.43E+03 6.82E+03 2.72E+03 5.05E+03 4.85E+03 4.14E+03 2.43E+03 724.3509 2 39.07

YMR086W YMR086W KVSQESLHSQPK[3] Phospho100.0 -1.12 0.12 -0.52 -1.24 0.063 0.423 0.152 0.08 1.18E+04 8.35E+03 5.07E+03 3.02E+03 2.09E+03 6.46E+03 1.40E+04 4.31E+03 9.03E+03 7.20E+03 6.40E+03 3.96E+03 483.2363 3 29.82

CUE5 YOR042W KWQPLPPEPLDTTPTK[12] Phospho33.3 -0.60 1.11 0.86 -1.72 0.177 0.029 0.076 0.01 2.20E+04 4.84E+04 2.08E+04 1.34E+04 2.75E+04 1.91E+04 8.50E+04 5.18E+04 6.02E+04 3.37E+04 6.56E+04 6.61E+04 964.4833 2 17.37

RPL3 YOR063W KYEAPR [2] Phospho 100.0 -0.82 0.87 -0.45 -1.69 0.215 0.241 0.202 0.16 1.17E+03 9.91E+02 4.21E+02 1.21E+03 6.65E+01 1.70E+02 1.17E+03 3.32E+03 2.70E+02 7.17E+02 7.45E+02 4.29E+02 422.1918 2 18.39

BCP1 YDR361C KYEVNFDTDDDTDSGK[8] Phospho 100.0 -0.35 -0.92 -0.02 0.57 0.141 0.046 0.477 0.07 1.02E+04 1.32E+04 7.23E+03 7.59E+03 8.74E+03 7.77E+03 6.58E+03 6.90E+03 2.68E+03 8.29E+03 1.44E+04 7.50E+03 964.876 2 49.53

MKC7 YDR144C KYGSSFENALDDTKGR[2] Phospho 91.9 -0.47 0.54 1.37 -1.02 0.146 0.227 0.019 0.12 9.16E+03 4.63E+03 9.77E+03 6.43E+03 4.01E+03 6.50E+03 1.90E+04 5.16E+03 1.02E+04 1.46E+04 1.89E+04 2.73E+04 623.2771 3 19.07

MET4 YNL103W KYSDNEDDEYDDADLHGFEK[3] Phospho 99.8 -0.43 -0.28 -0.56 -0.15 0.030 0.202 0.015 0.33 7.81E+04 8.78E+04 6.41E+04 6.27E+04 5.61E+04 5.17E+04 7.66E+04 7.52E+04 3.73E+04 5.38E+04 4.64E+04 5.57E+04 828.9837 3 74.14

HBT1 YDL223C KYSGNTATGPPQDTIK[3] Phospho 99.9 3.17 1.52 1.06 1.65 0.001 0.008 0.022 0.00 3.21E+03 4.63E+03 2.95E+03 3.04E+04 2.74E+04 3.96E+04 1.12E+04 7.21E+03 1.25E+04 6.15E+03 6.40E+03 1.00E+04 879.4092 2 33.83

BNI5 YNL166C LADQTPHDDNSENCPNRSGGSTPLDSQTK[18] Phospho 91.3 -0.12 -0.44 0.02 0.33 0.150 0.015 0.468 0.07 1.17E+05 1.13E+05 1.20E+05 1.22E+05 9.70E+04 1.04E+05 8.56E+04 7.00E+04 1.02E+05 1.16E+05 8.29E+04 1.57E+05 1074.453 3 26.25

BNI5 YNL166C LADQTPHDDNSENCPNRSGGSTPLDSQTK[11] Phospho, [22] Phospho79.9, 46.2 -0.48 -0.69 -0.20 0.21 0.071 0.037 0.290 0.08 1.88E+05 1.09E+05 1.53E+05 1.17E+05 1.00E+05 1.04E+05 7.96E+04 9.57E+04 1.02E+05 1.44E+05 8.51E+04 1.61E+05 1101.108 3 17.81

RPL22A YLR061W LAFYQVTPEEDEEEDEE[7] Phospho100.0 2.29 1.74 0.57 0.55 0.012 0.000 0.053 0.11 1.11E+04 1.81E+04 8.69E+03 5.05E+04 8.92E+04 4.58E+04 4.29E+04 4.35E+04 4.04E+04 1.93E+04 1.95E+04 1.72E+04 1076.414 2 16.75

SHE3 YBR130C LAPHHNIFMANLESSPTK[15] Phospho 92.1 0.50 0.10 0.59 0.40 0.180 0.436 0.020 0.28 1.18E+04 1.59E+04 1.75E+04 2.17E+04 3.14E+04 1.11E+04 2.65E+04 1.59E+04 6.06E+03 1.98E+04 2.63E+04 2.22E+04 696.331 3 33.09

LSB3 R024C-A LAPTNSGGSGGKLDDPSGASSYYASHR[6] Phospho ,[9] Phospho 97.0, 99.4 -0.79 -0.58 -0.48 -0.21 0.002 0.037 0.007 0.26 4.47E+05 3.90E+05 3.73E+05 2.69E+05 2.09E+05 2.21E+05 2.22E+05 3.71E+05 2.18E+05 2.78E+05 2.69E+05 3.21E+05 938.0588 3 41.18

LSB3 R024C-A LAPTNSGGSGGKLDDPSGASSYYASHR[9] Phospho 99.2 -0.89 -0.45 -0.35 -0.44 0.002 0.036 0.069 0.07 8.27E+04 9.75E+04 8.17E+04 5.09E+04 3.94E+04 5.15E+04 7.73E+04 6.55E+04 4.92E+04 5.30E+04 6.81E+04 8.39E+04 911.4035 3 46.09

SPA2 YLL021W LASSGEVDKIESPR[12] Phospho 100.0 -0.15 0.63 0.40 -0.78 0.255 0.075 0.148 0.06 4.15E+04 4.31E+04 4.09E+04 3.01E+04 3.37E+04 4.90E+04 8.15E+04 3.95E+04 7.27E+04 4.17E+04 4.66E+04 7.70E+04 784.3718 2 49.39

VPS13 YLL040C LAVLDPSILGER[7] Phospho 100.0 -0.06 0.41 0.23 -0.47 0.453 0.167 0.327 0.11 3.49E+04 7.73E+04 4.01E+04 3.53E+04 6.92E+04 4.14E+04 8.17E+04 6.37E+04 5.72E+04 4.39E+04 8.37E+04 5.10E+04 681.8558 2 31.47

PAF1 YBR279W LDDGDSDDENLDVNHIISR[6] Phospho 100.0 -0.49 -0.09 -0.28 -0.41 0.170 0.362 0.130 0.22 3.76E+04 5.23E+04 4.04E+04 1.21E+04 4.93E+04 3.11E+04 3.43E+04 5.04E+04 3.80E+04 3.09E+04 4.33E+04 3.28E+04 741.3145 3 62.09

BUD21 YOR078W LDESDENEEALAK[4] Phospho 100.0 0.33 0.18 0.20 0.15 0.087 0.250 0.195 0.23 1.62E+05 1.60E+05 2.34E+05 2.30E+05 2.08E+05 2.60E+05 2.00E+05 1.76E+05 2.55E+05 2.37E+05 1.86E+05 2.15E+05 771.8147 2 68.6

SAC7 YDR389W LDHTTLSPISTSIPENSSDLQTSK[11] Phospho 49.5 -0.14 0.11 0.14 -0.25 0.242 0.281 0.201 0.08 7.20E+04 9.49E+04 7.10E+04 6.61E+04 8.24E+04 6.77E+04 9.31E+04 9.01E+04 7.35E+04 8.23E+04 9.51E+04 8.50E+04 884.4207 3 43.74

YMR086W YMR086W LDNSNSSESETVVNSENNLEK[6] Phospho 87.1 -0.36 -0.50 -0.34 0.14 0.176 0.116 0.178 0.22 8.51E+04 4.27E+04 5.77E+04 5.46E+04 4.87E+04 4.11E+04 3.74E+04 4.74E+04 4.66E+04 5.19E+04 4.55E+04 4.89E+04 1195.006 2 55.6

YJR056C YJR056C LDSDSEVDIR[3] Phospho 100.0 1.00 0.76 0.08 0.25 0.005 0.007 0.353 0.10 1.04E+04 1.32E+04 1.61E+04 2.42E+04 2.42E+04 3.11E+04 2.49E+04 1.99E+04 2.23E+04 1.28E+04 1.41E+04 1.49E+04 614.7587 2 49.28

SWI3 YJL176C LDSQETPSTEESR[3] Phospho 100.0 3.31 -2.95 -2.50 6.25 0.000 0.036 0.040 0.00 5.35E+02 7.03E+02 1.61E+03 9.19E+03 1.04E+04 9.01E+03 2.67E+02 0.00E+00 7.53E+01 2.35E+02 8.82E+01 1.55E+02 779.8177 2 40.95

INN1 YNL152W LDSSSPNSHPHPSGLNSPK[4] Phospho32.8 0.48 0.48 0.30 0.01 0.083 0.158 0.235 0.49 1.36E+04 1.89E+04 2.93E+04 2.72E+04 2.74E+04 3.19E+04 3.51E+04 1.81E+04 3.27E+04 2.13E+04 2.17E+04 3.33E+04 679.9723 3 19.82

YOR304C-A R304C-A LEASEEPQAPLANTSETNSIKGDTENIVTVFDLANEIEK[15] Phospho, [19] Phospho76.4, 52.5 0.06 -0.06 -0.44 0.12 0.447 0.458 0.218 0.38 8.47E+04 1.04E+05 3.54E+04 6.37E+04 9.69E+04 7.28E+04 8.90E+04 8.39E+04 4.23E+04 4.56E+04 7.57E+04 4.30E+04 1095.005 4 35.76

SPT6 YGR116W LEDFFSEDEEEEESGLR[6] Phospho 100.0 1.74 1.21 0.21 0.53 0.012 0.003 0.273 0.10 3.24E+04 5.20E+04 3.60E+04 1.02E+05 1.85E+05 1.16E+05 9.61E+04 1.03E+05 7.84E+04 3.15E+04 5.49E+04 5.29E+04 1070.419 2 58.92

PRT1 YOR361C LEDIPVDDIDFSDLEEQYK[12] Phospho 100.0 0.29 0.11 -0.24 0.17 0.238 0.374 0.298 0.26 1.74E+05 2.66E+05 1.25E+05 2.04E+05 2.95E+05 1.91E+05 2.08E+05 2.29E+05 1.74E+05 1.61E+05 2.06E+05 1.13E+05 1182.013 2 68.62

PRT1 YOR361C LEDIPVDDIDFSDLEEQYK[12] Phospho 100.0 0.69 0.49 -0.24 0.20 0.127 0.143 0.332 0.29 1.67E+04 3.93E+04 1.58E+04 2.70E+04 5.37E+04 3.51E+04 3.64E+04 3.40E+04 3.06E+04 1.97E+04 2.33E+04 1.78E+04 788.3464 3 47.34

MAK21 YDR060W LEDVDDDDIEEESTSSK[16] Phospho 95.4 0.37 0.22 0.11 0.15 0.072 0.229 0.318 0.23 1.88E+04 2.70E+04 3.14E+04 3.57E+04 3.51E+04 2.93E+04 2.45E+04 2.86E+04 3.69E+04 3.07E+04 2.75E+04 2.52E+04 1003.387 2 58.96

ZEO1 YOL109W LEETKESLQNK[4] Phospho ,[7] Phospho 100.0, 100.0 0.32 0.10 0.40 0.22 0.218 0.396 0.185 0.19 2.85E+04 1.49E+04 3.80E+04 4.20E+04 3.17E+04 2.81E+04 2.38E+04 3.16E+04 3.21E+04 4.54E+04 2.62E+04 3.62E+04 739.8129 2 27.49

ZEO1 YOL109W LEETKESLQNK[7] Phospho 100.0 0.14 -0.34 0.06 0.48 0.192 0.054 0.376 0.02 6.16E+05 4.87E+05 6.12E+05 7.05E+05 5.67E+05 6.15E+05 4.26E+05 3.95E+05 5.30E+05 7.17E+05 5.59E+05 5.15E+05 699.8295 2 64.66

ZEO1 YOL109W LEETKESLQNK[7] Phospho 100.0 0.26 -0.23 0.09 0.49 0.087 0.129 0.329 0.02 1.95E+05 1.63E+05 2.15E+05 2.64E+05 2.10E+05 2.14E+05 1.61E+05 1.37E+05 1.90E+05 2.46E+05 1.91E+05 1.74E+05 466.8887 3 17.21

TMA17 YDL110C LEGADDRLEADDSDDLENIDSGDLALYK[13] Phospho 100.0 -0.30 0.48 -0.04 -0.78 0.192 0.059 0.459 0.00 8.73E+05 1.18E+06 6.43E+05 6.82E+05 8.67E+05 6.51E+05 1.35E+06 1.34E+06 1.08E+06 7.23E+05 1.18E+06 7.21E+05 1049.79 3 95.57

MCK1 YNL307C LEHNQPSISYICSR[10] Phospho 99.7 0.33 0.30 0.10 0.02 0.024 0.053 0.197 0.42 6.96E+04 8.31E+04 9.07E+04 9.78E+04 1.10E+05 9.81E+04 9.21E+04 9.50E+04 1.13E+05 8.46E+04 8.77E+04 8.92E+04 595.2664 3 54.26

MCK1 YNL307C LEHNQPSISYICSR[10] Phospho 99.7 -0.12 -0.27 0.05 0.16 0.314 0.171 0.403 0.17 1.23E+05 7.95E+04 8.69E+04 8.73E+04 9.75E+04 8.26E+04 7.17E+04 7.36E+04 9.46E+04 1.04E+05 9.72E+04 9.94E+04 892.3958 2 47.14

HXT2 YMR011W LETDESPIQTK[3] Phospho 100.0 0.00 -0.10 -0.18 0.10 0.500 0.286 0.210 0.29 2.36E+05 2.92E+05 3.18E+05 2.85E+05 2.35E+05 3.26E+05 2.77E+05 2.21E+05 2.89E+05 2.21E+05 2.24E+05 3.03E+05 670.8035 2 41.46

HXT2 YMR011W LETDESPIQTK[3] Phospho ,[6] Phospho 100.0, 100.0 -0.05 0.03 -0.21 -0.08 0.430 0.467 0.282 0.39 1.05E+05 5.82E+04 1.02E+05 8.37E+04 7.08E+04 1.01E+05 6.28E+04 1.08E+05 9.94E+04 9.85E+04 6.05E+04 7.06E+04 710.7864 2 19.88

HXT2 YMR011W LETDESPIQTK[6] Phospho 100.0 0.40 0.28 0.21 0.13 0.052 0.090 0.223 0.25 6.99E+04 6.89E+04 9.16E+04 1.07E+05 8.36E+04 1.14E+05 8.93E+04 8.36E+04 1.06E+05 7.95E+04 7.40E+04 1.13E+05 670.8052 2 34.12

NOP12 YOL041C LFGTNPIAETEESGNEK[13] Phospho 100.0 0.23 0.17 0.19 0.07 0.156 0.150 0.122 0.36 1.05E+06 1.30E+06 1.01E+06 1.21E+06 1.60E+06 1.14E+06 1.22E+06 1.39E+06 1.16E+06 1.17E+06 1.41E+06 1.26E+06 958.4207 2 68.49

NOP12 YOL041C LFGTNPIAETEESGNEK[13] Phospho 100.0 0.24 0.28 0.21 -0.04 0.243 0.154 0.142 0.45 7.30E+04 1.05E+05 8.42E+04 8.42E+04 1.41E+05 8.54E+04 9.70E+04 1.33E+05 8.98E+04 9.05E+04 1.03E+05 1.11E+05 639.2828 3 45.19

NOP12 YOL041C LFGTNPIAETEESGNEKEEESSK[13] Phospho 87.0 -0.11 -0.09 0.18 -0.02 0.246 0.274 0.156 0.40 3.24E+05 3.58E+05 2.69E+05 3.07E+05 3.13E+05 2.61E+05 3.18E+05 2.83E+05 2.95E+05 3.17E+05 4.05E+05 3.55E+05 869.0453 3 47.31

VRP1 YLR337C LFSTGGSTLQHK[3] Phospho 96.6 -0.18 0.08 0.03 -0.25 0.364 0.443 0.474 0.34 4.91E+03 1.05E+04 9.39E+03 3.51E+03 8.47E+03 9.92E+03 1.32E+04 5.18E+03 7.70E+03 4.42E+03 8.44E+03 1.25E+04 678.3215 2 23.71

BUD3 YCL014W LGDDYSDKETAK[6] Phospho 89.3 -0.25 -0.71 -0.54 0.45 0.265 0.107 0.126 0.08 5.03E+03 2.54E+03 2.78E+03 3.15E+03 2.61E+03 2.93E+03 1.51E+03 1.85E+03 2.97E+03 2.67E+03 2.32E+03 2.10E+03 711.2953 2 23.17



MRS6 YOR370C LGQSFK [4] Phospho 100.0 0.81 1.12 0.69 -0.31 0.134 0.091 0.158 0.26 1.64E+03 8.68E+03 1.81E+04 1.35E+04 1.41E+04 2.22E+04 1.33E+04 1.84E+04 3.00E+04 1.81E+04 1.23E+04 1.53E+04 380.1755 2 23.69

RFM1 YOR279C LGSEEDEEGDGHDGDEGETK[3] Phospho 100.0 0.12 0.32 0.42 -0.21 0.384 0.232 0.139 0.24 4.17E+03 3.05E+03 7.07E+03 6.10E+03 4.99E+03 4.43E+03 6.56E+03 4.23E+03 7.12E+03 6.95E+03 5.50E+03 6.66E+03 728.9294 3 23.3

RFM1 YOR279C LGSEEDEEGDGHDGDEGETK[3] Phospho 100.0 -0.27 -0.32 -0.17 0.05 0.181 0.152 0.286 0.42 2.60E+04 1.63E+04 2.49E+04 1.79E+04 1.52E+04 2.25E+04 1.86E+04 1.36E+04 2.13E+04 2.09E+04 1.48E+04 2.39E+04 1092.891 2 61.88

NAP1 YKR048C LGSLVGQDSGYVGGLPK[3] Phospho 100.0 -0.99 -0.27 -0.39 -0.72 0.013 0.157 0.094 0.00 6.28E+04 9.36E+04 6.23E+04 3.44E+04 4.12E+04 3.43E+04 6.52E+04 5.41E+04 6.19E+04 5.44E+04 6.22E+04 5.01E+04 863.9251 2 86.54

SHP1 YBL058W LGSPIPGESSPAEVPK[3] Phospho 100.0 0.15 0.52 -0.31 -0.36 0.300 0.082 0.209 0.11 3.29E+05 5.75E+05 3.98E+05 3.96E+05 5.07E+05 5.45E+05 7.16E+05 4.58E+05 6.90E+05 2.38E+05 4.01E+05 4.13E+05 822.8984 2 61.49

SHP1 YBL058W LGSPIPGESSPAEVPK[3] Phospho 100.0 1.08 1.21 0.54 -0.13 0.027 0.023 0.155 0.33 9.47E+02 4.05E+03 3.39E+03 5.01E+03 7.26E+03 5.50E+03 7.55E+03 4.71E+03 7.14E+03 3.07E+03 4.08E+03 5.08E+03 548.9348 3 26.12

KCS1 YDR017C LGSSPSFLTQK[4] Phospho 99.2 -0.12 0.30 -0.46 -0.42 0.375 0.150 0.120 0.06 1.97E+04 3.52E+04 2.28E+04 1.65E+04 2.87E+04 2.63E+04 2.97E+04 3.08E+04 3.51E+04 1.67E+04 2.28E+04 1.69E+04 622.8005 2 49.15

SEC16 YPL085W LGTVPSNYVSSPDLVR[10] Phospho44.7 -0.36 -0.46 -0.88 0.10 0.229 0.195 0.056 0.42 2.16E+04 3.03E+04 1.35E+04 1.11E+04 2.29E+04 1.69E+04 2.13E+04 8.42E+03 1.78E+04 1.07E+04 1.35E+04 1.13E+04 892.4349 2 37.97

POL12 YBL035C LHGPFSLSDSK[6] Phospho 49.8 0.77 2.01 1.40 -1.24 0.003 0.001 0.002 0.00 6.00E+03 8.72E+03 6.35E+03 1.13E+04 1.21E+04 1.25E+04 3.35E+04 2.58E+04 2.56E+04 1.57E+04 2.15E+04 1.86E+04 634.2897 2 15.17

NCB2 YDR397C LHHNSVSDPVK[5] Phospho 94.4 -0.43 -0.41 -0.45 -0.02 0.088 0.191 0.098 0.48 2.00E+04 3.23E+04 2.57E+04 1.53E+04 2.11E+04 2.16E+04 2.93E+04 1.03E+04 1.92E+04 1.47E+04 1.86E+04 2.41E+04 656.806 2 26.76

NCB2 YDR397C LHHNSVSDPVK[5] Phospho 99.9 -0.35 -0.12 -0.32 -0.23 0.090 0.395 0.137 0.31 2.46E+04 3.84E+04 3.54E+04 2.37E+04 2.74E+04 2.62E+04 4.49E+04 1.65E+04 2.90E+04 2.12E+04 2.56E+04 3.18E+04 438.2062 3 33.06

NCB2 YDR397C LHHNSVSDPVKSEDSS[12] Phospho ,[16] Phospho 100.0, 50.0 0.23 0.03 -0.05 0.20 0.178 0.454 0.427 0.05 6.48E+04 4.63E+04 8.21E+04 7.67E+04 7.14E+04 7.81E+04 5.86E+04 6.69E+04 7.18E+04 6.36E+04 5.18E+04 7.08E+04 949.3714 2 21.47

NCB2 YDR397C LHHNSVSDPVKSEDSS[12] Phospho ,[15] Phospho 100.0, 50.0 0.13 -0.26 -0.30 0.39 0.312 0.243 0.194 0.10 7.45E+04 4.77E+04 8.48E+04 8.85E+04 6.91E+04 6.97E+04 3.84E+04 6.95E+04 6.52E+04 6.78E+04 4.29E+04 5.79E+04 633.2509 3 16.89

NOP8 YOL144W LIEDSDNDIDHAK[5] Phospho 100.0 0.42 0.04 0.16 0.38 0.049 0.437 0.271 0.02 1.41E+05 1.33E+05 2.06E+05 2.28E+05 1.95E+05 2.18E+05 1.64E+05 1.40E+05 1.89E+05 1.81E+05 1.52E+05 2.02E+05 522.2224 3 40.28

NOP8 YOL144W LIEDSDNDIDHAK[5] Phospho 100.0 0.34 -0.08 0.14 0.43 0.043 0.358 0.270 0.02 4.05E+05 3.69E+05 5.22E+05 5.70E+05 5.03E+05 5.70E+05 3.94E+05 3.44E+05 4.85E+05 4.50E+05 4.10E+05 5.68E+05 782.8306 2 59.54

YMR221C YMR221C LIEGDTGSGIIPDEQER[8] Phospho 98.9 0.15 0.41 0.29 -0.26 0.274 0.038 0.202 0.06 2.68E+04 3.74E+04 2.53E+04 2.74E+04 3.79E+04 3.37E+04 4.23E+04 3.97E+04 3.69E+04 2.59E+04 4.69E+04 3.67E+04 954.9343 2 39.67

AIM7 YDR063W LIEVSSGLEDDSDVEELREQLENC[12] Phospho 100.0 -0.36 0.17 -0.40 -0.53 0.207 0.306 0.136 0.08 2.06E+05 2.40E+05 1.22E+05 1.33E+05 2.05E+05 1.04E+05 2.08E+05 2.57E+05 1.73E+05 1.52E+05 1.54E+05 1.24E+05 953.4165 3 21.51

TAF2 YCR042C LIGQNGEESEK[9] Phospho 100.0 1.15 0.24 0.14 0.91 0.010 0.353 0.378 0.03 7.78E+03 3.79E+03 1.06E+04 1.82E+04 1.38E+04 1.72E+04 5.07E+03 7.30E+03 1.38E+04 8.08E+03 6.31E+03 1.00E+04 642.2793 2 27.99

YOX1 YML027W LINSIDHSPSK[8] Phospho 99.9 0.39 -0.13 -0.42 0.53 0.036 0.323 0.052 0.04 1.72E+04 2.14E+04 2.45E+04 2.55E+04 2.64E+04 3.09E+04 1.56E+04 1.66E+04 2.54E+04 1.36E+04 1.52E+04 1.83E+04 645.808 2 29.89

MAK21 YDR060W LIQGLSDDDDAK[6] Phospho 100.0 0.20 0.13 -0.20 0.08 0.146 0.372 0.142 0.42 1.65E+04 1.51E+04 1.99E+04 1.70E+04 1.99E+04 2.26E+04 1.17E+04 1.80E+04 2.66E+04 1.62E+04 1.60E+04 1.27E+04 685.2987 2 28.38

MAK21 YDR060W LIQGLSDDDDAKSEQEFDAVADEDADDK[6] Phospho ,[13] Phospho 100.0, 100.0 -0.50 -0.02 -0.10 -0.47 0.174 0.478 0.342 0.24 8.76E+05 1.20E+06 8.06E+05 3.07E+05 1.11E+06 6.23E+05 5.80E+05 1.40E+06 8.51E+05 9.05E+05 1.04E+06 7.40E+05 1072.089 3 67.9

STU1 YBL034C LKDDNEPTVK[8] Phospho 100.0 -0.87 0.68 0.27 -1.56 0.225 0.160 0.374 0.01 7.53E+03 1.05E+03 3.10E+03 1.42E+03 1.03E+03 3.92E+03 7.66E+03 4.79E+03 6.33E+03 7.10E+03 4.34E+03 2.63E+03 619.7869 2 36.54

HRQ1 YDR291W LKSAGQGSGK[8] Phospho 100.0 -0.32 -0.58 -0.10 0.26 0.335 0.264 0.463 0.35 1.17E+04 2.41E+03 6.29E+03 7.63E+03 4.49E+03 4.24E+03 1.97E+03 8.14E+03 3.51E+03 1.35E+04 3.12E+03 2.43E+03 506.7441 2 28.36

YOR296W YOR296W LLDYKINLK [4] Phospho 100.0 -2.67 -3.42 -0.42 0.75 0.096 0.083 0.347 0.15 7.80E+05 1.92E+05 1.59E+05 5.03E+04 3.89E+04 8.82E+04 2.91E+04 6.06E+04 1.56E+04 9.11E+04 3.27E+05 4.27E+05 600.3248 2 17.47

RAD53 YPL153C LLHSNNTENVK[4] Phospho 100.0 -7.69 -4.93 -1.77 -2.76 0.005 0.005 0.015 0.04 2.01E+04 3.87E+04 4.37E+04 2.12E+02 1.52E+02 1.02E+02 1.63E+03 3.41E+02 1.36E+03 1.28E+04 9.12E+03 8.19E+03 674.8161 2 24.92

YGR125W YGR125W LLLSPASSNVDDDRNR[7] Phospho ,[8] Phospho 90.0, 90.0 -0.43 0.06 -0.16 -0.49 0.137 0.427 0.064 0.19 3.59E+04 3.90E+04 3.87E+04 1.45E+04 4.07E+04 2.92E+04 2.77E+04 5.63E+04 3.47E+04 3.08E+04 3.70E+04 3.39E+04 644.6144 3 17.08

SEC16 YPL085W LLNDSDQHDITADSNDLPDNSIVEHDSVITQTK[5] Phospho 79.9 -0.60 0.20 0.03 -0.80 0.049 0.216 0.457 0.02 1.78E+04 2.60E+04 2.19E+04 9.38E+03 1.66E+04 1.73E+04 2.53E+04 2.02E+04 2.98E+04 2.09E+04 1.91E+04 2.69E+04 933.1753 4 21.28

PRM5 YIL117C LLNSPESDGSVNR[4] Phospho100.0 0.80 -0.29 0.09 1.09 0.007 0.301 0.338 0.03 1.17E+04 1.59E+04 1.48E+04 2.18E+04 2.30E+04 2.89E+04 7.67E+03 6.67E+03 2.03E+04 1.48E+04 1.23E+04 1.81E+04 734.3285 2 42.64

IST2 YBR086C LLPDGDAVDALSR[12] Phospho 100.0 -0.45 0.04 -0.19 -0.48 0.069 0.435 0.246 0.03 2.62E+04 3.52E+04 2.42E+04 1.66E+04 2.45E+04 2.18E+04 3.15E+04 3.17E+04 2.46E+04 1.95E+04 3.07E+04 2.49E+04 711.3381 2 15.54

REG1 YDR028C LLPDTTLNYGSDEESDNGEFNGYGNAVSHNVNTSR[11] Phospho, [15] Phospho62.5, 81.5 -0.49 0.25 -0.08 -0.74 0.087 0.321 0.260 0.15 6.05E+04 6.85E+04 5.29E+04 2.79E+04 6.09E+04 4.05E+04 4.54E+04 1.17E+05 5.42E+04 5.66E+04 6.08E+04 5.42E+04 987.4107 4 22.62

DSL1 YNL258C LLPYILK [4] Phospho 100.0 -6.93 -5.78 -0.72 -1.18 0.122 0.124 0.319 0.16 7.12E+03 1.08E+03 5.00E+02 0.00E+00 0.00E+00 4.15E+01 6.29E+01 6.63E+01 0.00E+00 4.25E+02 1.75E+03 3.10E+03 470.2661 2 17.06

SUB1 YMR039C LLSDDEYEDDNNNDSTNNDK[3] Phospho100.0 -0.33 0.26 0.23 -0.59 0.106 0.147 0.133 0.03 2.00E+05 1.46E+05 2.02E+05 1.80E+05 1.31E+05 1.26E+05 1.73E+05 2.56E+05 2.30E+05 2.47E+05 2.06E+05 1.91E+05 803.9662 3 52.41

ALK2 YBL009W LLSPSK [3] Phospho 94.6 0.37 0.64 1.35 -0.27 0.128 0.120 0.003 0.28 4.36E+02 6.87E+02 6.70E+02 8.64E+02 5.63E+02 8.98E+02 1.39E+03 7.88E+02 6.31E+02 1.30E+03 1.50E+03 1.82E+03 362.6853 2 25.53

RLM1 YPL089C LLSPTALISK [3] Phospho 100.0 -0.11 0.11 0.00 -0.22 0.412 0.418 0.499 0.32 2.50E+04 4.86E+04 2.27E+04 2.40E+04 4.04E+04 2.49E+04 5.05E+04 2.45E+04 2.90E+04 2.07E+04 4.20E+04 3.35E+04 561.8128 2 54.66

INP52 YNL106C LLSPTK [3] Phospho 100.0 -1.21 1.93 0.12 -3.14 0.148 0.016 0.440 0.01 1.20E+03 3.28E+02 2.47E+03 3.62E+02 5.59E+02 7.92E+02 4.56E+03 3.71E+03 7.03E+03 1.53E+03 1.97E+03 8.37E+02 369.6935 2 27.86

NBA1 YOL070C LLSSPLRQEK[4] Phospho 99.9 0.06 0.93 0.58 -0.87 0.402 0.051 0.098 0.05 1.72E+04 2.65E+04 2.34E+04 2.15E+04 2.08E+04 2.75E+04 5.88E+04 2.68E+04 4.25E+04 2.13E+04 3.48E+04 4.41E+04 625.8293 2 31.78

PAF1 YBR279W LLVYPESPETNADSSQLINSLYIK[7] Phospho99.8 -0.26 -0.17 -0.54 -0.09 0.280 0.346 0.171 0.39 2.85E+04 4.53E+04 2.07E+04 2.13E+04 3.42E+04 2.33E+04 3.56E+04 2.73E+04 2.08E+04 1.79E+04 3.25E+04 1.44E+04 925.4553 3 38.44

VTC2 YFL004W LMGVDSEEEEIELPPGVK[6] Phospho 100.0 -1.20 -0.06 0.22 -1.15 0.037 0.441 0.341 0.06 1.82E+05 2.49E+05 1.52E+05 6.92E+04 1.52E+05 3.20E+04 2.13E+05 2.35E+05 1.12E+05 1.43E+05 3.54E+05 1.80E+05 1025.971 2 54.25

YCF1 YDR135C LNDLDFGNSDAISLR[13] Phospho 100.0 -0.18 0.27 0.10 -0.45 0.303 0.164 0.379 0.05 2.75E+05 3.89E+05 2.20E+05 2.24E+05 3.33E+05 2.24E+05 3.94E+05 3.59E+05 3.15E+05 2.56E+05 4.06E+05 2.88E+05 865.3948 2 79.92

ENT1 YDL161W LNELLATGTGIDTFGNVGEAR[9] Phospho 100.0 -0.22 0.21 -0.02 -0.43 0.340 0.327 0.485 0.13 6.03E+04 1.35E+05 6.52E+04 6.52E+04 1.01E+05 5.78E+04 1.30E+05 9.12E+04 8.05E+04 6.64E+04 1.18E+05 7.28E+04 1114.534 2 59.43

ENT1 YDL161W LNELLATGTGIDTFGNVGEAR[9] Phospho 100.0 -0.16 0.46 0.07 -0.63 0.394 0.170 0.453 0.05 2.67E+04 6.55E+04 2.73E+04 2.91E+04 5.05E+04 2.71E+04 6.48E+04 5.38E+04 4.62E+04 2.92E+04 6.05E+04 3.58E+04 743.3587 3 58.89

HST2 YPL015C LNGHDSDEDGASNSSSSQK[6] Phospho 100.0 2.02 0.76 1.01 1.26 0.031 0.036 0.106 0.06 4.75E+02 6.76E+02 3.55E+02 2.55E+03 8.78E+02 2.79E+03 1.03E+03 8.93E+02 6.48E+02 1.70E+03 6.18E+02 7.58E+02 1007.885 2 28.21

RBS1 YDL189W LNKSEDDVK[4] Phospho 100.0 1.27 0.68 0.58 0.58 0.021 0.088 0.143 0.12 4.72E+02 2.76E+02 3.74E+02 9.13E+02 6.15E+02 1.22E+03 8.36E+02 3.83E+02 6.06E+02 8.57E+02 4.21E+02 4.19E+02 564.2518 2 25.17

PIG2 YIL045W LNSLEFLHK [3] Phospho 100.0 -0.72 0.47 0.26 -1.19 0.165 0.295 0.343 0.13 9.21E+02 2.25E+03 9.36E+02 7.43E+02 1.23E+03 5.08E+02 3.49E+03 9.98E+02 1.21E+03 8.22E+02 2.42E+03 1.70E+03 590.7917 2 23.57

PAM1 YDR251W LNSLSNQSTFR[3] Phospho 100.0 -0.25 -0.23 -0.24 -0.03 0.033 0.058 0.049 0.43 5.20E+04 4.75E+04 5.35E+04 4.22E+04 3.85E+04 4.78E+04 4.36E+04 3.81E+04 4.92E+04 4.16E+04 3.88E+04 4.93E+04 673.809 2 48.44

AZF1 YOR113W LNSLSVNNK[3] Phospho 99.7 -0.59 -0.45 -0.55 -0.14 0.098 0.189 0.126 0.38 2.95E+03 1.44E+03 2.02E+03 1.22E+03 1.33E+03 1.70E+03 7.91E+02 1.88E+03 2.00E+03 1.67E+03 9.66E+02 1.74E+03 534.7587 2 30.32

CYC8 YBR112C LNSPNSNINK[3] Phospho 100.0 -1.09 -1.68 -2.11 0.59 0.255 0.197 0.170 0.28 2.43E+05 3.58E+04 2.32E+04 8.53E+04 1.87E+04 3.75E+04 1.01E+04 2.35E+04 6.03E+04 2.77E+04 1.28E+04 2.95E+04 590.7713 2 35.91

MSB1 YOR188W LNVLQGAVSPSQQVTPK[9] Phospho 98.9 -0.21 0.55 0.45 -0.77 0.331 0.094 0.115 0.03 7.48E+03 1.71E+04 1.05E+04 6.47E+03 1.08E+04 1.30E+04 1.50E+04 2.12E+04 1.53E+04 1.78E+04 1.57E+04 1.43E+04 923.4774 2 23.33

GIP4 YAL031C LPASSSPSPSPTSSASPSR[16] Phospho 89.8 -0.37 0.18 0.02 -0.55 0.009 0.167 0.385 0.03 6.82E+04 6.33E+04 6.72E+04 4.99E+04 4.59E+04 5.81E+04 7.66E+04 6.06E+04 8.75E+04 6.63E+04 6.22E+04 7.35E+04 940.4259 2 51.06

ASK1 YKL052C LPDSSDEDTGSEAVPSR[4] Phospho ,[5] Phospho 100.0, 100.0 -0.27 -0.20 -1.19 -0.07 0.197 0.347 0.003 0.46 3.34E+04 2.47E+04 3.21E+04 1.62E+04 3.20E+04 2.67E+04 9.33E+03 3.96E+04 2.95E+04 1.25E+04 1.66E+04 1.05E+04 961.3596 2 37.65

BFR2 YDR299W LPELISPVVK[6] Phospho 100.0 0.63 0.48 0.08 0.15 0.213 0.302 0.466 0.42 1.52E+03 6.92E+03 2.62E+03 3.56E+03 8.77E+03 4.79E+03 9.04E+03 2.24E+03 4.18E+03 8.50E+02 6.17E+03 4.67E+03 587.8286 2 28.64

ADR1 YDR216W LPESANNYTYSSGSPTR[14] Phospho 90.2 1.08 0.53 0.47 0.55 0.000 0.001 0.003 0.00 6.75E+04 6.15E+04 7.33E+04 1.49E+05 1.27E+05 1.51E+05 9.97E+04 9.23E+04 1.00E+05 9.31E+04 8.82E+04 9.92E+04 962.4096 2 51.42

NUP159 YIL115C LPETPSDEDGEVVEEEAQK[6] Phospho 100.0 -0.20 -0.31 -0.81 0.10 0.213 0.160 0.039 0.27 5.84E+04 8.47E+04 9.81E+04 6.53E+04 7.05E+04 7.39E+04 5.13E+04 7.31E+04 7.07E+04 2.84E+04 5.76E+04 5.18E+04 1090.96 2 75.25

NUP159 YIL115C LPETPSDEDGEVVEEEAQK[6] Phospho 100.0 0.15 0.10 -0.28 0.05 0.253 0.320 0.150 0.40 1.44E+04 2.06E+04 2.13E+04 1.73E+04 2.29E+04 2.23E+04 1.71E+04 2.29E+04 2.05E+04 1.21E+04 1.77E+04 1.65E+04 727.643 3 26.71

NUP159 YIL115C LPETPSDEDGEVVEEEAQKSPIGK[20] Phospho 100.0 0.07 0.45 0.35 -0.38 0.266 0.004 0.173 0.00 4.90E+04 6.13E+04 5.19E+04 5.58E+04 5.89E+04 5.54E+04 7.63E+04 7.45E+04 7.03E+04 4.49E+04 9.18E+04 7.07E+04 888.4047 3 28.69

NUP159 YIL115C LPETPSDEDGEVVEEEAQKSPIGK[6] Phospho, [20] Phospho99.7, 100.0 -0.57 0.23 -0.04 -0.80 0.018 0.120 0.383 0.02 2.37E+05 2.63E+05 2.44E+05 1.20E+05 2.04E+05 1.77E+05 2.43E+05 3.46E+05 2.82E+05 2.04E+05 2.76E+05 2.42E+05 915.0596 3 24.71

PWP2 YCR057C LPLSNENDSSDEEENEK[9] Phospho ,[10] Phospho 100.0, 100.0 0.16 0.17 0.10 -0.01 0.291 0.375 0.373 0.49 2.76E+05 1.70E+05 2.87E+05 2.14E+05 3.14E+05 2.90E+05 1.21E+05 4.03E+05 3.01E+05 3.33E+05 2.23E+05 2.31E+05 1054.883 2 32.57

NHA1 YLR138W LPSLDK [3] Phospho 100.0 0.22 0.32 0.45 -0.10 0.223 0.114 0.041 0.28 4.38E+04 4.40E+04 6.84E+04 6.51E+04 4.89E+04 6.78E+04 6.31E+04 5.92E+04 7.32E+04 7.21E+04 7.17E+04 6.96E+04 376.6834 2 25.59

RSP5 YER125W LPSSSPHSQAPSGHTASSSTNTSSTTR[12] Phospho64.5 -0.05 -0.39 0.07 0.34 0.408 0.195 0.441 0.22 8.66E+03 1.03E+04 7.31E+03 9.91E+03 7.91E+03 7.59E+03 9.58E+03 2.95E+03 7.53E+03 1.40E+04 7.97E+03 5.55E+03 917.4027 3 23.01

RHO4 YKR055W LPTPFAR [3] Phospho 100.0 1.48 0.88 0.19 0.60 0.013 0.107 0.386 0.11 5.26E+02 1.81E+03 1.64E+03 2.73E+03 4.66E+03 3.80E+03 3.23E+03 1.16E+03 2.98E+03 5.78E+02 1.92E+03 2.06E+03 441.2177 2 21.05

SEC16 YPL085W LPWEVSDGEVSSGK[6] Phospho 100.0 -0.47 -0.12 -0.05 -0.35 0.096 0.339 0.430 0.09 5.42E+04 8.80E+04 6.05E+04 4.34E+04 6.08E+04 4.26E+04 5.20E+04 7.19E+04 6.30E+04 5.15E+04 7.60E+04 6.82E+04 785.346 2 49.08

PCM1 YEL058W LQGQYVGVMITASHNPYQDNGVK[13] Phospho 79.1 -1.19 -0.94 -0.47 -0.25 0.017 0.020 0.073 0.27 1.44E+05 1.66E+05 9.95E+04 5.16E+04 8.67E+04 4.14E+04 8.87E+04 6.99E+04 5.50E+04 8.79E+04 1.12E+05 9.62E+04 867.0714 3 22.89

YGR149W YGR149W LQPDSDAVISDASVNDK[10] Phospho ,[13] Phospho 100.0, 100.0 -0.63 0.11 0.03 -0.74 0.020 0.218 0.341 0.02 6.23E+04 6.87E+04 6.85E+04 2.78E+04 5.03E+04 5.05E+04 7.58E+04 7.82E+04 6.07E+04 6.68E+04 7.09E+04 6.53E+04 967.3962 2 22.83

LYP1 YNL268W LQVVSHETDINEDEEEAHYEDK[5] Phospho ,[8] Phospho 100.0, 100.0 -1.41 -0.77 -0.93 -0.64 0.005 0.045 0.015 0.09 1.80E+05 1.14E+05 1.42E+05 6.10E+04 5.55E+04 4.77E+04 6.14E+04 1.23E+05 7.16E+04 7.76E+04 6.08E+04 9.04E+04 930.3672 3 47.62

POL1 YNL102W LRENLNSSPTSEFK[10] Phospho 97.5 -1.46 -1.84 -0.71 0.38 0.000 0.000 0.003 0.09 1.09E+05 1.09E+05 1.20E+05 4.18E+04 3.50E+04 4.63E+04 3.63E+04 2.21E+04 3.61E+04 5.99E+04 6.29E+04 8.43E+04 851.3945 2 38.85

POL1 YNL102W LRENLNSSPTSEFK[7] Phospho ,[8] Phospho 100.0, 100.0 1.92 2.42 1.77 -0.50 0.000 0.001 0.000 0.02 2.12E+04 1.36E+04 1.57E+04 6.10E+04 6.13E+04 6.97E+04 7.48E+04 1.04E+05 9.31E+04 5.64E+04 5.34E+04 6.22E+04 891.3794 2 30.27

WHI5 YOR083W LRSPPTAAR[3] Phospho 100.0 -0.28 0.79 0.57 -1.07 0.354 0.140 0.136 0.08 4.25E+03 2.51E+03 8.63E+03 2.28E+03 3.50E+03 6.87E+03 1.26E+04 4.38E+03 9.72E+03 6.26E+03 8.13E+03 8.41E+03 524.7685 2 19.07

BEM3 YPL115C LRSPQNPNR[3] Phospho 100.0 0.96 0.21 -0.11 0.75 0.078 0.362 0.394 0.14 1.51E+04 1.64E+04 8.36E+03 2.63E+04 1.39E+04 3.73E+04 2.45E+04 8.41E+03 1.30E+04 1.72E+04 9.91E+03 9.70E+03 581.2783 2 21.44

MRL1 YPR079W LRSSPSASSSSLANR[4] Phospho 87.9 0.20 0.28 0.12 -0.07 0.303 0.248 0.400 0.40 8.52E+03 9.17E+03 1.66E+04 1.33E+04 1.01E+04 1.61E+04 1.47E+04 1.02E+04 1.67E+04 1.07E+04 8.91E+03 1.77E+04 800.3776 2 24.44

MRL1 YPR079W LRSSPSASSSSLANR[4] Phospho 87.9 -0.15 -0.12 -0.35 -0.03 0.316 0.362 0.162 0.46 1.03E+04 1.19E+04 1.72E+04 1.26E+04 8.91E+03 1.39E+04 1.21E+04 8.97E+03 1.52E+04 1.00E+04 7.98E+03 1.29E+04 533.9213 3 15.85

DNF2 YDR093W LRTSLDR [3] Phospho 50.0 -0.11 0.49 0.73 -0.61 0.454 0.257 0.149 0.11 2.35E+04 8.71E+03 6.93E+04 2.20E+04 2.13E+04 5.06E+04 4.89E+04 3.61E+04 5.79E+04 5.70E+04 4.92E+04 6.21E+04 470.7343 2 18.7



SDS24 YBR214W LSAVPMTQTPSQCLSCVHAQK[15] Phospho 87.5 -0.61 -0.25 0.16 -0.36 0.096 0.028 0.273 0.22 4.20E+04 4.73E+04 3.98E+04 3.06E+04 4.28E+04 1.12E+04 3.46E+04 3.87E+04 3.54E+04 3.37E+04 5.76E+04 5.29E+04 808.3676 3 17.25

AKL1 YBR059C LSDSEENLLNDMFLSSFEISSK[2] Phospho50.0 -0.47 0.30 -0.85 -0.77 0.187 0.303 0.067 0.13 4.52E+03 4.26E+03 2.07E+03 2.19E+03 3.86E+03 1.77E+03 7.02E+03 2.95E+03 3.41E+03 1.31E+03 2.54E+03 2.16E+03 862.3856 3 21.97

ARG82 YDR173C LSDSTDNLDSIPVK[4] Phospho 91.0 0.23 0.49 0.44 -0.25 0.239 0.045 0.056 0.11 5.73E+03 1.01E+04 1.04E+04 8.48E+03 1.27E+04 9.68E+03 1.15E+04 1.24E+04 1.29E+04 1.25E+04 1.19E+04 1.13E+04 792.364 2 35.25

SAK1 YER129W LSELSNSPQK[7] Phospho100.0 -0.43 -0.30 -0.18 -0.13 0.034 0.171 0.192 0.33 4.25E+04 3.11E+04 4.16E+04 3.17E+04 2.69E+04 2.68E+04 2.12E+04 3.21E+04 4.03E+04 3.87E+04 2.95E+04 3.37E+04 591.7739 2 23.27

VTC3 YPL019C LSHFSNLEDASFK[5] Phospho 100.0 -0.70 0.41 0.72 -1.11 0.133 0.306 0.160 0.13 2.88E+03 6.48E+03 3.09E+03 3.13E+03 2.77E+03 1.75E+03 9.84E+03 3.71E+03 2.96E+03 2.87E+03 9.71E+03 7.89E+03 787.8487 2 37.81

STE11 YLR362W LSIAQR [2] Phospho 100.0 1.46 0.97 0.74 0.49 0.012 0.125 0.089 0.16 1.30E+02 7.15E+02 5.34E+02 1.22E+03 1.06E+03 1.57E+03 3.44E+02 1.11E+03 1.28E+03 6.35E+02 9.44E+02 7.53E+02 384.194 2 26.1

SSB1 YDL229W LSSEEIEK [3] Phospho 99.6 0.73 0.38 0.22 0.35 0.036 0.175 0.220 0.15 1.87E+04 1.31E+04 2.52E+04 3.34E+04 2.42E+04 3.70E+04 1.93E+04 2.19E+04 3.31E+04 2.45E+04 2.00E+04 2.21E+04 507.7231 2 28.28

NCL1 YBL024W LSSETPALESEGPQTK[2] Phospho47.2 -0.04 -0.13 -0.30 0.09 0.428 0.359 0.116 0.38 1.30E+04 1.85E+04 1.97E+04 1.59E+04 1.68E+04 1.73E+04 1.21E+04 1.28E+04 2.18E+04 1.20E+04 1.44E+04 1.52E+04 877.3961 2 29.35

RTC1 YOL138C LSSHTAPIIGSPR[11] Phospho 100.0 0.04 0.53 0.31 -0.49 0.441 0.063 0.190 0.05 1.10E+04 1.89E+04 1.34E+04 1.23E+04 1.67E+04 1.56E+04 2.42E+04 1.62E+04 2.21E+04 1.30E+04 2.20E+04 1.86E+04 708.3559 2 26.45

FUN30 YAL019W LSSIHGNINNK[3] Phospho 100.0 -3.63 -3.64 -1.55 0.01 0.013 0.013 0.036 0.49 1.48E+04 1.15E+04 2.68E+04 1.55E+03 1.21E+03 1.50E+03 9.05E+02 6.15E+02 2.70E+03 5.68E+03 4.36E+03 8.02E+03 638.8059 2 25

TRM2 YKR056W LSSPLTDSGNR[3] Phospho 99.9 0.16 -0.12 -0.22 0.28 0.282 0.297 0.236 0.11 1.83E+04 1.61E+04 2.50E+04 2.32E+04 1.72E+04 2.62E+04 1.78E+04 1.91E+04 1.78E+04 1.33E+04 1.65E+04 2.12E+04 613.7746 2 33.12

CAF120 YNL278W LSSSSEQDLNNSDSPSIK[5] Phospho 71.8 -0.30 -0.89 -0.30 0.59 0.083 0.006 0.083 0.00 1.77E+04 1.25E+04 1.68E+04 1.37E+04 1.31E+04 1.13E+04 8.72E+03 8.68E+03 8.01E+03 1.32E+04 1.13E+04 1.36E+04 994.4294 2 49.85

GIN4 YDR507C LSTIVNQSSPTPASR[8] Phospho50.0 -0.40 0.26 0.13 -0.67 0.012 0.030 0.112 0.00 5.13E+05 5.21E+05 4.33E+05 3.97E+05 3.79E+05 3.34E+05 6.34E+05 5.47E+05 5.80E+05 5.06E+05 5.58E+05 5.41E+05 819.3985 2 33.22

STB3 YDR169C LTATSEPTSR[9] Phospho 93.1 -0.26 -0.45 -0.34 0.19 0.138 0.057 0.097 0.12 4.15E+04 3.08E+04 4.71E+04 3.50E+04 2.95E+04 3.54E+04 2.79E+04 2.59E+04 3.35E+04 3.58E+04 2.80E+04 3.08E+04 571.758 2 25.17

YLR407W YLR407W LTDESEESSSANNTTTTASHTLSNSK[10] Phospho 80.7 0.05 -0.14 0.63 0.19 0.430 0.327 0.064 0.15 4.34E+04 2.32E+04 3.51E+04 3.90E+04 3.01E+04 3.63E+04 2.73E+04 2.97E+04 3.55E+04 5.38E+04 3.85E+04 6.55E+04 931.3963 3 52.01

YJR029W YJR029W LTESTVNHTNHSDDELPGHLLLDSGASR[2] Phospho 30.4 -0.73 0.06 0.08 -0.79 0.029 0.419 0.397 0.01 4.71E+04 7.66E+04 5.42E+04 3.74E+04 3.36E+04 3.63E+04 7.57E+04 5.34E+04 5.62E+04 4.73E+04 7.16E+04 6.88E+04 774.6077 4 32.43

RTT107 YHR154W LTFGSFSSSSTNK[5] Phospho 99.2 -5.03 -3.30 -4.14 -1.74 0.006 0.007 0.006 0.05 3.74E+03 7.22E+03 4.17E+03 2.00E+02 2.27E+02 6.11E+00 7.48E+02 5.55E+02 2.12E+02 2.45E+02 2.93E+02 2.95E+02 721.8141 2 33.06

APL6 YGR261C LTGINDGDSNSISGK[11] Phospho 98.6 -0.17 -0.23 -0.01 0.07 0.180 0.110 0.487 0.31 3.75E+04 3.44E+04 4.60E+04 3.57E+04 3.09E+04 3.85E+04 3.14E+04 3.15E+04 3.75E+04 4.95E+04 3.14E+04 3.63E+04 779.3423 2 42.89

VPS27 YNR006W LTLSNSPTAMFDSK[6] Phospho 99.5 -0.03 0.59 0.43 -0.62 0.487 0.079 0.230 0.19 6.35E+03 1.08E+04 7.77E+03 7.38E+03 1.52E+04 1.91E+03 1.64E+04 1.18E+04 9.38E+03 6.24E+03 1.74E+04 9.90E+03 796.3582 2 39.3

MCH4 YOL119C LTNVTSR [6] Phospho 99.7 -0.02 -0.03 -0.16 0.01 0.485 0.477 0.384 0.48 1.51E+04 5.75E+03 9.35E+03 9.77E+03 9.53E+03 1.06E+04 7.18E+03 8.52E+03 1.39E+04 1.28E+04 6.89E+03 7.33E+03 435.7075 2 24.57

SNC1 YAL030W LTSIEDK [3] Phospho 99.6 0.37 0.19 0.34 0.18 0.321 0.415 0.344 0.26 4.29E+02 1.24E+03 4.31E+03 2.62E+03 2.41E+03 2.75E+03 1.72E+03 2.02E+03 3.11E+03 3.34E+03 2.24E+03 2.03E+03 443.2018 2 22

SCP160 YJL080C LTYEPIDLSSILSDGEEK[13] Phospho 100.0 -0.44 0.02 -0.08 -0.46 0.201 0.478 0.435 0.09 1.08E+05 1.83E+05 8.11E+04 7.76E+04 1.26E+05 7.04E+04 1.42E+05 1.35E+05 1.01E+05 9.57E+04 1.66E+05 8.94E+04 696.993 3 61.28

SCP160 YJL080C LTYEPIDLSSILSDGEEK[13] Phospho100.0 -0.52 -0.17 -0.14 -0.35 0.125 0.318 0.380 0.12 8.95E+05 1.30E+06 6.57E+05 6.36E+05 8.51E+05 5.05E+05 9.01E+05 9.52E+05 6.85E+05 7.75E+05 1.21E+06 6.06E+05 1044.986 2 91.26

HPC2 YBR215W LVAAPTVSPPK[8] Phospho 99.1 -1.27 -0.64 -0.30 -0.63 0.001 0.024 0.220 0.11 1.39E+04 1.36E+04 1.34E+04 3.57E+03 5.92E+03 7.49E+03 1.22E+04 6.60E+03 7.43E+03 5.09E+03 1.48E+04 1.32E+04 580.3102 2 15.88

CWC24 YLR323C LVASDEEK [4] Phospho 100.0 0.03 0.00 0.01 0.03 0.442 0.495 0.476 0.45 6.35E+04 4.06E+04 5.35E+04 5.71E+04 4.93E+04 5.45E+04 4.28E+04 4.41E+04 7.03E+04 5.87E+04 4.49E+04 5.56E+04 485.71 2 29.1

STE12 YHR084W LVSPSDPTSYMK[3] Phospho 100.0 -0.17 -0.14 0.33 -0.02 0.385 0.346 0.250 0.48 1.15E+04 2.09E+04 1.57E+04 1.34E+04 2.33E+04 6.16E+03 1.92E+04 1.25E+04 1.19E+04 1.25E+04 2.94E+04 1.88E+04 702.8098 2 45.97

RPS6B YBR181C LVTPQR [3] Phospho 100.0 2.55 -0.33 0.26 2.88 0.005 0.338 0.331 0.01 3.52E+03 2.99E+03 1.69E+03 1.62E+04 1.11E+04 2.10E+04 4.39E+03 1.01E+03 1.13E+03 1.94E+03 2.61E+03 5.28E+03 397.2017 2 15.24

SLG1 YOR008C LYASSFSSNHGPSSGSFEEEHTK[5] Phospho ,[7] Phospho 53.3, 73.2 -0.98 -0.09 -0.60 -0.90 0.001 0.316 0.004 0.01 5.56E+04 4.72E+04 5.02E+04 2.90E+04 2.71E+04 2.12E+04 3.92E+04 5.74E+04 4.74E+04 2.96E+04 3.23E+04 3.86E+04 882.3473 3 20.83

GIN4 YDR507C LYDVGDSTIK[7] Phospho 91.2 0.85 4.58 3.44 -3.74 0.267 0.001 0.010 0.00 1.16E+03 2.30E+02 3.24E+02 1.63E+02 7.16E+02 2.22E+03 1.72E+04 1.08E+04 1.37E+04 3.76E+03 9.02E+03 6.11E+03 595.7712 2 16.76

VCX1 YDL128W MDATTPLLTVANSHPAR[13] Phospho 100.0 -0.63 -0.23 0.07 -0.40 0.141 0.282 0.430 0.23 5.60E+04 7.23E+04 3.65E+04 3.03E+04 5.79E+04 1.82E+04 5.85E+04 4.94E+04 3.29E+04 4.04E+04 7.87E+04 5.43E+04 958.9521 2 28.96

TAT1 YBR069C MDDSVSFIAK[6] Phospho 100.0 -0.14 -0.31 0.06 0.17 0.425 0.223 0.457 0.42 1.49E+04 2.31E+04 1.33E+04 1.23E+04 2.92E+04 5.01E+03 1.65E+04 1.59E+04 8.97E+03 1.11E+04 2.90E+04 1.33E+04 617.7575 2 18.87

VPS68 YOL129W MEADDHVSLFR[8] Phospho 100.0 0.27 0.77 0.47 -0.50 0.366 0.176 0.275 0.27 9.09E+03 2.45E+04 1.17E+04 1.26E+04 3.22E+04 9.83E+03 4.39E+04 1.72E+04 1.64E+04 8.40E+03 3.45E+04 1.99E+04 721.2956 2 36.82

YDR365W-B R365W-B MESQQLSQHSPISHGSACASVTSK[7] Phospho 99.7 -0.51 0.38 1.11 -0.89 0.100 0.091 0.001 0.04 1.23E+06 1.05E+06 1.02E+06 8.14E+05 1.10E+06 3.96E+05 1.76E+06 1.44E+06 1.09E+06 2.23E+06 2.16E+06 2.74E+06 893.7243 3 28.51

MCR1 YKL150W MFSRLSR [6] Phospho 98.4 -0.44 1.61 0.90 -2.05 0.358 0.101 0.226 0.08 1.55E+02 4.80E+02 6.75E+01 0.00E+00 3.49E+02 1.65E+02 1.35E+03 4.23E+02 4.42E+02 6.49E+02 6.95E+02 0.00E+00 509.7339 2 16.92

RPN13 YLR421C MIGVLNNSSESDEEESNDEK[11] Phospho 99.9 -0.46 -0.04 0.01 -0.42 0.181 0.449 0.487 0.23 2.96E+05 2.43E+05 2.86E+05 1.98E+05 3.24E+05 7.76E+04 2.48E+05 3.59E+05 1.98E+05 1.84E+05 3.60E+05 2.87E+05 1153.456 2 72.18

RPN13 YLR421C MIGVLNNSSESDEEESNDEK[11] Phospho ,[16] Phospho 89.1, 100.0 -0.09 0.83 0.60 -0.92 0.470 0.216 0.069 0.25 4.72E+04 2.91E+04 3.28E+04 8.98E+02 8.68E+04 1.49E+04 2.82E+04 1.28E+05 3.73E+04 4.50E+04 7.23E+04 4.83E+04 1193.437 2 22.11

RPN13 YLR421C MIGVLNNSSESDEEESNDEK[11] Phospho 99.9 -0.35 0.07 0.42 -0.42 0.277 0.442 0.103 0.27 4.63E+04 2.94E+04 5.49E+04 3.48E+04 5.54E+04 1.25E+04 4.07E+04 6.75E+04 2.89E+04 4.64E+04 6.84E+04 6.05E+04 769.3063 3 44.23

UTP14 YML093W MLDRNSDDEEDGRVQTLSDVENEEK[6] Phospho ,[16] Phospho 100.0, 84.4 -1.28 -0.69 -0.12 -0.59 0.031 0.102 0.379 0.16 2.23E+05 1.23E+05 1.29E+05 5.10E+04 9.81E+04 4.64E+04 9.50E+04 1.40E+05 5.94E+04 1.16E+05 1.80E+05 1.43E+05 1028.413 3 25.25

HXT1 YHR094C MNSTPDLISPQK[4] Phospho 94.3 -1.20 -0.86 -0.21 -0.34 0.014 0.017 0.205 0.28 3.04E+05 3.39E+05 2.53E+05 1.21E+05 2.08E+05 6.02E+04 1.77E+05 2.17E+05 9.96E+04 2.28E+05 3.31E+05 2.14E+05 726.8266 2 27.54

HYP2 YEL034W MSDEEHTFETADAGSSATYPMQCSALR[2] Phospho88.0 -2.33 -0.72 -0.23 -1.60 0.002 0.043 0.256 0.02 5.44E+05 4.16E+05 3.70E+05 9.14E+04 1.35E+05 3.87E+04 3.07E+05 3.42E+05 1.57E+05 2.52E+05 5.12E+05 3.69E+05 1024.741 3 63.02

HYP2 YEL034W MSDEEHTFETADAGSSATYPMQCSALRK[2] Phospho 99.6 -2.91 -1.93 -0.73 -0.98 0.037 0.056 0.175 0.10 2.44E+05 1.02E+05 8.30E+04 3.03E+04 1.87E+04 7.95E+03 4.73E+04 4.77E+04 1.77E+04 7.09E+04 1.20E+05 6.82E+04 1067.44 3 35.7

HYP2 YEL034W MSDEEHTFETADAGSSATYPMQCSALRK[2] Phospho49.9 -3.39 -2.01 -0.59 -1.37 0.029 0.050 0.212 0.09 4.53E+04 1.86E+04 1.69E+04 4.10E+03 3.04E+03 5.56E+02 8.67E+03 9.35E+03 1.98E+03 1.48E+04 2.64E+04 1.24E+04 800.8305 4 24.22

YLR108C YLR108C MSGQKGEIVVYTK[11] Phospho 50.0 -0.20 0.00 0.16 -0.20 0.241 0.498 0.383 0.35 5.72E+04 5.03E+04 3.45E+04 3.28E+04 4.61E+04 4.47E+04 4.44E+04 2.43E+04 7.35E+04 2.20E+04 6.07E+04 7.59E+04 760.3679 2 20.95

RUD3 YOR216C MSTDPEADGIVASPDDEGK[13] Phospho 100.0 0.79 0.98 1.20 -0.18 0.199 0.022 0.009 0.39 2.40E+03 2.05E+03 1.45E+03 2.33E+03 6.40E+03 1.52E+03 3.25E+03 3.32E+03 5.08E+03 4.02E+03 5.71E+03 3.84E+03 1007.402 2 34.72

RBS1 YDL189W MTALDSRNWGLTPAMETGLFQK[6] Phospho, [12] Phospho74.0, 70.5 -0.75 -1.23 -0.05 0.48 0.165 0.093 0.467 0.25 1.55E+04 5.01E+03 8.17E+03 8.81E+03 4.53E+03 3.71E+03 2.35E+03 7.01E+03 2.88E+03 7.85E+03 7.84E+03 1.21E+04 526.2373 5 15.85

NAN1 YPL126W MTQSLGIEQYKLSVVSGGK[10] Phospho 50.0 -0.27 -0.86 -0.11 0.59 0.266 0.031 0.389 0.15 2.45E+05 1.56E+05 2.33E+05 2.59E+05 1.06E+05 1.62E+05 6.87E+04 1.34E+05 1.46E+05 2.67E+05 1.96E+05 1.26E+05 1074.031 2 16.94

NAN1 YPL126W MTQSLGIEQYKLSVVSGGK[10] Phospho 99.6 0.02 -0.63 0.15 0.66 0.482 0.090 0.390 0.17 8.71E+05 4.72E+05 7.44E+05 1.13E+06 4.18E+05 5.78E+05 2.60E+05 5.75E+05 5.10E+05 1.18E+06 6.89E+05 4.37E+05 716.3568 3 31.13

MOT1 YPL082C MTSRVSR [6] Phospho 85.6 0.26 -0.30 -0.10 0.56 0.200 0.124 0.277 0.07 3.45E+03 2.63E+03 3.57E+03 2.81E+03 3.84E+03 4.92E+03 3.26E+03 2.20E+03 2.39E+03 3.22E+03 3.06E+03 2.75E+03 458.7052 2 17.97

FAP7 YDL166C MWLEQHPDGVTNEYQGPRSDDEDDEDSE[19] Phospho ,[27] Phospho 100.0, 100.0 -1.01 -0.23 -0.19 -0.78 0.129 0.398 0.301 0.29 1.50E+05 2.35E+05 1.35E+05 1.11E+04 2.01E+05 4.57E+04 2.90E+04 3.18E+05 9.64E+04 1.10E+05 1.80E+05 1.66E+05 1151.752 3 24.19

MTR4 YJL050W NADTNVGDTPDHTQDK[9] Phospho 100.0 0.09 -0.84 -0.48 0.94 0.453 0.218 0.305 0.04 5.45E+04 7.74E+03 2.15E+04 3.16E+04 1.97E+04 3.81E+04 2.17E+04 1.05E+04 1.44E+04 2.65E+04 1.75E+04 1.61E+04 904.363 2 20

PDR5 YOR153W NANDPENVGERSDLSSDRK[15] Phospho48.5 -0.55 -0.54 0.32 -0.01 0.092 0.077 0.246 0.49 8.71E+04 5.40E+04 7.18E+04 6.77E+04 3.32E+04 4.48E+04 3.94E+04 4.16E+04 6.53E+04 1.29E+05 5.55E+04 8.17E+04 728.3174 3 18.64

INO80 YGL150C NANLSDIINEK[5] Phospho 100.0 -0.22 0.18 0.11 -0.40 0.312 0.191 0.177 0.19 4.62E+03 5.00E+03 5.87E+03 2.43E+03 6.87E+03 4.04E+03 5.12E+03 7.08E+03 5.39E+03 5.86E+03 5.58E+03 5.31E+03 655.8035 2 22.42

MSB1 YOR188W NAPGDCVSPVQQK[8] Phospho 100.0 0.04 0.24 0.45 -0.20 0.418 0.292 0.032 0.31 4.85E+04 3.43E+04 5.08E+04 4.50E+04 4.31E+04 4.91E+04 2.92E+04 5.59E+04 7.31E+04 6.68E+04 5.35E+04 6.27E+04 740.3183 2 26.48

SNF2 YOR290C NAPLDSKDENFASVSPAGPSSVHNAK[15] Phospho 99.9 -0.30 -0.13 -0.10 -0.17 0.036 0.304 0.201 0.27 2.27E+04 2.72E+04 2.71E+04 2.03E+04 1.90E+04 2.34E+04 2.98E+04 1.73E+04 2.34E+04 2.16E+04 2.58E+04 2.43E+04 907.0832 3 24.55

LDB16 YCL005W NASDADIVNIK[3] Phospho 100.0 -0.24 -0.45 -0.39 0.21 0.126 0.003 0.020 0.19 4.13E+04 3.67E+04 3.98E+04 4.11E+04 2.64E+04 3.23E+04 2.60E+04 3.13E+04 2.91E+04 3.52E+04 2.89E+04 2.59E+04 620.2853 2 31.49

KCC4 YCL024W NASGLGLYQR[3] Phospho 100.0 -0.28 -0.08 -0.60 -0.20 0.079 0.427 0.011 0.32 4.42E+03 6.15E+03 5.35E+03 4.35E+03 4.74E+03 4.06E+03 2.89E+03 4.88E+03 7.35E+03 3.54E+03 3.41E+03 3.57E+03 579.7694 2 32.94

PFK2 YMR205C NAVSTKPTPPPAPEASAESGLSSK[19] Phospho99.1 0.29 0.06 0.20 0.22 0.025 0.154 0.033 0.04 2.24E+06 2.10E+06 2.02E+06 2.86E+06 2.57E+06 2.32E+06 2.31E+06 2.14E+06 2.19E+06 2.22E+06 2.57E+06 2.50E+06 801.7206 3 28.73

KRE6 YPR159W NDILSPPEFDRYPLVGSR[12] Phospho 50.0 -0.53 -0.13 0.17 -0.40 0.040 0.304 0.313 0.06 1.17E+05 1.51E+05 1.02E+05 9.53E+04 8.98E+04 7.16E+04 1.19E+05 1.30E+05 9.04E+04 1.40E+05 1.84E+05 9.35E+04 719.0125 3 36.8

GNP1 YDR508C NDLDDVSHYEMK[7] Phospho 100.0 -0.50 -0.32 0.19 -0.19 0.222 0.253 0.323 0.39 1.27E+04 2.80E+04 2.08E+04 1.38E+04 2.45E+04 5.19E+03 2.01E+04 1.94E+04 9.84E+03 1.81E+04 3.10E+04 2.12E+04 773.3013 2 45.86

IES1 YFL013C NDLNLTPLKK[6] Phospho 100.0 -0.40 0.00 0.11 -0.40 0.043 0.498 0.322 0.18 1.57E+04 2.01E+04 1.82E+04 1.09E+04 1.43E+04 1.57E+04 2.55E+04 1.15E+04 1.69E+04 1.44E+04 2.16E+04 2.21E+04 618.3236 2 30.62

GPR1 YDL035C NDNSDITSNIK[8] Phospho 99.7 -0.14 -0.09 0.08 -0.04 0.367 0.419 0.425 0.45 4.89E+04 2.16E+04 5.05E+04 4.14E+04 2.93E+04 3.92E+04 2.43E+04 4.78E+04 4.12E+04 5.21E+04 3.32E+04 4.22E+04 650.7746 2 18.34

MCD1 YDL003W NDQNNDDDDNSVEQGRR[11] Phospho 100.0 -1.63 -0.87 -2.82 -0.76 0.233 0.307 0.173 0.27 1.10E+04 1.44E+03 2.54E+02 3.48E+03 4.41E+02 1.51E+02 5.41E+02 2.61E+03 3.75E+03 1.23E+03 4.58E+02 7.16E+01 1035.892 2 21.48

FLC2 YAL053W NDSELFELR [3] Phospho 100.0 1.99 1.89 1.58 0.10 0.112 0.012 0.032 0.45 0.00E+00 1.39E+03 1.33E+03 6.60E+02 7.02E+03 3.26E+03 2.43E+03 3.48E+03 4.27E+03 1.61E+03 3.34E+03 3.22E+03 601.7586 2 50.05

SLK19 YOR195W NDSFNINTDTLK[3] Phospho 100.0 -1.17 -0.11 0.68 -1.06 0.053 0.398 0.110 0.00 3.16E+03 8.96E+03 7.67E+03 3.09E+03 2.66E+03 3.01E+03 5.94E+03 6.59E+03 5.79E+03 8.15E+03 1.48E+04 8.81E+03 731.317 2 38.11

ABF1 YKL112W NDTEDDSINK[7] Phospho 100.0 4.92 -1.94 -0.50 6.81 0.019 0.031 0.290 0.02 1.22E+02 4.41E+01 6.17E+01 4.05E+03 1.16E+03 2.67E+03 0.00E+00 1.40E+01 2.37E+01 1.17E+02 2.67E+01 1.14E+01 615.7305 2 15.88

PEX30 YLR324W NEAESGVSEDNDNGSLEK[15] Phospho 100.0 0.82 0.03 0.43 0.78 0.010 0.474 0.154 0.03 6.78E+03 3.92E+03 7.12E+03 1.06E+04 9.26E+03 1.16E+04 3.29E+03 6.05E+03 8.87E+03 1.08E+04 6.01E+03 7.18E+03 987.3847 2 37.13

AKL1 YBR059C NEALLIELSPLK[9] Phospho 100.0 1.00 2.83 2.00 -1.84 0.068 0.056 0.040 0.08 4.88E+02 2.07E+03 1.18E+03 1.82E+03 2.21E+03 3.45E+03 1.63E+04 3.82E+03 6.75E+03 4.79E+03 7.79E+03 2.45E+03 710.3781 2 41.8

ZEO1 YOL109W NEATPEAEQVK[4] Phospho 100.0 0.38 0.12 -0.04 0.26 0.097 0.357 0.443 0.12 2.55E+06 1.37E+06 2.31E+06 2.85E+06 2.34E+06 2.92E+06 2.24E+06 1.78E+06 2.74E+06 2.21E+06 1.64E+06 2.18E+06 648.279 2 45.12

ZEO1 YOL109W NEATPEAEQVKK[4] Phospho 100.0 -1.19 -0.42 -2.18 -0.78 0.230 0.373 0.154 0.20 6.08E+05 1.32E+05 4.69E+04 2.08E+05 5.62E+04 8.01E+04 1.01E+05 1.49E+05 3.41E+05 8.92E+04 4.52E+04 3.97E+04 712.3265 2 48.47

ZEO1 YOL109W NEATPEAEQVKKEEQNIADGVEQK[4] Phospho 100.0 -0.75 -0.49 -0.34 -0.26 0.005 0.010 0.096 0.14 4.90E+04 5.47E+04 4.69E+04 3.66E+04 2.44E+04 2.87E+04 4.12E+04 3.54E+04 3.08E+04 2.86E+04 4.04E+04 5.02E+04 691.8222 4 16.64

ZEO1 YOL109W NEATPEAEQVKKEEQNIADGVEQK[4] Phospho 100.0 -0.85 -0.59 -0.46 -0.26 0.002 0.007 0.061 0.12 4.12E+05 3.90E+05 3.45E+05 2.47E+05 1.81E+05 2.10E+05 2.96E+05 2.48E+05 2.17E+05 1.96E+05 2.75E+05 3.66E+05 922.0946 3 39.72



SKG3 YLR187W NEDLGSLK [6] Phospho 100.0 0.27 0.25 0.34 0.02 0.185 0.204 0.124 0.45 4.32E+04 3.10E+04 5.72E+04 6.16E+04 4.47E+04 5.25E+04 4.27E+04 5.61E+04 5.73E+04 6.36E+04 4.93E+04 5.37E+04 478.2105 2 22.46

ZRT2 YLR130C NEEIVATPIK[7] Phospho 100.0 -0.10 0.27 0.64 -0.38 0.347 0.253 0.007 0.19 5.81E+04 7.42E+04 8.82E+04 7.18E+04 5.27E+04 8.07E+04 1.23E+05 5.67E+04 8.67E+04 1.19E+05 1.06E+05 1.19E+05 597.2951 2 36.8

PAN1 YIR006C NEEQSSFSSPSAK[9] Phospho 99.1 0.31 0.45 0.41 -0.14 0.170 0.110 0.145 0.23 3.22E+04 1.56E+04 3.31E+04 3.67E+04 3.04E+04 3.32E+04 3.19E+04 3.43E+04 4.45E+04 4.44E+04 2.91E+04 3.39E+04 739.2961 2 40.79

ISW2 YOR304W NEGSDAEEEEGEYK[4] Phospho 100.0 -0.01 0.09 -0.24 -0.10 0.482 0.337 0.094 0.32 2.18E+04 1.62E+04 1.96E+04 2.19E+04 1.73E+04 1.80E+04 1.59E+04 2.25E+04 2.31E+04 1.78E+04 1.60E+04 1.50E+04 833.2944 2 66.58

FLC3 YGL139W NENASTDALR[5] Phospho 99.6 -0.35 1.27 0.87 -1.62 0.341 0.078 0.107 0.04 5.10E+03 1.17E+03 9.99E+03 2.82E+03 4.62E+03 5.29E+03 6.09E+03 1.52E+04 1.80E+04 1.31E+04 9.44E+03 7.29E+03 585.7436 2 46.79

FLC3 YGL139W NENASTDALRVEAPK[5] Phospho 99.8 0.11 -0.11 0.17 0.22 0.251 0.251 0.119 0.12 2.06E+05 1.93E+05 2.40E+05 2.06E+05 2.19E+05 2.64E+05 1.93E+05 1.74E+05 2.26E+05 2.29E+05 2.24E+05 2.64E+05 847.8915 2 81.09

FLC3 YGL139W NENASTDALRVEAPK[5] Phospho50.0 0.31 0.28 0.35 0.03 0.065 0.111 0.047 0.43 1.35E+05 1.29E+05 1.80E+05 1.81E+05 1.69E+05 2.00E+05 1.74E+05 1.58E+05 2.08E+05 1.94E+05 1.71E+05 2.03E+05 565.5966 3 28.19

TPO4 YOR273C NEPISNSLYSAIK[9] Phospho ,[10] Phospho 93.8, 100.0 0.54 -1.05 0.40 1.60 0.359 0.195 0.318 0.21 7.09E+02 6.33E+03 2.52E+03 3.11E+02 1.13E+04 2.30E+03 2.32E+03 1.54E+03 7.34E+02 3.04E+03 6.40E+03 3.17E+03 798.3428 2 18.75

CHS1 YNL192W NEPSYELQNAHSGLFHSSNEELTNR[17] Phospho48.8 -0.11 -0.01 -0.19 -0.09 0.174 0.449 0.109 0.15 1.83E+05 1.65E+05 1.54E+05 1.66E+05 1.41E+05 1.59E+05 1.56E+05 1.72E+05 1.70E+05 1.24E+05 1.60E+05 1.56E+05 985.0935 3 22.57

BBC1 YJL020C NEPYTETEEAEENEK[4] Phospho 49.7 -0.73 -0.27 0.39 -0.46 0.108 0.307 0.275 0.12 3.68E+03 1.32E+03 2.65E+03 1.54E+03 1.70E+03 1.37E+03 1.34E+03 2.74E+03 2.26E+03 4.37E+03 4.33E+03 1.33E+03 946.3596 2 23.23

KIN2 YLR096W NESEILER [3] Phospho 100.0 1.32 0.95 0.72 0.36 0.004 0.031 0.030 0.08 1.26E+03 2.63E+03 3.25E+03 5.38E+03 5.68E+03 6.81E+03 3.65E+03 4.36E+03 5.86E+03 4.06E+03 3.96E+03 3.74E+03 535.2321 2 30.2

HXT1 YHR094C NESFHDNLSESQVQPAVAPPNTGK[9] Phospho 82.3 -0.93 -0.73 -0.51 -0.20 0.000 0.001 0.002 0.12 7.17E+05 6.98E+05 7.35E+05 4.15E+05 3.40E+05 3.75E+05 3.64E+05 4.86E+05 4.49E+05 4.33E+05 5.20E+05 5.53E+05 882.7334 3 27.29

HXT1 YHR094C NESFHDNLSESQVQPAVAPPNTGK[11] Phospho 97.3 -0.23 -1.10 -0.44 0.88 0.295 0.013 0.081 0.07 3.87E+04 2.38E+04 3.56E+04 3.38E+04 1.47E+04 3.54E+04 1.21E+04 1.92E+04 1.43E+04 2.57E+04 2.02E+04 2.66E+04 662.3019 4 22.72

AGP1 YCL025C NESSDNIGANTGHK[3] Phospho 100.0 -0.60 -1.45 -0.60 0.85 0.215 0.095 0.237 0.04 6.78E+04 2.21E+04 2.49E+04 2.37E+04 2.32E+04 2.87E+04 2.00E+04 1.62E+04 5.71E+03 3.96E+04 1.83E+04 1.79E+04 762.3096 2 58.31

AGP1 YCL025C NESSDNIGANTGHK[3] Phospho 100.0 -0.45 -1.43 -0.76 0.98 0.259 0.093 0.192 0.03 1.50E+04 4.73E+03 6.10E+03 6.28E+03 5.48E+03 7.15E+03 5.15E+03 3.10E+03 1.34E+03 8.31E+03 3.22E+03 3.73E+03 508.5418 3 24.31

SPC29 YPL124W NFASLEHSR[4] Phospho100.0 -0.33 -0.25 -0.16 -0.09 0.138 0.127 0.234 0.35 7.36E+03 9.11E+03 1.11E+04 5.38E+03 7.44E+03 9.02E+03 8.04E+03 7.53E+03 7.65E+03 9.26E+03 7.40E+03 8.00E+03 570.7456 2 20.75

LYS20 YDL182W NFHAEVSTPQVLSAK[8] Phospho 99.7 0.17 0.18 -0.24 -0.01 0.301 0.315 0.305 0.48 6.89E+05 1.50E+06 1.08E+06 1.16E+06 1.28E+06 1.24E+06 1.48E+06 9.84E+05 1.24E+06 5.49E+05 1.10E+06 1.13E+06 854.4097 2 41.83

LYS20 YDL182W NFHAEVSTPQVLSAK[8] Phospho 100.0 0.32 0.32 0.08 0.00 0.062 0.102 0.386 0.50 8.45E+05 1.32E+06 1.16E+06 1.45E+06 1.34E+06 1.37E+06 1.60E+06 1.19E+06 1.36E+06 8.80E+05 1.32E+06 1.31E+06 569.9422 3 42.96

VHS2 YIL135C NFHNLSQR [6] Phospho 100.0 0.01 -0.28 -0.21 0.30 0.486 0.264 0.280 0.21 2.52E+04 2.09E+04 3.76E+04 2.60E+04 2.50E+04 3.34E+04 1.70E+04 1.84E+04 3.33E+04 2.12E+04 2.06E+04 3.05E+04 548.2403 2 21.66

YCF1 YDR135C NFSSEELSQK[3] Phospho 99.6 0.09 0.23 0.30 -0.14 0.358 0.176 0.045 0.30 2.84E+04 2.18E+04 3.11E+04 3.07E+04 2.16E+04 3.45E+04 2.50E+04 3.34E+04 3.72E+04 3.35E+04 3.23E+04 3.41E+04 624.7614 2 30.03

BFR2 YDR299W NGESDLSDYGNSNTEETK[4] Phospho ,[7] Phospho 100.0, 99.5 0.04 -0.30 -0.26 0.35 0.454 0.320 0.300 0.25 7.82E+04 3.26E+04 5.61E+04 6.56E+04 5.35E+04 5.29E+04 1.73E+04 7.31E+04 4.49E+04 6.56E+04 3.84E+04 3.51E+04 1060.374 2 44.58

BFR2 YDR299W NGESDLSDYGNSNTEETKK[4] Phospho ,[7] Phospho 100.0, 91.0 0.01 -0.82 -0.21 0.83 0.492 0.192 0.331 0.16 1.76E+04 7.78E+03 1.25E+04 1.18E+04 1.36E+04 1.27E+04 4.87E+03 1.65E+04 1.14E+02 1.53E+04 7.19E+03 1.02E+04 749.9495 3 18.5

BFR2 YDR299W NGESDLSDYGNSNTEETKK[4] Phospho, [7] Phospho100.0, 91.0 0.07 -1.06 -0.35 1.13 0.401 0.100 0.189 0.07 3.80E+04 2.20E+04 2.77E+04 2.43E+04 3.33E+04 3.47E+04 1.09E+04 3.05E+04 7.67E+02 3.16E+04 1.75E+04 1.96E+04 1124.421 2 51.39

CLA4 YNL298W NGHSPTNGQFPR[4] Phospho 100.0 -0.26 -0.33 -0.19 0.07 0.052 0.150 0.208 0.41 2.57E+04 3.01E+04 2.50E+04 2.53E+04 2.12E+04 2.12E+04 2.11E+04 1.42E+04 2.91E+04 2.83E+04 1.71E+04 2.53E+04 696.3004 2 20.02

NGR1 YBR212W NGSHSDLVNLQR[3] Phospho 99.9 -0.36 -0.37 -0.07 0.00 0.079 0.080 0.334 0.49 2.14E+04 1.81E+04 2.43E+04 1.68E+04 1.28E+04 1.99E+04 1.23E+04 1.83E+04 1.88E+04 1.91E+04 1.83E+04 2.31E+04 710.3232 2 31.87

BBC1 YJL020C NGSINSLTK [3] Phospho 99.8 0.55 0.61 0.69 -0.06 0.089 0.119 0.062 0.42 7.50E+03 2.69E+03 6.96E+03 9.55E+03 7.46E+03 8.16E+03 5.73E+03 9.47E+03 1.11E+04 1.02E+04 7.28E+03 1.02E+04 507.237 2 20.55

POL1 YNL102W NGTSIDDYEGDESDGDRIYDEIDEK[13] Phospho95.1 -0.63 0.00 -0.29 -0.63 0.073 0.498 0.198 0.04 2.72E+04 4.06E+04 2.15E+04 1.60E+04 2.07E+04 2.09E+04 2.48E+04 3.84E+04 2.60E+04 2.27E+04 2.35E+04 2.67E+04 977.3849 3 28.54

HAL5 YJL165C NHSDSISASSLPK[3] Phospho 100.0 0.39 0.29 0.10 0.10 0.007 0.027 0.333 0.17 3.63E+04 4.31E+04 4.30E+04 5.32E+04 4.99E+04 5.68E+04 4.48E+04 5.25E+04 5.23E+04 4.10E+04 3.54E+04 5.46E+04 711.8173 2 68.99

ZUO1 YGR285C NHTWSEFER[5] Phospho 100.0 0.02 0.20 0.17 -0.18 0.455 0.165 0.284 0.04 1.15E+05 1.85E+05 1.65E+05 1.47E+05 1.52E+05 1.73E+05 1.83E+05 1.82E+05 1.69E+05 1.29E+05 1.99E+05 1.94E+05 429.1714 3 28.55

ZUO1 YGR285C NHTWSEFER[3] Phospho 50.0 -0.14 -0.06 -0.16 -0.08 0.222 0.360 0.277 0.11 2.45E+06 3.53E+06 2.96E+06 2.59E+06 2.68E+06 2.86E+06 2.99E+06 2.79E+06 2.80E+06 1.93E+06 3.04E+06 3.04E+06 643.2536 2 27.7

ZUO1 YGR285C NHTWSEFERIEAEK[5] Phospho 99.9 0.58 0.05 0.58 0.52 0.018 0.455 0.008 0.12 2.31E+05 2.45E+05 1.77E+05 3.80E+05 3.07E+05 2.88E+05 3.59E+05 1.64E+05 1.56E+05 3.13E+05 3.06E+05 3.59E+05 619.2724 3 23.94

ZUO1 YGR285C NHTWSEFERIEAEK[5] Phospho 99.9 -0.16 -0.56 0.03 0.40 0.304 0.199 0.464 0.27 1.43E+05 1.63E+05 9.48E+04 1.48E+05 9.54E+04 1.15E+05 1.70E+05 3.42E+04 6.68E+04 8.48E+04 1.59E+05 1.66E+05 928.405 2 29.67

NOP53 YPL146C NIDLSDVEQYMEK[5] Phospho 100.0 -0.27 -0.28 0.69 0.01 0.320 0.241 0.090 0.49 4.54E+04 5.98E+04 3.14E+04 3.44E+04 6.19E+04 1.69E+04 3.15E+04 5.04E+04 3.03E+04 5.94E+04 1.03E+05 5.72E+04 832.3517 2 68.9

TAT1 YBR069C NIFVSPSLTEIDKVDDNDDLK[9] Phospho 90.6 0.13 -0.08 0.17 0.20 0.255 0.348 0.282 0.18 7.00E+04 7.37E+04 5.66E+04 6.72E+04 8.62E+04 6.52E+04 7.31E+04 6.57E+04 5.10E+04 6.30E+04 1.01E+05 6.24E+04 819.7202 3 22.73

MTC5 YDR128W NIHGGDNSSIRSDDHHAR[9] Phospho ,[12] Phospho 55.2, 89.7 -0.18 -0.74 -0.43 0.55 0.226 0.046 0.166 0.07 3.38E+03 3.43E+03 4.87E+03 3.92E+03 3.41E+03 2.95E+03 3.35E+03 1.70E+03 1.93E+03 4.43E+03 2.03E+03 2.18E+03 537.7153 4 15.3

MON2 YNL297C NISTSSVTTSPVESTK[3] Phospho 91.1 1.59 3.56 2.93 -1.97 0.196 0.001 0.000 0.01 0.00E+00 8.66E+02 2.14E+03 7.00E+02 1.34E+03 7.11E+03 9.37E+03 1.39E+04 1.27E+04 7.07E+03 8.46E+03 7.57E+03 859.3979 2 48.59

LTE1 YAL024C NIVNNTDSPTLK[10] Phospho 100.0 0.60 0.50 0.43 0.10 0.002 0.009 0.009 0.19 7.43E+05 6.54E+05 8.08E+05 1.11E+06 1.05E+06 1.19E+06 9.24E+05 1.05E+06 1.15E+06 1.08E+06 9.28E+05 9.52E+05 698.3313 2 35.99

FLC2 YAL053W NKNDSELFELR[5] Phospho 100.0 0.30 0.00 0.24 0.30 0.258 0.498 0.290 0.25 4.96E+03 9.93E+03 7.44E+03 5.87E+03 1.25E+04 9.07E+03 5.73E+03 9.96E+03 6.62E+03 5.29E+03 1.03E+04 1.08E+04 722.8274 2 19.91

FLC2 YAL053W NKNDSELFELRK[5] Phospho 100.0 0.60 0.16 0.73 0.44 0.007 0.322 0.012 0.06 5.02E+04 6.53E+04 7.71E+04 9.76E+04 9.61E+04 9.78E+04 9.62E+04 6.43E+04 5.43E+04 1.14E+05 8.87E+04 1.18E+05 524.9189 3 30.05

FLC2 YAL053W NKNDSELFELRK[5] Phospho 100.0 0.45 -0.23 0.47 0.68 0.000 0.246 0.058 0.03 8.95E+03 9.86E+03 9.36E+03 1.24E+04 1.29E+04 1.33E+04 1.14E+04 7.48E+03 5.12E+03 1.18E+04 1.07E+04 1.65E+04 786.8741 2 15.11

SYF2 YGR129W NLATQTQNSSKQDSSADEEDNK[14] Phospho, [15] Phospho100.0, 100.0 -0.83 -0.97 -0.84 0.14 0.081 0.084 0.083 0.38 6.42E+04 2.61E+04 4.25E+04 2.85E+04 2.59E+04 2.06E+04 1.04E+04 3.28E+04 2.48E+04 2.95E+04 1.84E+04 2.62E+04 857.3366 3 30.89

RDI1 YDL135C NLDAEDESLAK[8] Phospho 100.0 -0.06 -0.47 0.18 0.40 0.368 0.213 0.196 0.24 3.14E+04 2.78E+04 3.96E+04 3.29E+04 2.83E+04 3.34E+04 2.50E+04 6.49E+03 3.99E+04 4.35E+04 3.30E+04 3.57E+04 642.7721 2 28.73

YMR086W YMR086W NLENDTTSSPTQDLDEK[9] Phospho 94.6 0.17 0.29 0.22 -0.12 0.201 0.105 0.180 0.31 1.02E+05 8.58E+04 1.04E+05 1.29E+05 8.85E+04 1.12E+05 9.69E+04 1.18E+05 1.44E+05 1.38E+05 8.77E+04 1.15E+05 993.9131 2 38.36

RRP36 YOR287C NLKPDLNSDVEEDDGNLLESIMANK[8] Phospho 100.0 -0.26 -0.55 0.13 0.30 0.254 0.081 0.405 0.23 2.24E+05 2.74E+05 1.58E+05 1.99E+05 2.36E+05 1.14E+05 1.44E+05 1.91E+05 1.11E+05 2.09E+05 3.78E+05 1.31E+05 951.7678 3 53.62

BSC6 YOL137W NLLSSSDSRRNSQDEDSLPNNTNLIK[8] Phospho ,[12] Phospho 85.6, 94.2 -0.71 -0.34 -0.40 -0.37 0.005 0.109 0.023 0.13 2.29E+05 2.20E+05 1.84E+05 1.25E+05 1.49E+05 1.13E+05 1.41E+05 2.21E+05 1.38E+05 1.75E+05 1.67E+05 1.37E+05 1026.457 3 31.58

MAK21 YDR060W NLLTNTPVDYEYESDAEEEQGDK[12] Phospho 82.0 -0.06 -0.04 -0.17 -0.02 0.396 0.444 0.253 0.46 4.62E+05 6.05E+05 3.70E+05 4.46E+05 5.08E+05 4.21E+05 4.65E+05 5.64E+05 3.68E+05 4.33E+05 4.68E+05 3.74E+05 913.7122 3 63.07

BOP3 YNL042W NLSLPIGK [3] Phospho 100.0 -0.49 -0.04 -0.05 -0.45 0.136 0.429 0.438 0.10 3.81E+03 6.05E+03 4.15E+03 2.45E+03 4.91E+03 2.61E+03 4.58E+03 4.61E+03 4.41E+03 3.95E+03 5.97E+03 3.58E+03 461.2439 2 21

YDR348C YDR348C NLSLSR [3] Phospho 99.6 -0.22 -0.38 -0.13 0.16 0.189 0.102 0.313 0.09 3.88E+04 2.51E+04 4.08E+04 2.98E+04 3.05E+04 2.98E+04 2.32E+04 2.77E+04 2.98E+04 3.64E+04 2.65E+04 3.28E+04 385.184 2 19.8

YDR348C YDR348C NLSLSRDNYDVGHSNEGVR[3] Phospho 95.2 -0.41 -1.94 -0.10 1.53 0.031 0.009 0.313 0.03 2.20E+04 2.16E+04 2.58E+04 2.04E+04 1.42E+04 1.77E+04 1.45E+04 1.58E+03 1.95E+03 2.46E+04 1.67E+04 2.35E+04 737.9978 3 31.47

SST2 YLR452C NLSNENCSFK[3] Phospho 100.0 0.32 -0.25 0.00 0.57 0.145 0.273 0.497 0.04 3.55E+04 1.88E+04 3.42E+04 3.78E+04 3.17E+04 4.10E+04 1.59E+04 2.72E+04 3.14E+04 2.95E+04 2.34E+04 3.59E+04 646.7527 2 36.46

SST2 YLR452C NLSNENCSFKK[3] Phospho 100.0 -0.15 -0.81 0.00 0.66 0.291 0.033 0.498 0.00 4.33E+04 2.48E+04 4.15E+04 3.56E+04 3.17E+04 3.15E+04 1.77E+04 1.97E+04 2.50E+04 4.39E+04 2.88E+04 3.70E+04 710.8002 2 40.69

FPK1 YNR047W NLSNLSLNEIK[3] Phospho ,[6] Phospho 100.0, 100.0 -0.25 -0.09 -0.14 -0.16 0.236 0.392 0.288 0.36 7.01E+04 7.41E+04 5.18E+04 4.84E+04 7.68E+04 3.94E+04 4.47E+04 8.49E+04 5.41E+04 6.60E+04 6.70E+04 4.46E+04 702.8131 2 19.61

FPK1 YNR047W NLSNLSLNEIK[6] Phospho 100.0 1.37 1.92 1.47 -0.55 0.159 0.005 0.026 0.20 4.19E+03 1.81E+03 1.57E+02 3.40E+02 9.31E+03 6.38E+03 6.77E+03 8.19E+03 8.51E+03 4.42E+03 6.46E+03 6.23E+03 662.8295 2 28.74

ALY2 YJL084C NLSPINLLK [3] Phospho 100.0 -0.05 0.08 0.53 -0.13 0.436 0.400 0.069 0.30 5.21E+04 8.05E+04 4.66E+04 5.11E+04 7.23E+04 4.91E+04 6.44E+04 7.44E+04 5.06E+04 7.94E+04 1.06E+05 7.38E+04 546.2971 2 30.77

YDR186C YDR186C NLSSATLIK [3] Phospho 80.7 -0.65 -0.35 -0.51 -0.30 0.025 0.088 0.057 0.01 5.75E+03 8.54E+03 6.05E+03 4.42E+03 4.49E+03 4.02E+03 5.03E+03 5.59E+03 5.30E+03 4.73E+03 5.61E+03 3.97E+03 513.7653 2 17.43

SAS4 YDR181C NNAASISPTLSEK[9] Phospho 98.6 -0.08 0.15 0.13 -0.23 0.427 0.358 0.373 0.10 1.52E+04 6.61E+03 8.22E+03 8.48E+03 9.14E+03 1.08E+04 1.09E+04 9.80E+03 1.26E+04 9.76E+03 1.22E+04 1.10E+04 706.327 2 21.51

MDS3 YGL197W NNDEEDDEDPVSPKPVSK[12] Phospho 100.0 -0.11 0.04 0.16 -0.16 0.293 0.420 0.242 0.14 7.50E+04 7.29E+04 1.04E+05 8.05E+04 7.17E+04 8.13E+04 9.74E+04 7.56E+04 8.71E+04 9.81E+04 7.93E+04 1.04E+05 1047.431 2 46.92

MDS3 YGL197W NNDEEDDEDPVSPKPVSK[12] Phospho ,[17] Phospho 100.0, 100.0 -0.22 -0.58 -0.15 0.35 0.221 0.058 0.320 0.05 4.12E+04 2.38E+04 3.27E+04 3.23E+04 2.57E+04 2.56E+04 1.89E+04 2.13E+04 2.52E+04 3.37E+04 2.21E+04 3.24E+04 1087.414 2 17.54

MDS3 YGL197W NNDEEDDEDPVSPKPVSK[12] Phospho 100.0 0.00 0.20 0.28 -0.19 0.493 0.197 0.154 0.14 5.01E+04 4.39E+04 6.92E+04 6.36E+04 4.59E+04 5.41E+04 6.81E+04 5.61E+04 6.29E+04 7.26E+04 5.36E+04 7.13E+04 698.6229 3 15.93

PHO84 YML123C NNDIESSSPSQLQHEA[6] Phospho 93.0 -2.27 -1.28 -0.50 -0.99 0.003 0.009 0.065 0.00 4.46E+04 2.75E+04 3.12E+04 8.25E+03 7.20E+03 5.98E+03 1.26E+04 1.51E+04 1.48E+04 2.60E+04 2.16E+04 2.51E+04 918.3787 2 66.08

SYP1 YCR030C NNENSSHLEEAR[5] Phospho50.0 -0.63 0.62 0.43 -1.25 0.132 0.108 0.258 0.02 1.52E+03 5.97E+02 1.07E+03 8.63E+02 4.72E+02 7.20E+02 1.19E+03 2.17E+03 1.56E+03 2.22E+03 1.43E+03 6.59E+02 740.2967 2 25.43

SCD5 YOR329C NNHSNTAADNATNVSSPQK[16] Phospho 99.5 -0.30 -0.16 -0.06 -0.14 0.243 0.352 0.442 0.28 5.51E+04 2.57E+04 3.22E+04 2.60E+04 3.01E+04 3.54E+04 3.21E+04 2.74E+04 4.14E+04 4.31E+04 2.78E+04 3.75E+04 1025.433 2 57.11

YTA7 YGR270W NNNALSFHNPSPAR[11] Phospho 100.0 1.05 1.21 0.98 -0.16 0.000 0.001 0.001 0.10 2.34E+04 3.18E+04 2.99E+04 5.48E+04 6.11E+04 6.02E+04 6.50E+04 5.91E+04 7.28E+04 4.97E+04 5.74E+04 6.11E+04 809.8613 2 30.13

PAN6 YIL145C NNNGLALSSR[9] Phospho 97.6 1.17 0.43 -0.03 0.74 0.040 0.160 0.480 0.08 4.79E+02 1.21E+03 1.12E+03 1.90E+03 1.47E+03 2.99E+03 1.51E+03 9.21E+02 1.37E+03 1.07E+03 4.66E+02 1.22E+03 563.2537 2 15.4

ENT5 YDR153C NNNINSNSDDDDDEFGDFQSETSPDTTAPK[8] Phospho 86.7 -0.45 -0.04 -0.05 -0.41 0.075 0.434 0.373 0.14 1.08E+06 9.39E+05 8.20E+05 5.69E+05 9.35E+05 5.80E+05 7.40E+05 1.18E+06 8.38E+05 1.02E+06 8.69E+05 8.52E+05 1123.766 3 24.74

TAE2 YPL009C NNSFEHDNLEK[3] Phospho 100.0 -0.08 -0.06 -0.12 -0.01 0.377 0.413 0.333 0.47 8.79E+03 5.75E+03 9.87E+03 7.80E+03 7.31E+03 8.04E+03 6.64E+03 7.17E+03 9.54E+03 6.97E+03 6.61E+03 8.87E+03 713.7859 2 16.59

ROD1 YOR018W NNSGSSVSLQQLAR[3] Phospho 100.0 -0.70 -0.48 -0.28 -0.21 0.006 0.059 0.061 0.25 2.27E+04 2.00E+04 1.73E+04 1.19E+04 1.41E+04 1.11E+04 1.04E+04 1.88E+04 1.38E+04 1.64E+04 1.82E+04 1.49E+04 770.8596 2 54.31

ROD1 YOR018W NNSGSSVSLQQLAR[3] Phospho100.0 -1.29 -0.58 -0.50 -0.71 0.003 0.076 0.046 0.08 1.74E+04 1.40E+04 1.18E+04 6.20E+03 6.10E+03 5.35E+03 6.68E+03 1.38E+04 8.34E+03 1.20E+04 1.01E+04 8.52E+03 770.8602 2 32.5

EIS1 YMR031C NNSITSATSK[3] Phospho 100.0 0.36 -0.43 0.12 0.78 0.258 0.273 0.441 0.00 1.48E+05 3.41E+04 7.78E+04 1.28E+05 1.01E+05 1.05E+05 5.40E+04 7.25E+04 6.72E+04 1.63E+05 6.35E+04 5.60E+04 551.7426 2 43.92

YDR186C YDR186C NNSNSNLLFEK[3] Phospho 100.0 -0.37 -0.29 -0.36 -0.08 0.013 0.115 0.027 0.38 7.34E+04 6.59E+04 6.80E+04 6.00E+04 5.38E+04 4.64E+04 4.27E+04 7.26E+04 5.40E+04 5.40E+04 6.28E+04 4.49E+04 680.3013 2 55.73

KEL1 YHR158C NNSPILETLPSNEIK[3] Phospho 100.0 -0.51 -2.24 -0.48 1.73 0.011 0.000 0.000 0.00 8.19E+04 8.64E+04 7.93E+04 6.65E+04 6.18E+04 4.53E+04 1.78E+04 1.30E+04 2.15E+04 6.04E+04 5.95E+04 5.81E+04 874.9283 2 24.33



SKO1 YNL167C NNSTSTITQHSQR[3] Phospho 97.0 -0.59 0.51 0.64 -1.10 0.294 0.254 0.248 0.01 1.47E+03 4.68E+02 4.47E+03 1.16E+03 1.25E+03 1.84E+03 2.37E+03 3.23E+03 3.54E+03 5.45E+03 2.03E+03 2.53E+03 777.339 2 23.75

PLM2 YDR501W NNTIQETPLPK[7] Phospho 100.0 -5.07 -3.45 -1.25 -1.63 0.000 0.001 0.003 0.04 4.82E+04 5.40E+04 6.89E+04 1.28E+03 1.25E+03 2.52E+03 4.14E+03 3.35E+03 8.17E+03 2.36E+04 2.05E+04 2.75E+04 667.8219 2 20.51

DEF1 YKL054C NNYNYYQTQNGQEQQSPNQGVAQHSEDSQQK[16] Phospho99.8 -0.50 -0.89 -0.26 0.39 0.118 0.051 0.268 0.08 2.79E+05 1.48E+05 1.70E+05 1.59E+05 1.21E+05 1.41E+05 7.77E+04 1.33E+05 1.10E+05 1.91E+05 1.12E+05 1.95E+05 923.8874 4 17.46

TGL4 YKR089C NPENSTLLTRTPTK[11] Phospho 98.1 0.25 -0.09 0.08 0.34 0.326 0.469 0.452 0.36 1.08E+03 4.96E+03 4.47E+03 2.86E+03 4.76E+03 4.93E+03 7.73E+03 1.69E+03 4.69E+02 1.73E+03 4.16E+03 5.25E+03 826.406 2 17.79

YDR348C YDR348C NPFLDDVSSATDFRR[9] Phospho 98.1 -0.26 0.11 -0.35 -0.37 0.234 0.342 0.213 0.07 2.89E+04 4.94E+04 3.34E+04 2.38E+04 3.95E+04 2.99E+04 4.31E+04 3.71E+04 4.01E+04 1.61E+04 3.88E+04 3.25E+04 607.2727 3 33.62

YDR348C YDR348C NPFLDDVSSATDFRRSPPPVSR[9] Phospho, [16] Phospho71.0, 52.8 -0.37 0.22 -0.22 -0.59 0.057 0.115 0.134 0.01 7.74E+04 9.57E+04 7.29E+04 5.49E+04 7.51E+04 6.04E+04 8.88E+04 1.08E+05 8.91E+04 6.75E+04 8.14E+04 6.27E+04 655.7962 4 15.66

DCP2 YNL118C NPISSTVSSNQQSPK[13] Phospho 100.0 0.12 -0.02 -0.08 0.14 0.201 0.459 0.365 0.16 7.71E+04 7.12E+04 9.64E+04 8.60E+04 9.19E+04 8.88E+04 6.55E+04 8.81E+04 8.76E+04 9.27E+04 6.33E+04 7.61E+04 551.9211 3 34.1

DCP2 YNL118C NPISSTVSSNQQSPK[13] Phospho 100.0 -0.02 -0.19 -0.13 0.17 0.423 0.134 0.222 0.09 6.46E+05 5.12E+05 6.11E+05 5.81E+05 5.79E+05 5.84E+05 4.34E+05 5.46E+05 5.67E+05 5.90E+05 4.44E+05 5.77E+05 827.378 2 50.81

GLC8 YMR311C NPLALSPEQLAQQDPETLEEFRR[6] Phospho 100.0 -0.14 -0.07 -0.07 -0.07 0.367 0.414 0.421 0.40 7.91E+04 8.73E+04 4.14E+04 5.70E+04 8.46E+04 4.64E+04 7.03E+04 6.82E+04 5.93E+04 7.52E+04 7.18E+04 5.06E+04 691.0859 4 31.41

TPS3 YMR261C NPNLSFDSHPPR[5] Phospho 99.2 -0.22 -0.20 0.20 -0.02 0.080 0.089 0.186 0.44 7.93E+04 6.44E+04 7.32E+04 6.02E+04 5.56E+04 6.99E+04 6.44E+04 5.53E+04 6.87E+04 7.63E+04 7.05E+04 1.02E+05 730.8213 2 29.55

TPS3 YMR261C NPNLSFDSHPPR[5] Phospho 99.2 0.11 -0.03 0.35 0.14 0.332 0.454 0.116 0.14 1.78E+04 2.89E+04 3.22E+04 3.09E+04 2.74E+04 2.70E+04 2.91E+04 2.33E+04 2.48E+04 3.29E+04 2.91E+04 3.89E+04 487.5494 3 25.6

AVT3 YKL146W NPSNSLQLQGGDITR[5] Phospho 100.0 -0.23 -0.08 -0.33 -0.15 0.181 0.382 0.104 0.25 1.75E+04 1.25E+04 1.96E+04 1.61E+04 1.37E+04 1.25E+04 1.24E+04 1.60E+04 1.85E+04 1.33E+04 1.17E+04 1.44E+04 840.3919 2 55.77

GAT1 YFL021W NPSPSIVKPGSR[11] Phospho 100.0 -0.92 -0.60 -0.75 -0.31 0.001 0.001 0.001 0.02 5.58E+04 5.42E+04 6.27E+04 2.96E+04 2.68E+04 3.50E+04 3.71E+04 3.81E+04 3.84E+04 3.13E+04 3.33E+04 3.78E+04 659.8293 2 29.93

RPS10B YMR230W NPSQRPQR [3] Phospho 100.0 5.60 1.54 3.12 4.05 0.191 0.146 0.170 0.20 5.95E+00 1.01E+00 1.78E+02 1.05E+04 5.36E+00 0.00E+00 2.68E+02 3.32E+02 5.08E+00 1.00E+01 1.64E+03 2.13E+02 531.7458 2 15.71

TVP18 YMR071C NPTDDDFPHEAVVR[3] Phospho 100.0 0.55 0.66 0.59 -0.11 0.058 0.032 0.069 0.19 5.85E+03 1.23E+04 1.26E+04 1.32E+04 1.61E+04 1.56E+04 1.75E+04 1.47E+04 1.64E+04 1.31E+04 1.43E+04 1.87E+04 564.5739 3 37.63

YJL049W YJL049W NQDLHEPKESSSEDLLK[10] Phospho33.3 0.34 0.07 0.28 0.27 0.163 0.436 0.222 0.27 5.07E+03 8.05E+03 5.89E+03 8.09E+03 1.01E+04 5.88E+03 9.85E+03 5.16E+03 4.94E+03 5.40E+03 7.65E+03 1.01E+04 683.6441 3 16.85

PGA2 YNL149C NQGLDPDSDADIEELLEE[8] Phospho 100.0 -0.07 0.10 0.13 -0.17 0.421 0.400 0.371 0.34 1.46E+06 1.68E+06 9.71E+05 1.18E+06 1.73E+06 1.00E+06 1.27E+06 2.07E+06 1.07E+06 1.47E+06 2.04E+06 9.95E+05 1041.426 2 22.1

PGA2 YNL149C NQGLDPDSDADIEELLEE[8] Phospho 100.0 0.03 0.47 0.21 -0.44 0.474 0.129 0.277 0.16 3.48E+04 4.47E+04 2.41E+04 2.83E+04 4.99E+04 2.73E+04 4.00E+04 6.41E+04 3.94E+04 3.27E+04 5.17E+04 3.54E+04 694.6203 3 25.05

ENT1 YDL161W NQLVAASSPQQLQQQK[8] Phospho 99.8 -0.02 0.16 0.07 -0.18 0.463 0.316 0.376 0.28 6.57E+04 5.67E+04 8.17E+04 6.39E+04 6.89E+04 6.91E+04 4.98E+04 8.20E+04 9.66E+04 7.33E+04 5.84E+04 8.28E+04 924.4547 2 34.41

ENT1 YDL161W NQLVAASSPQQLQQQK[8] Phospho 99.8 0.31 0.45 0.27 -0.14 0.087 0.126 0.168 0.32 1.57E+04 1.91E+04 2.45E+04 2.57E+04 2.62E+04 2.19E+04 1.76E+04 3.01E+04 3.36E+04 2.54E+04 1.86E+04 2.75E+04 616.6391 3 16.23

IRC8 YJL051W NQSIDFSYVR[3] Phospho 100.0 -0.84 2.07 1.18 -2.91 0.142 0.006 0.044 0.00 7.00E+02 1.76E+03 6.83E+02 7.95E+02 5.75E+02 3.74E+02 3.99E+03 5.74E+03 3.56E+03 1.56E+03 3.22E+03 2.40E+03 654.7851 2 23.28

SSD1 YDR293C NQSQQPQQQLSPFR[11] Phospho 100.0 -0.20 0.08 0.12 -0.28 0.013 0.349 0.223 0.12 2.36E+05 2.20E+05 2.44E+05 1.94E+05 2.07E+05 2.10E+05 1.87E+05 2.61E+05 2.92E+05 2.60E+05 2.11E+05 2.89E+05 883.4053 2 49.6

SSD1 YDR293C NQSQQPQQQLSPFR[11] Phospho 100.0 -0.15 0.18 0.18 -0.33 0.112 0.256 0.196 0.13 5.37E+04 4.62E+04 5.71E+04 5.00E+04 4.60E+04 4.57E+04 4.13E+04 6.50E+04 7.19E+04 6.83E+04 4.69E+04 6.22E+04 589.2729 3 28.17

STV1 YMR054W NQSVEDLSFLEQGYQHR[3] Phospho 100.0 -0.50 -0.17 -0.32 -0.33 0.034 0.243 0.092 0.05 1.61E+05 2.21E+05 1.58E+05 1.31E+05 1.33E+05 1.19E+05 1.63E+05 1.85E+05 1.33E+05 1.30E+05 1.59E+05 1.44E+05 1065.467 2 88.59

STV1 YMR054W NQSVEDLSFLEQGYQHR[3] Phospho 50.0 -0.48 -0.05 -0.27 -0.43 0.043 0.407 0.108 0.03 2.27E+05 3.17E+05 2.42E+05 1.80E+05 2.20E+05 1.63E+05 2.38E+05 2.91E+05 2.31E+05 1.96E+05 2.39E+05 2.16E+05 710.6484 3 44.58

NMD5 YJR132W NRADSLDFVDGYDAK[5] Phospho 100.0 -0.67 -0.28 -0.19 -0.39 0.036 0.181 0.222 0.08 8.10E+03 1.31E+04 1.00E+04 5.36E+03 6.75E+03 7.53E+03 1.03E+04 8.68E+03 6.82E+03 8.33E+03 9.90E+03 9.10E+03 883.3773 2 23.07

PPS1 YBR276C NRADTVVSDK[5] Phospho 100.0 0.49 0.04 0.23 0.45 0.318 0.489 0.388 0.38 1.30E+03 1.83E+03 5.61E+02 1.25E+03 3.48E+03 4.57E+02 3.48E+03 1.51E+02 1.62E+02 2.36E+03 3.31E+02 1.63E+03 592.768 2 24.15

HOM2 YDR158W NRDSGYGVSVGR[4] Phospho 100.0 -0.05 -0.07 -0.03 0.02 0.402 0.312 0.435 0.43 9.87E+04 9.02E+04 1.22E+05 9.77E+04 8.67E+04 1.17E+05 9.90E+04 9.78E+04 9.93E+04 1.10E+05 8.59E+04 1.09E+05 673.7957 2 52.52

UTP14 YML093W NRELAAVSSDEDNEDHDIAR[8] Phospho ,[9] Phospho 100.0, 100.0 -0.54 -0.47 -0.16 -0.07 0.017 0.063 0.228 0.39 5.96E+05 4.59E+05 4.60E+05 3.38E+05 3.86E+05 3.16E+05 2.87E+05 4.76E+05 3.30E+05 5.44E+05 4.06E+05 4.03E+05 805.987 3 46.74

GIN4 YDR507C NRESLISVTSSR[4] Phospho 99.7 -0.35 -1.01 -0.82 0.66 0.081 0.009 0.024 0.00 4.88E+03 7.62E+03 6.33E+03 4.86E+03 4.87E+03 5.02E+03 3.11E+03 2.78E+03 3.44E+03 2.47E+03 3.97E+03 4.21E+03 714.8461 2 24.95

YTA7 YGR270W NRRGSDVEDASNAK[5] Phospho 100.0 0.67 -0.41 0.03 1.08 0.293 0.250 0.468 0.22 5.12E+03 3.16E+03 2.26E+03 3.01E+03 1.43E+03 1.23E+04 3.55E+03 9.82E+02 3.38E+03 4.36E+03 2.47E+03 3.97E+03 533.5672 3 60.37

BIK1 YCL029C NRSIVR [3] Phospho 100.0 0.80 0.81 0.82 -0.01 0.127 0.019 0.075 0.49 9.93E+02 8.07E+02 9.10E+02 1.64E+03 6.77E+02 2.44E+03 2.04E+03 1.34E+03 1.41E+03 2.39E+03 1.19E+03 1.25E+03 412.7104 2 15.93

MSL5 YLR116W NRSPSPPPVYDAQGK[3] Phospho ,[5] Phospho 100.0, 100.0 0.41 0.44 -0.11 -0.03 0.015 0.108 0.292 0.45 2.01E+04 1.47E+04 1.97E+04 2.52E+04 2.31E+04 2.42E+04 1.71E+04 3.13E+04 2.57E+04 1.89E+04 1.40E+04 1.75E+04 886.8741 2 16.85

MSL5 YLR116W NRSPSPPPVYDAQGK[5] Phospho 99.5 0.10 -0.13 0.18 0.23 0.272 0.245 0.238 0.05 6.83E+04 7.30E+04 9.32E+04 8.63E+04 7.79E+04 8.65E+04 7.67E+04 6.10E+04 7.59E+04 9.37E+04 6.74E+04 1.05E+05 564.9296 3 28.19

NRD1 YNL251C NRSRSPPAPFSQPSTGR[3] Phospho ,[5] Phospho 100.0, 100.0 -0.02 -0.17 -0.19 0.15 0.447 0.247 0.172 0.27 3.64E+05 3.37E+05 4.41E+05 3.74E+05 3.23E+05 4.25E+05 2.57E+05 4.18E+05 3.40E+05 3.51E+05 2.70E+05 3.76E+05 667.9617 3 25.26

MLF3 YNL074C NRSSSILFQR[3] Phospho 99.4 -0.33 -0.12 -0.16 -0.21 0.079 0.337 0.256 0.24 9.42E+03 1.16E+04 1.32E+04 9.23E+03 7.69E+03 1.04E+04 7.19E+03 1.19E+04 1.24E+04 1.11E+04 7.84E+03 1.18E+04 644.3141 2 32.78

SRO9 YCL037C NRTPTPK [3] Phospho98.5 3.88 -0.34 -0.14 4.21 0.074 0.410 0.461 0.07 6.17E+01 8.66E+02 9.62E+01 8.97E+03 2.61E+00 6.51E+03 5.64E+01 1.91E+02 5.57E+02 1.85E+01 5.17E+02 3.94E+02 447.2153 2 15.7

TCO89 YPL180W NSAAPASPLSNEHITSSTNSGSDANR[7] Phospho 96.9 -0.11 0.05 0.21 -0.16 0.348 0.409 0.167 0.20 9.03E+04 5.78E+04 8.70E+04 8.78E+04 5.78E+04 7.25E+04 7.65E+04 8.24E+04 8.41E+04 9.21E+04 8.18E+04 9.89E+04 889.0544 3 37.88

PSH1 YOL054W NSALAVADDSDDGITR[10] Phospho 100.0 0.15 0.09 -0.02 0.07 0.093 0.284 0.427 0.31 2.74E+05 2.59E+05 3.07E+05 2.88E+05 3.11E+05 3.35E+05 2.53E+05 3.35E+05 3.02E+05 2.64E+05 2.88E+05 2.78E+05 850.3631 2 62.91

IRA2 YOL081W NSDNVNSLNSSPK[11] Phospho 99.6 0.27 0.23 0.74 0.04 0.272 0.324 0.063 0.46 1.22E+04 6.14E+03 1.63E+04 1.77E+04 1.16E+04 1.24E+04 9.89E+03 1.18E+04 1.89E+04 2.25E+04 1.40E+04 2.12E+04 728.3095 2 42.41

TAT1 YBR069C NSELESQEK[6] Phospho 100.0 0.18 -1.19 -0.59 1.37 0.407 0.160 0.287 0.01 6.63E+04 9.50E+03 2.66E+04 4.75E+04 3.06E+04 3.74E+04 1.18E+04 1.58E+04 1.72E+04 3.93E+04 1.61E+04 1.25E+04 572.2333 2 22.34

MSN2 YMR037C NSISHSLDLWNHPK[2] Phospho 98.1 -0.16 -0.03 -0.36 -0.13 0.301 0.464 0.203 0.23 3.47E+04 6.14E+04 4.16E+04 3.77E+04 4.66E+04 3.90E+04 5.08E+04 4.67E+04 3.75E+04 2.13E+04 4.16E+04 4.45E+04 576.6019 3 32.65

SEC9 YGR009C NSLNHSNSTLNVGPSR[2] Phospho 85.9 -0.08 -0.10 0.04 0.02 0.273 0.223 0.457 0.46 3.09E+04 3.14E+04 3.36E+04 2.83E+04 2.69E+04 3.53E+04 3.17E+04 2.50E+04 3.28E+04 2.30E+04 2.90E+04 4.64E+04 888.9054 2 40.88

SEC9 YGR009C NSLNHSNSTLNVGPSR[6] Phospho ,[9] Phospho 98.4, 50.1 -0.18 -0.23 -0.10 0.05 0.179 0.166 0.348 0.41 3.69E+04 2.92E+04 4.07E+04 3.45E+04 2.67E+04 3.28E+04 2.43E+04 3.59E+04 3.09E+04 4.08E+04 2.58E+04 3.33E+04 928.8888 2 16.35

SEC9 YGR009C NSLNHSNSTLNVGPSR[6] Phospho ,[9] Phospho 95.1, 86.7 0.10 0.02 0.17 0.08 0.371 0.470 0.323 0.37 2.48E+04 2.14E+04 3.64E+04 3.53E+04 2.38E+04 2.95E+04 2.42E+04 3.31E+04 2.66E+04 4.02E+04 2.29E+04 2.96E+04 619.5949 3 19.23

SEC9 YGR009C NSLNHSNSTLNVGPSR[6] Phospho49.7 0.20 0.29 0.18 -0.09 0.127 0.036 0.274 0.28 3.04E+04 3.30E+04 3.67E+04 3.83E+04 3.27E+04 4.37E+04 4.33E+04 3.59E+04 4.31E+04 3.32E+04 2.94E+04 5.12E+04 592.9394 3 24.93

GAT1 YFL021W NSLNIVAPLK[2] Phospho 100.0 -0.90 -0.31 -0.38 -0.59 0.016 0.123 0.137 0.02 2.03E+04 2.86E+04 1.96E+04 9.52E+03 1.45E+04 1.27E+04 1.88E+04 2.07E+04 1.58E+04 1.24E+04 1.74E+04 2.28E+04 574.8079 2 43.01

HAL5 YJL165C NSLSTPR [2] Phospho 100.0 1.42 -1.07 -0.02 2.49 0.017 0.099 0.492 0.01 6.67E+02 6.02E+02 1.22E+03 2.70E+03 2.60E+03 1.44E+03 7.48E+02 3.55E+01 3.89E+02 1.53E+03 6.08E+02 3.27E+02 427.6921 2 22.14

IPL1 YPL209C NSLVNIK [2] Phospho 100.0 0.35 0.50 0.27 -0.16 0.063 0.032 0.110 0.12 3.83E+03 3.95E+03 5.69E+03 5.42E+03 6.15E+03 5.60E+03 5.72E+03 7.19E+03 6.22E+03 5.09E+03 5.77E+03 5.37E+03 434.2204 2 25.06

MLF3 YNL074C NSNNVSSPLDNVIPTSR[2] Phospho 99.8 0.16 0.56 0.72 -0.40 0.324 0.064 0.016 0.14 1.93E+04 2.98E+04 2.46E+04 2.23E+04 3.69E+04 2.28E+04 3.22E+04 4.67E+04 2.97E+04 3.96E+04 4.76E+04 3.43E+04 947.437 2 32.12

MAM3 YOL060C NSPDSISIPNSGANHGNENQNVTISTSYQNTK[28] Phospho 36.7 -0.60 -0.43 -0.29 -0.18 0.006 0.032 0.063 0.18 8.71E+04 7.45E+04 6.96E+04 5.55E+04 4.56E+04 5.12E+04 4.82E+04 6.79E+04 5.60E+04 5.71E+04 7.32E+04 5.86E+04 1156.847 3 21.13

APL5 YPL195W NSPEPNEFLR[2] Phospho 100.0 0.41 0.80 -0.03 -0.39 0.170 0.023 0.468 0.14 7.86E+03 1.36E+04 1.01E+04 9.75E+03 1.91E+04 1.31E+04 1.74E+04 2.25E+04 1.51E+04 5.52E+03 1.33E+04 1.20E+04 641.7775 2 23.06

DIG1 YPL049C NSPGGNSVGQESELEHVPEEDDSGDK[2] Phospho 100.0 0.01 0.01 -0.41 0.00 0.468 0.476 0.045 0.50 1.96E+05 1.48E+05 2.06E+05 2.05E+05 1.80E+05 1.71E+05 1.49E+05 1.82E+05 2.25E+05 1.56E+05 1.34E+05 1.24E+05 931.3775 3 67

PIN4 YBL051C NSQISPPNSQIPINSQTLSQAQPPAQSQTQQR[5] Phospho 85.5 -0.15 -0.27 -0.17 0.12 0.185 0.110 0.152 0.26 6.05E+05 5.12E+05 4.55E+05 4.82E+05 5.14E+05 4.19E+05 3.65E+05 5.13E+05 4.28E+05 5.07E+05 4.64E+05 4.24E+05 1185.24 3 36.04

SEC31 YDL195W NSRVPSLVATSESPR[2] Phospho ,[6] Phospho 100.0, 100.0 -0.59 -0.32 -0.38 -0.26 0.007 0.084 0.025 0.15 1.35E+05 1.15E+05 1.41E+05 8.40E+04 7.76E+04 9.91E+04 8.48E+04 1.29E+05 9.88E+04 1.12E+05 1.02E+05 8.70E+04 587.2639 3 26.28

SEC31 YDL195W NSRVPSLVATSESPR[2] Phospho ,[6] Phospho 100.0, 100.0 -0.68 -0.87 -0.55 0.20 0.010 0.005 0.030 0.02 2.04E+05 1.56E+05 1.51E+05 1.04E+05 1.03E+05 1.13E+05 9.81E+04 9.23E+04 8.84E+04 9.42E+04 1.19E+05 1.37E+05 880.3939 2 19.22

ECM21 YBL101C NSSHSLSETDLNQSK[7] Phospho99.9 -0.30 -0.33 0.03 0.03 0.013 0.007 0.421 0.25 4.04E+04 3.42E+04 3.76E+04 3.22E+04 2.96E+04 2.95E+04 2.99E+04 2.97E+04 2.97E+04 4.11E+04 3.22E+04 4.12E+04 863.8678 2 55.81

SKG1 YKR100C NSSITSVNK [3] Phospho 32.8 2.46 -0.58 -2.06 2.99 0.076 0.350 0.180 0.06 0.00E+00 8.81E+00 1.21E+02 4.74E+02 3.60E+02 2.97E+01 3.66E+00 4.39E+01 3.16E+01 6.73E+00 0.00E+00 2.43E+00 515.2352 2 15.35

YPL260W YPL260W NSSPAYDEDGNDDRLR[3] Phospho 97.5 1.15 0.60 0.43 0.55 0.003 0.049 0.214 0.00 2.63E+03 2.02E+03 4.33E+03 6.79E+03 6.55E+03 6.61E+03 4.44E+03 4.93E+03 4.25E+03 5.93E+03 2.87E+03 3.31E+03 635.2538 3 25.81

DIP5 YPL265W NSSSLDSDHDAYYSK[7] Phospho 100.0 -0.34 -0.22 -0.64 -0.12 0.178 0.285 0.058 0.37 2.30E+04 3.32E+04 1.87E+04 2.47E+04 1.55E+04 1.87E+04 1.81E+04 2.91E+04 1.68E+04 1.78E+04 1.42E+04 1.62E+04 884.839 2 39.75

FAR11 YNL127W NSSSQDLLNK[3] Phospho 99.2 -0.11 -0.21 0.04 0.10 0.391 0.305 0.459 0.37 2.04E+04 9.92E+03 2.16E+04 2.04E+04 1.39E+04 1.39E+04 1.08E+04 1.73E+04 1.68E+04 2.07E+04 1.45E+04 1.81E+04 593.2615 2 48.65

YDR348C YDR348C NSSTSSRPFSVNNPFR[10] Phospho 99.1 -0.53 -0.22 -0.18 -0.31 0.103 0.275 0.324 0.07 2.77E+04 5.23E+04 3.22E+04 2.35E+04 2.70E+04 2.71E+04 3.37E+04 3.66E+04 2.58E+04 2.35E+04 4.12E+04 3.40E+04 938.9213 2 22.3

DIG1 YPL049C NSSVGSSANAGPTQQR[3] Phospho 90.8 -0.14 -0.60 -0.46 0.46 0.389 0.178 0.200 0.12 7.83E+03 2.75E+03 4.84E+03 5.41E+03 3.86E+03 4.75E+03 1.99E+03 3.39E+03 4.79E+03 3.70E+03 3.25E+03 4.23E+03 820.8572 2 52.58

HXT1 YHR094C NSTPDLISPQK[2] Phospho 99.8 -0.05 -1.20 -0.47 1.15 0.464 0.049 0.226 0.06 1.16E+04 1.11E+04 2.27E+04 1.00E+04 1.14E+04 2.24E+04 9.13E+03 5.83E+03 4.76E+03 1.74E+04 6.05E+03 9.35E+03 640.3004 2 30.3

CDC25 YLR310C NSVNSVVTPR[2] Phospho 100.0 0.38 0.15 0.25 0.23 0.030 0.277 0.182 0.15 6.73E+03 6.81E+03 8.71E+03 9.49E+03 8.79E+03 1.08E+04 8.34E+03 6.29E+03 1.01E+04 8.80E+03 6.74E+03 1.09E+04 576.7744 2 45.08

ZRT1 YGL255W NTAAVSSENDNENGTANGSHDTK[7] Phospho 99.3 -0.14 -1.44 -0.34 1.30 0.413 0.068 0.309 0.03 1.24E+05 4.40E+04 5.54E+04 5.75E+04 5.01E+04 9.55E+04 3.43E+04 2.29E+04 2.51E+04 8.00E+04 3.14E+04 6.53E+04 804.9895 3 72.6

NSR1 YGR159C NTASFAGSK[8] Phospho99.3 -4.73 -4.34 -1.09 -0.39 0.027 0.028 0.121 0.05 5.46E+04 1.24E+04 3.59E+04 1.42E+03 1.15E+03 1.28E+03 1.37E+03 1.69E+03 1.99E+03 2.63E+04 1.16E+04 1.05E+04 481.7024 2 19.16

SDS23 YGL056C NTEANKSDTESLHK[7] Phospho 100.0 0.85 -1.00 -0.37 1.85 0.062 0.111 0.267 0.01 1.18E+04 5.85E+03 4.70E+03 1.28E+04 1.01E+04 1.75E+04 4.29E+03 1.15E+03 5.74E+03 4.31E+03 4.76E+03 8.14E+03 551.9084 3 30.69

SDS23 YGL056C NTEANKSDTESLHK[7] Phospho, [9] Phospho100.0, 89.2 1.14 -0.40 0.40 1.55 0.025 0.296 0.293 0.01 1.03E+04 3.46E+03 4.33E+03 1.61E+04 1.09E+04 1.30E+04 6.58E+03 5.02E+03 2.07E+03 1.28E+04 5.87E+03 5.20E+03 578.564 3 24.72

SDS23 YGL056C NTEANKSDTESLHK[7] Phospho 100.0 1.02 -1.12 -0.35 2.14 0.023 0.065 0.223 0.01 4.73E+03 3.21E+03 2.51E+03 6.31E+03 5.74E+03 9.22E+03 1.52E+03 3.51E+02 2.92E+03 1.98E+03 2.24E+03 3.95E+03 827.3598 2 15.87

SSA2 YLL024C NTISEAGDKLEQADK[4] Phospho 99.9 -0.19 -0.13 0.05 -0.07 0.305 0.385 0.444 0.40 8.42E+03 1.50E+04 1.95E+04 1.24E+04 1.33E+04 1.19E+04 1.57E+04 1.46E+04 9.07E+03 1.36E+04 1.43E+04 1.66E+04 849.884 2 37.21



NRG1 YDR043C NTLSDEEDLEQR[4] Phospho 100.0 -0.50 -0.22 -0.48 -0.28 0.030 0.161 0.033 0.09 3.22E+04 2.31E+04 3.04E+04 2.03E+04 1.73E+04 2.30E+04 2.06E+04 2.48E+04 2.82E+04 2.33E+04 1.76E+04 2.03E+04 764.8124 2 53.7

DOA1 YKL213C NTNGISLDQPNDNASSSAVSPSK[20] Phospho 50.0 -0.19 0.56 0.26 -0.75 0.272 0.062 0.207 0.01 5.51E+04 2.80E+04 5.09E+04 4.02E+04 3.88E+04 3.82E+04 5.51E+04 6.36E+04 7.87E+04 5.68E+04 4.41E+04 5.93E+04 1192.025 2 28.56

SIP5 YMR140W NTSHSITPIHDESTSASR[5] Phospho 89.7 0.17 -0.12 0.28 0.29 0.176 0.290 0.087 0.09 3.92E+04 3.20E+04 4.34E+04 4.79E+04 3.77E+04 4.31E+04 3.70E+04 2.75E+04 4.08E+04 4.79E+04 3.94E+04 5.17E+04 673.9644 3 42.19

YTA7 YGR270W NTSLLQNFIDYEEYSGEEEEHDK[14] Phospho 85.0 -0.08 0.21 -0.59 -0.29 0.432 0.359 0.159 0.26 5.94E+04 8.47E+04 2.90E+04 5.83E+04 6.06E+04 4.50E+04 7.42E+04 9.19E+04 3.43E+04 3.10E+04 4.95E+04 3.43E+04 957.0634 3 42.38

ORC2 YBR060C NTSPDPALKPK[3] Phospho 99.9 0.18 1.12 0.79 -0.94 0.404 0.052 0.099 0.03 7.10E+03 1.35E+04 3.52E+04 1.68E+04 1.68E+04 2.97E+04 4.62E+04 2.86E+04 4.66E+04 2.97E+04 3.02E+04 3.64E+04 624.3056 2 28.89

PEA2 YER149C NTSSPPISPNAAAIQEEDSSK[4] Phospho ,[8] Phospho 33.3, 100.0 -0.53 -0.38 -0.46 -0.15 0.013 0.097 0.024 0.32 1.47E+05 1.22E+05 1.25E+05 9.72E+04 1.01E+05 7.41E+04 7.53E+04 1.35E+05 9.15E+04 8.49E+04 1.15E+05 8.60E+04 1151.978 2 34.55

PEA2 YER149C NTSSPPISPNAAAIQEEDSSK[3] Phospho ,[4] Phospho 63.5, 63.5 -0.50 -0.21 -0.16 -0.28 0.028 0.287 0.204 0.26 7.61E+04 5.74E+04 6.39E+04 5.16E+04 5.10E+04 3.75E+04 4.06E+04 8.40E+04 4.59E+04 5.83E+04 6.80E+04 5.02E+04 768.3194 3 20.03

CNM67 YNL225C NTSYQESPGLQERPK[7] Phospho 100.0 0.12 -0.36 -0.07 0.48 0.290 0.097 0.401 0.04 4.74E+03 6.99E+03 5.89E+03 6.08E+03 5.60E+03 7.49E+03 4.63E+03 3.60E+03 5.46E+03 4.50E+03 4.89E+03 7.35E+03 907.4092 2 16.49

HOS4 YIL112W NTTEPENVEK[3] Phospho 99.5 -1.69 -2.99 -3.03 1.29 0.234 0.179 0.177 0.22 2.12E+04 1.64E+03 9.10E+02 5.53E+03 1.02E+03 7.80E+02 8.67E+01 4.95E+02 2.39E+03 1.44E+03 5.14E+02 9.35E+02 620.7575 2 26.42

SHO1 YER118C NTTPYQNNVYNDAIR[3] Phospho 93.1 -0.66 -0.50 -0.14 -0.16 0.024 0.059 0.249 0.26 4.13E+04 3.78E+04 5.53E+04 2.75E+04 2.51E+04 3.26E+04 2.49E+04 3.15E+04 3.86E+04 4.26E+04 4.15E+04 3.79E+04 931.9077 2 52.95

SPC110 YDR356W NTTQTQVVSPTK[9] Phospho 50.0 -0.41 -0.20 -0.36 -0.21 0.141 0.316 0.173 0.24 1.07E+04 7.74E+03 1.55E+04 8.36E+03 8.43E+03 8.76E+03 8.10E+03 8.21E+03 1.32E+04 7.89E+03 8.36E+03 1.02E+04 692.3282 2 29.27

NSG2 YNL156C NTVSSNNLER[4] Phospho 98.8 0.33 -0.24 0.10 0.57 0.240 0.314 0.409 0.07 4.92E+04 1.83E+04 5.07E+04 6.42E+04 3.98E+04 4.45E+04 2.49E+04 3.31E+04 4.20E+04 5.11E+04 3.28E+04 4.32E+04 607.2624 2 38.18

YSP2 YDR326C NVNANSNSETENDNDRDDRSNVGK[20] Phospho 100.0 -0.51 -0.61 -0.07 0.11 0.177 0.153 0.443 0.32 6.71E+04 2.41E+04 4.21E+04 3.42E+04 2.95E+04 3.01E+04 2.52E+04 2.44E+04 3.75E+04 5.40E+04 3.17E+04 4.13E+04 915.376 3 28.22

RAS2 YNL098C NVNSSTTVVNAR[5] Phospho 94.3 0.21 0.16 0.18 0.05 0.264 0.324 0.314 0.41 3.06E+04 1.42E+04 2.52E+04 2.92E+04 2.25E+04 2.94E+04 2.12E+04 2.60E+04 3.11E+04 2.75E+04 2.05E+04 3.11E+04 671.3117 2 44.36

FEN1 YCR034W NVPTPSPSPKPQHR[8] Phospho 99.9 -1.06 -2.15 -1.59 1.09 0.013 0.004 0.004 0.03 3.98E+04 3.69E+04 2.47E+04 2.00E+04 1.62E+04 1.24E+04 1.23E+04 2.93E+03 7.59E+03 9.84E+03 1.23E+04 1.17E+04 811.3965 2 20.58

FEN1 YCR034W NVPTPSPSPKPQHR[4] Phospho ,[8] Phospho 100.0, 99.5 -0.32 -0.42 -0.20 0.11 0.068 0.033 0.166 0.25 1.79E+06 1.33E+06 1.51E+06 1.38E+06 1.07E+06 1.27E+06 1.20E+06 1.00E+06 1.26E+06 1.52E+06 1.10E+06 1.40E+06 567.9223 3 21.67

FEN1 YCR034W NVPTPSPSPKPQHR[4] Phospho, [8] Phospho100.0, 99.5 -0.68 -1.42 -0.95 0.74 0.009 0.001 0.003 0.02 1.40E+06 1.16E+06 1.16E+06 9.46E+05 7.13E+05 6.69E+05 5.04E+05 3.53E+05 5.39E+05 7.78E+05 5.40E+05 6.08E+05 851.3798 2 17.01

YCG1 YDR325W NVSFVLPDEK[3] Phospho 100.0 -2.16 -0.46 -0.42 -1.70 0.080 0.296 0.318 0.02 5.95E+02 3.93E+03 1.98E+03 2.67E+02 8.09E+02 3.51E+02 2.19E+03 1.51E+03 1.01E+03 1.28E+03 2.55E+03 1.01E+03 614.2878 2 22.8

KEL1 YHR158C NVSGPSTTLHK[3] Phospho 100.0 -0.82 -0.94 -0.35 0.12 0.004 0.001 0.079 0.31 2.81E+04 2.50E+04 2.90E+04 1.61E+04 1.18E+04 1.88E+04 1.56E+04 1.17E+04 1.55E+04 2.07E+04 1.64E+04 2.73E+04 610.7873 2 33.07

TAF4 YMR005W NVSPTTNLR[3] Phospho 99.4 0.75 0.26 -0.09 0.49 0.014 0.167 0.356 0.05 3.81E+04 3.38E+04 4.86E+04 6.44E+04 5.76E+04 8.06E+04 3.99E+04 4.54E+04 5.88E+04 3.34E+04 3.41E+04 4.59E+04 541.2556 2 31.6

SEC3 YER008C NVSQGAVPSSAPPVSGGNYSHK[3] Phospho 100.0 -0.28 -0.18 -0.21 -0.10 0.038 0.097 0.079 0.21 5.99E+04 5.45E+04 6.70E+04 5.11E+04 4.44E+04 5.36E+04 4.87E+04 5.86E+04 5.23E+04 5.32E+04 4.65E+04 5.70E+04 740.6747 3 63.84

SEC3 YER008C NVSQGAVPSSAPPVSGGNYSHK[3] Phospho 100.0 -0.49 -0.42 -0.31 -0.07 0.002 0.001 0.078 0.15 5.05E+04 4.51E+04 4.64E+04 3.21E+04 3.64E+04 3.26E+04 3.46E+04 3.54E+04 3.63E+04 2.94E+04 3.90E+04 4.64E+04 1110.508 2 30.19

YFL002W-B L002W-B NVSRTSPNTTNTK[10] Phospho90.7 0.09 0.26 0.63 -0.17 0.455 0.334 0.197 0.40 1.93E+03 2.60E+03 8.38E+02 3.00E+03 4.67E+02 2.23E+03 3.15E+03 1.18E+03 2.09E+03 4.45E+03 1.45E+03 2.40E+03 750.3464 2 25.68

MRC1 YCL061C NVSSSFTQTQR[5] Phospho 94.1 -4.88 -4.86 -1.56 -0.02 0.001 0.001 0.004 0.47 5.14E+04 3.31E+04 4.60E+04 1.31E+03 1.30E+03 1.81E+03 1.15E+03 1.57E+03 1.75E+03 1.83E+04 1.18E+04 1.43E+04 667.7908 2 41.06

RPS21A YKR057W NVWSYSR [5] Phospho 49.9 -0.30 -0.19 -0.37 -0.11 0.190 0.325 0.151 0.35 7.02E+03 1.37E+04 1.00E+04 8.04E+03 8.69E+03 8.26E+03 6.57E+03 1.21E+04 8.32E+03 7.58E+03 8.73E+03 7.43E+03 496.2056 2 17.38

PSH1 YOL054W NYAGGRDEFDEEEYSEGELDEIR[15] Phospho99.2 0.48 -0.06 -0.93 0.54 0.268 0.469 0.179 0.20 1.57E+04 1.31E+04 1.62E+03 2.24E+04 1.11E+04 9.04E+03 1.13E+04 5.38E+03 1.26E+04 6.28E+03 2.08E+03 7.65E+03 934.7085 3 31.08

SPA2 YLL021W NYWDVNDSPIIK[8] Phospho 100.0 0.49 0.53 0.58 -0.04 0.075 0.066 0.061 0.41 4.51E+04 7.90E+04 4.69E+04 7.38E+04 9.35E+04 7.28E+04 8.90E+04 9.13E+04 6.69E+04 7.15E+04 1.02E+05 8.11E+04 772.3461 2 36.53

SAP190 YKR028W NYYNNVETNDDDYDSDDGK[15] Phospho100.0 -0.58 -0.37 -0.20 -0.21 0.006 0.188 0.173 0.32 1.20E+05 1.00E+05 9.31E+04 6.83E+04 7.08E+04 7.03E+04 5.36E+04 1.25E+05 6.38E+04 1.10E+05 8.30E+04 7.97E+04 1168.414 2 50.81

MRH1 YDR033W PAATPNLSK[4] Phospho 100.0 -1.57 -0.58 -2.13 -0.99 0.164 0.319 0.128 0.18 1.51E+05 3.13E+04 2.71E+04 4.15E+04 1.03E+04 1.85E+04 2.58E+04 2.70E+04 8.73E+04 1.43E+04 1.44E+04 1.90E+04 489.7364 2 37.88

MRH1 YDR033W PAATPNLSK[8] Phospho 100.0 -0.21 0.25 0.21 -0.46 0.140 0.148 0.131 0.03 6.91E+04 6.56E+04 9.12E+04 6.28E+04 6.69E+04 6.60E+04 9.32E+04 7.27E+04 1.04E+05 8.20E+04 8.37E+04 9.59E+04 489.7362 2 33.64

TAF4 YMR005W PAFNLSPGK[6] Phospho 100.0 -0.12 0.57 0.04 -0.68 0.222 0.004 0.438 0.00 3.72E+04 4.87E+04 4.27E+04 3.56E+04 4.30E+04 3.98E+04 6.58E+04 5.86E+04 6.60E+04 3.21E+04 5.43E+04 4.58E+04 505.7391 2 38.1

NSP1 YJL041W PAFSFGAK [4] Phospho 100.0 -7.25 -5.47 -5.50 -1.82 0.004 0.004 0.004 0.19 1.09E+03 2.08E+03 1.36E+03 0.00E+00 0.00E+00 0.00E+00 7.29E+01 0.00E+00 0.00E+00 0.00E+00 7.10E+01 0.00E+00 452.7021 2 22.56

BSP1 YPR171W PAGEALSPVR[7] Phospho 100.0 0.24 0.54 0.10 -0.29 0.312 0.102 0.356 0.28 1.27E+04 1.24E+04 1.75E+04 1.15E+04 1.29E+04 2.60E+04 2.38E+04 1.29E+04 2.51E+04 1.19E+04 1.49E+04 1.90E+04 538.7605 2 42.66

CUE4 YML101C PAPSVATNDPSPEPVPSAPEER[11] Phospho 100.0 1.73 1.74 0.24 -0.01 0.005 0.001 0.244 0.49 3.11E+03 5.99E+03 4.50E+03 1.88E+04 1.52E+04 1.12E+04 1.57E+04 1.30E+04 1.66E+04 6.73E+03 4.28E+03 5.09E+03 775.3531 3 22.57

SPA2 YLL021W PASFLNDVEEEESPVK[13] Phospho 100.0 0.37 0.91 0.38 -0.54 0.202 0.020 0.201 0.07 2.31E+04 4.07E+04 2.20E+04 3.50E+04 4.96E+04 2.66E+04 6.51E+04 4.89E+04 4.72E+04 2.99E+04 5.14E+04 3.07E+04 935.4122 2 46.26

SPA2 YLL021W PASFLNDVEEEESPVKPLK[13] Phospho 100.0 -0.28 0.45 0.20 -0.73 0.266 0.185 0.326 0.08 2.51E+04 4.24E+04 2.14E+04 2.69E+04 2.97E+04 1.69E+04 5.77E+04 3.01E+04 3.38E+04 2.31E+04 4.51E+04 3.40E+04 736.6883 3 50.9

IVY1 YDR229W PDNNTEQLQGSPSSDQR[11] Phospho 96.2 -0.28 -0.13 -0.17 -0.14 0.273 0.365 0.317 0.33 1.29E+04 5.86E+03 1.19E+04 1.14E+04 8.04E+03 5.89E+03 7.96E+03 8.61E+03 1.14E+04 9.37E+03 8.70E+03 9.19E+03 976.904 2 37.17

AVT1 YJR001W PEQEPLSPNGR[7] Phospho 100.0 0.01 0.32 0.21 -0.31 0.460 0.088 0.062 0.08 5.72E+04 4.88E+04 6.41E+04 6.30E+04 5.68E+04 5.20E+04 6.37E+04 6.32E+04 8.57E+04 6.34E+04 6.63E+04 6.69E+04 652.2876 2 25.21

AVT1 YJR001W PEQEPLSPNGRK[7] Phospho 100.0 -0.39 -0.15 0.04 -0.24 0.005 0.319 0.420 0.25 2.26E+04 1.97E+04 2.29E+04 1.75E+04 1.62E+04 1.60E+04 2.29E+04 1.15E+04 2.45E+04 1.71E+04 2.29E+04 2.73E+04 477.8927 3 17.32

AVT1 YJR001W PEQEPLSPNGRK[7] Phospho 100.0 -0.30 -0.47 -0.10 0.17 0.063 0.097 0.346 0.30 4.83E+04 3.59E+04 4.17E+04 3.80E+04 3.23E+04 3.18E+04 3.53E+04 1.71E+04 3.82E+04 2.95E+04 3.94E+04 4.85E+04 716.3355 2 22.85

CAF120 YNL278W PFASSVNDSPSDR[9] Phospho 100.0 -0.39 0.49 0.59 -0.89 0.090 0.017 0.015 0.00 1.62E+04 1.14E+04 1.78E+04 1.37E+04 1.11E+04 9.73E+03 2.12E+04 2.19E+04 2.08E+04 2.28E+04 2.05E+04 2.49E+04 729.7987 2 47.38

TIF5 YPR041W PFITWLETAESDDDEEDDE[11] Phospho 100.0 -0.28 0.13 -0.28 -0.41 0.303 0.399 0.275 0.22 4.95E+05 4.72E+05 2.01E+05 3.21E+05 4.54E+05 1.88E+05 4.20E+05 5.97E+05 2.61E+05 2.43E+05 4.07E+05 3.11E+05 779.2941 3 51.68

RCN2 YOR220W PFSYQEPLPKLSR[12] Phospho 100.0 -0.02 0.38 0.37 -0.40 0.484 0.184 0.244 0.04 1.52E+04 4.23E+04 2.47E+04 2.70E+04 3.24E+04 2.17E+04 3.98E+04 3.48E+04 3.26E+04 2.57E+04 4.87E+04 3.20E+04 821.4067 2 26.5

SHP1 YBL058W PGSSQGSNEYLK[4] Phospho 91.7 3.26 1.15 0.29 2.10 0.000 0.069 0.342 0.00 7.52E+02 7.82E+02 2.72E+03 1.51E+04 1.40E+04 1.19E+04 2.95E+03 2.11E+03 4.44E+03 1.78E+03 2.31E+03 1.13E+03 673.7849 2 33.03

CAF20 YOR276W PILGFNAFAALESEDEDDEA[13] Phospho 100.0 0.90 1.04 0.17 -0.14 0.047 0.062 0.394 0.37 1.05E+04 2.43E+04 1.25E+04 2.45E+04 3.84E+04 2.51E+04 4.67E+04 2.19E+04 2.86E+04 1.20E+04 2.84E+04 1.28E+04 744.9786 3 21.67

MBP1 YDL056W PLFDFTQTDGSASPPPAPK[13] Phospho 100.0 -0.89 -0.04 -0.22 -0.85 0.061 0.456 0.302 0.03 2.94E+04 4.59E+04 2.42E+04 2.58E+04 1.69E+04 1.11E+04 3.33E+04 2.68E+04 3.69E+04 1.85E+04 3.61E+04 3.09E+04 1026.971 2 33.56

HIF1 YLL022C PLGDFNDLSQLVK[9] Phospho 100.0 4.47 1.20 0.90 3.26 0.024 0.132 0.255 0.03 1.33E+02 2.62E+02 0.00E+00 2.47E+03 5.27E+03 1.74E+03 5.41E+02 1.16E+02 2.99E+02 5.37E+02 2.32E+02 0.00E+00 763.3698 2 23.07

PLM2 YDR501W PLLIASPALVK[6] Phospho 100.0 -8.10 -7.10 -2.37 -1.01 0.014 0.014 0.030 0.24 1.35E+04 2.79E+04 1.15E+04 0.00E+00 6.06E+01 1.02E+02 2.65E+02 0.00E+00 8.92E+01 8.40E+02 6.47E+03 2.90E+03 601.352 2 20.27

GSY2 YLR258W PLSVPGSPR[7] Phospho 100.0 0.72 1.13 0.69 -0.40 0.020 0.024 0.114 0.15 3.73E+03 3.52E+03 4.98E+03 5.40E+03 8.02E+03 6.79E+03 9.77E+03 5.73E+03 1.13E+04 3.26E+03 7.63E+03 8.80E+03 495.2435 2 16.69

YLR345W YLR345W PNVLSDDEELLNGLGSEIMK[5] Phospho 100.0 -0.85 0.11 0.24 -0.96 0.135 0.424 0.381 0.09 1.24E+04 1.74E+04 5.71E+03 6.58E+03 1.06E+04 2.47E+03 1.82E+04 1.18E+04 8.26E+03 7.41E+03 2.51E+04 9.38E+03 751.6832 3 19.46

LHP1 YDL051W PQQEEQEKPQSR[11] Phospho 100.0 1.81 1.13 0.87 0.67 0.047 0.039 0.045 0.17 2.40E+03 5.81E+03 3.25E+03 1.80E+04 4.90E+03 1.72E+04 9.56E+03 5.15E+03 1.04E+04 7.98E+03 5.03E+03 7.89E+03 521.8981 3 19.34

LHP1 YDL051W PQQEEQEKPQSR[11] Phospho 100.0 1.94 0.97 0.85 0.98 0.042 0.055 0.040 0.11 7.19E+03 1.54E+04 7.35E+03 5.21E+04 1.43E+04 4.88E+04 2.23E+04 1.20E+04 2.42E+04 1.93E+04 1.39E+04 2.08E+04 782.344 2 40.29

YGL114W YGL114W PQSTPSQEVQR[4] Phospho 93.7 0.19 -0.01 0.27 0.20 0.260 0.486 0.176 0.11 7.10E+03 3.59E+03 5.56E+03 6.82E+03 5.60E+03 6.12E+03 4.66E+03 5.39E+03 6.07E+03 6.74E+03 5.92E+03 6.95E+03 668.7983 2 33.53

WHI4 YDL224C PRPSLLSER [4] Phospho 100.0 -0.37 -0.41 0.27 0.03 0.182 0.328 0.177 0.49 5.56E+03 8.21E+03 1.03E+04 3.93E+03 7.65E+03 7.00E+03 1.34E+04 4.37E+03 3.47E+02 9.97E+03 8.14E+03 1.10E+04 567.7868 2 17.25

STB1 YNL309W PSASSPQSTFK[5] Phospho 99.7 0.25 0.44 0.37 -0.20 0.129 0.070 0.057 0.17 1.71E+04 2.45E+04 2.66E+04 2.98E+04 2.59E+04 2.52E+04 2.94E+04 2.59E+04 3.74E+04 3.20E+04 2.64E+04 2.99E+04 608.7661 2 27.94

YMR086W YMR086W PSSLNIEK [3] Phospho 94.5 4.01 3.64 3.23 0.37 0.000 0.001 0.000 0.03 2.80E+01 2.40E+01 1.88E+02 1.57E+03 1.41E+03 1.39E+03 1.05E+03 9.76E+02 1.34E+03 9.07E+02 8.75E+02 7.48E+02 484.2285 2 28.59

PTP3 YER075C PSSYPEQLTSTSSSTIMPPK[2] Phospho ,[9] Phospho 33.7, 27.1 -0.30 0.10 0.22 -0.40 0.168 0.114 0.137 0.11 4.34E+05 4.42E+05 4.28E+05 4.99E+05 2.56E+05 3.05E+05 4.26E+05 5.01E+05 4.71E+05 6.15E+05 4.41E+05 4.58E+05 766.6553 3 15.34

PFK2 YMR205C PTPPPAPEASAESGLSSK[13] Phospho 99.2 0.89 0.34 0.26 0.56 0.003 0.033 0.094 0.02 2.63E+04 2.79E+04 2.84E+04 5.45E+04 5.66E+04 4.23E+04 3.68E+04 2.92E+04 3.83E+04 2.63E+04 3.54E+04 3.71E+04 901.9144 2 20.89

PFK2 YMR205C PTPPPAPEASAESGLSSK[17] Phospho 99.7 0.90 0.55 0.31 0.34 0.007 0.011 0.105 0.04 1.13E+04 1.60E+04 1.76E+04 2.91E+04 3.14E+04 2.33E+04 2.23E+04 2.11E+04 2.26E+04 1.57E+04 1.96E+04 2.05E+04 601.6123 3 51.75

LCB2 YDR062W PTTGVPGRFIR[3] Phospho 85.5 0.35 -0.14 -0.37 0.48 0.039 0.300 0.061 0.05 2.36E+04 2.70E+04 3.06E+04 3.27E+04 3.14E+04 3.93E+04 3.04E+04 1.76E+04 2.58E+04 1.64E+04 2.41E+04 2.26E+04 640.8268 2 25.67

FUI1 YBL042C PVSDSGFDNSSK[11] Phospho 99.6 -0.44 -0.43 0.09 -0.01 0.149 0.161 0.377 0.48 4.78E+04 2.37E+04 4.47E+04 3.58E+04 2.77E+04 2.19E+04 1.95E+04 3.24E+04 3.43E+04 4.17E+04 4.06E+04 4.15E+04 660.2613 2 42.16

HXT5 YHR096C PVSSYISHEGPPKDELEELQK[4] Phospho ,[7] Phospho 77.3, 99.6 -0.09 0.17 0.20 -0.26 0.316 0.246 0.113 0.16 9.86E+04 1.32E+05 1.12E+05 1.02E+05 1.26E+05 9.39E+04 1.09E+05 1.61E+05 1.16E+05 1.31E+05 1.43E+05 1.19E+05 848.0439 3 26.1

HXT5 YHR096C PVSSYISHEGPPKDELEELQK[5] Phospho44.7 -0.61 0.11 0.67 -0.71 0.072 0.397 0.159 0.09 9.97E+03 1.38E+04 8.26E+03 6.77E+03 9.18E+03 5.06E+03 1.61E+04 7.89E+03 1.05E+04 6.87E+03 2.47E+04 1.94E+04 821.3889 3 36.7

FAA3 YIL009W QATGGHLK [3] Phospho 100.0 1.76 1.57 0.63 0.18 0.039 0.224 0.162 0.44 6.86E+01 5.16E+01 1.65E+02 3.83E+02 1.59E+02 5.05E+02 8.01E+02 5.84E+01 5.70E+01 1.24E+02 2.31E+02 1.07E+02 446.2159 2 17.42

MET4 YNL103W QEQSHEGDSYSTEFINLFGK[4] Phospho, [9] Phospho, [10] Phospho93.9, 87.3, 71.80.01 0.51 0.41 -0.50 0.489 0.098 0.060 0.19 4.82E+05 5.13E+05 4.12E+05 4.54E+05 7.44E+05 2.22E+05 6.10E+05 9.06E+05 4.86E+05 5.79E+05 7.60E+05 5.25E+05 852.6466 3 15.88

AAC3 YBR085W QFNGLTDVYKK[6] Phospho90.6 -0.84 -1.35 -0.20 0.51 0.220 0.147 0.419 0.15 1.12E+04 1.61E+03 4.29E+03 2.12E+03 2.84E+03 4.58E+03 2.64E+03 1.66E+03 2.41E+03 2.88E+03 3.87E+03 8.22E+03 696.8299 2 19.17

TPO3 YPR156C QIDGASSPSSNEDALESDNNEK[17] Phospho 100.0 -0.30 -0.55 0.14 0.25 0.136 0.047 0.327 0.03 1.48E+05 1.01E+05 9.79E+04 1.02E+05 8.59E+04 9.37E+04 7.17E+04 8.09E+04 8.44E+04 1.47E+05 9.08E+04 1.45E+05 1193.981 2 47.47

PAN1 YIR006C QIEDAQNESDEEETNGK[9] Phospho 100.0 -0.33 -0.48 0.03 0.15 0.235 0.173 0.477 0.29 3.52E+05 1.39E+05 2.56E+05 2.37E+05 1.76E+05 1.80E+05 1.36E+05 1.79E+05 2.21E+05 3.15E+05 1.83E+05 2.63E+05 1008.39 2 28.19

MTC1 YJL123C QKESEDEDEDDEIIDPSEWVK[4] Phospho 100.0 -0.04 0.27 0.18 -0.31 0.458 0.244 0.302 0.11 2.55E+04 4.11E+04 1.82E+04 2.56E+04 3.31E+04 2.36E+04 3.15E+04 4.09E+04 2.97E+04 3.24E+04 3.29E+04 3.10E+04 872.3581 3 20.02

RIM11 YMR139W QLKPTEPNVSYICSR[11] Phospho 99.0 -0.24 -0.10 -0.14 -0.13 0.085 0.297 0.279 0.23 5.89E+04 5.12E+04 4.54E+04 4.91E+04 4.07E+04 4.22E+04 4.20E+04 4.54E+04 5.74E+04 4.58E+04 3.66E+04 5.87E+04 624.6294 3 49.89

RIM11 YMR139W QLKPTEPNVSYICSR[11] Phospho 99.0 -0.28 -0.58 -0.40 0.30 0.121 0.046 0.112 0.10 3.90E+04 3.68E+04 2.58E+04 3.10E+04 2.60E+04 2.66E+04 1.99E+04 1.91E+04 2.87E+04 2.29E+04 2.09E+04 3.34E+04 936.44 2 25.84



YIL166C YIL166C QPVTFK [4] Phospho 100.0 0.24 0.21 -0.08 0.03 0.201 0.246 0.403 0.45 2.62E+04 3.76E+04 4.76E+04 3.97E+04 4.09E+04 5.07E+04 4.72E+04 3.36E+04 4.81E+04 2.69E+04 3.81E+04 4.05E+04 400.1912 2 38.14

IOC4 YMR044W QQAIDASEEEEEEEEEK[7] Phospho 100.0 -0.15 -0.43 -0.18 0.28 0.296 0.092 0.288 0.12 3.79E+04 2.55E+04 2.50E+04 3.15E+04 2.28E+04 2.54E+04 1.76E+04 2.39E+04 2.40E+04 3.26E+04 1.92E+04 2.61E+04 1051.403 2 43.58

YOL087C YOL087C QQYMNTSSLK[8] Phospho 96.9 -0.36 -0.09 0.23 -0.27 0.227 0.437 0.368 0.31 1.10E+04 4.45E+03 9.31E+03 8.35E+03 6.06E+03 4.83E+03 5.44E+03 1.23E+04 5.48E+03 1.66E+04 5.62E+03 6.82E+03 640.2759 2 22.5

CKI1 YLR133W QRSSQR [4] Phospho 91.3 0.25 0.07 0.17 0.17 0.161 0.399 0.262 0.21 6.61E+04 4.08E+04 4.76E+04 6.68E+04 5.36E+04 6.29E+04 5.30E+04 4.36E+04 6.61E+04 6.82E+04 5.42E+04 5.13E+04 421.1858 2 25.36

SIS2 YKR072C QSISPTLSNATTTTTK[4] Phospho 87.5 -0.97 -0.85 -1.06 -0.12 0.098 0.111 0.087 0.40 4.15E+03 6.12E+03 1.99E+03 2.31E+03 1.10E+03 2.83E+03 2.74E+03 1.40E+03 2.63E+03 2.45E+03 9.77E+02 2.45E+03 865.9145 2 39.5

AKL1 YBR059C QSSDPTISEQSPR[11] Phospho 99.9 -0.04 -0.34 0.07 0.30 0.465 0.250 0.438 0.18 1.80E+04 7.72E+03 9.73E+03 1.49E+04 1.00E+04 9.51E+03 7.26E+03 9.50E+03 1.12E+04 1.40E+04 9.68E+03 1.34E+04 756.322 2 21.82

AKL1 YBR059C QSSDPTISEQSPR[11] Phospho99.9 0.13 -0.09 0.35 0.22 0.390 0.414 0.223 0.28 1.75E+03 9.07E+02 9.33E+02 1.65E+03 1.51E+03 7.82E+02 1.04E+03 1.35E+03 1.00E+03 2.08E+03 1.34E+03 1.17E+03 756.3233 2 17.54

YBR085C-A R085C-A QSTNFTHSTGSFLQSAPVELTTVSGYQEFLK[11] Phospho 62.6 -0.61 0.28 0.02 -0.89 0.140 0.268 0.480 0.02 2.32E+05 2.64E+05 9.50E+04 1.46E+05 1.44E+05 9.75E+04 2.94E+05 2.49E+05 1.75E+05 1.92E+05 2.56E+05 1.53E+05 1162.216 3 52.85

YBR085C-A R085C-A QSTNFTHSTGSFLQSAPVELTTVSGYQEFLK[2] Phospho, [3] Phospho88.5, 63.3 -0.85 -0.02 -0.29 -0.83 0.098 0.484 0.284 0.10 4.88E+05 5.80E+05 2.03E+05 2.72E+05 2.86E+05 1.47E+05 3.79E+05 6.24E+05 2.48E+05 3.70E+05 4.27E+05 2.39E+05 1188.871 3 66.78

LAA1 YJL207C QTNFIR [2] Phospho 100.0 0.47 -0.01 -0.02 0.48 0.135 0.495 0.480 0.13 1.74E+05 9.86E+04 8.10E+04 2.04E+05 1.58E+05 1.30E+05 1.72E+05 8.25E+04 9.73E+04 1.19E+05 1.54E+05 7.52E+04 429.6984 2 19.6

ERB1 YMR049C RAASEESDVEEDEDK[4] Phospho ,[7] Phospho 100.0, 100.0 0.68 -0.03 0.11 0.71 0.056 0.475 0.412 0.03 2.63E+05 1.04E+05 1.94E+05 3.37E+05 3.25E+05 2.38E+05 1.16E+05 2.38E+05 1.96E+05 2.94E+05 1.44E+05 1.70E+05 934.8277 2 40.97

ERB1 YMR049C RAASEESDVEEDEDK[7] Phospho 100.0 0.51 0.08 0.39 0.43 0.059 0.404 0.121 0.04 1.42E+05 1.13E+05 2.09E+05 2.51E+05 2.13E+05 1.96E+05 1.57E+05 1.38E+05 1.96E+05 2.37E+05 1.64E+05 2.09E+05 596.8985 3 36.31

ERB1 YMR049C RAASEESDVEEDEDK[7] Phospho 100.0 0.40 -0.05 0.36 0.45 0.051 0.431 0.100 0.02 1.22E+06 9.81E+05 1.57E+06 1.83E+06 1.55E+06 1.60E+06 1.13E+06 1.06E+06 1.47E+06 1.82E+06 1.31E+06 1.70E+06 894.8442 2 89.36

RPL3 YOR063W RAASIR [4] Phospho 100.0 1.71 1.18 0.43 0.53 0.077 0.176 0.160 0.30 6.89E+03 1.03E+04 3.94E+03 3.65E+04 6.16E+03 2.63E+04 3.23E+04 6.13E+03 9.31E+03 1.18E+04 8.67E+03 8.01E+03 377.1925 2 21.05

SEC21 YNL287W RADANSFAGPNLDDHQEDLLATK[6] Phospho 100.0 0.31 0.24 -0.28 0.08 0.353 0.365 0.387 0.44 8.06E+02 1.02E+04 6.38E+03 3.97E+03 1.13E+04 6.32E+03 5.84E+03 6.67E+03 7.95E+03 1.69E+03 8.00E+03 4.67E+03 860.0584 3 19.89

GNP1 YDR508C RAEGSHANSPDSSNSNGTTPISTKDSSSQLDNELNR[26] Phospho, [28] Phospho68.2, 86.7 -0.69 -1.13 -0.11 0.45 0.038 0.012 0.350 0.07 1.44E+05 8.64E+04 1.22E+05 8.82E+04 6.94E+04 6.20E+04 4.43E+04 6.72E+04 4.94E+04 1.29E+05 8.26E+04 1.15E+05 984.1688 4 36.86

EDE1 YBL047C RANSNEDGESVSSIQESPK[10] Phospho ,[12] Phospho 100.0, 98.9 -0.42 -0.79 -0.30 0.37 0.075 0.027 0.154 0.07 1.05E+05 6.71E+04 1.01E+05 7.63E+04 6.67E+04 6.22E+04 3.82E+04 6.19E+04 5.83E+04 8.32E+04 5.80E+04 8.15E+04 1097.439 2 28.47

EDE1 YBL047C RANSNEDGESVSSIQESPK[10] Phospho ,[13] Phospho 100.0, 90.5 -0.29 -0.51 -0.10 0.22 0.144 0.090 0.371 0.23 5.52E+04 3.71E+04 5.95E+04 4.75E+04 3.89E+04 3.76E+04 2.37E+04 4.49E+04 3.81E+04 5.82E+04 3.61E+04 4.76E+04 731.9617 3 29.23

EDE1 YBL047C RANSNEDGESVSSIQESPK[17] Phospho 100.0 -0.15 0.07 0.29 -0.22 0.247 0.379 0.136 0.15 1.46E+05 1.22E+05 1.76E+05 1.41E+05 1.10E+05 1.49E+05 1.59E+05 1.30E+05 1.76E+05 1.73E+05 1.50E+05 2.21E+05 705.3059 3 40.05

EDE1 YBL047C RANSNEDGESVSSIQESPK[17] Phospho 100.0 -0.14 -0.02 0.28 -0.12 0.190 0.452 0.197 0.32 1.98E+05 1.84E+05 2.08E+05 1.60E+05 1.63E+05 2.13E+05 2.19E+05 1.47E+05 2.15E+05 1.90E+05 2.00E+05 3.25E+05 1057.455 2 80.14

AIM3 YBR108W RAPTPPAPSR[4] Phospho 99.9 0.58 1.59 0.98 -1.01 0.176 0.042 0.097 0.07 7.54E+02 5.58E+03 5.80E+03 4.92E+03 5.28E+03 7.95E+03 1.48E+04 5.90E+03 1.59E+04 4.67E+03 7.97E+03 1.12E+04 565.2789 2 17.67

AVT4 YNL101W RAQSTVLNSNPFYSR[4] Phospho 94.7 -0.27 0.09 -0.26 -0.35 0.192 0.375 0.210 0.02 3.64E+04 6.47E+04 4.65E+04 3.72E+04 4.46E+04 4.08E+04 5.72E+04 5.32E+04 4.63E+04 3.63E+04 4.86E+04 3.82E+04 607.2884 3 30.77

AVT4 YNL101W RAQSTVLNSNPFYSR[4] Phospho 94.7 -0.53 -0.39 -0.61 -0.14 0.072 0.115 0.057 0.25 5.07E+04 8.30E+04 5.74E+04 4.04E+04 5.28E+04 3.93E+04 5.55E+04 4.91E+04 4.11E+04 3.84E+04 5.06E+04 3.65E+04 910.4252 2 22.29

IKS1 YJL057C RASAGVESESSR[3] Phospho 100.0 0.67 0.43 0.02 0.24 0.076 0.245 0.482 0.32 4.04E+03 2.57E+03 2.21E+03 4.96E+03 3.16E+03 5.97E+03 6.03E+03 1.76E+03 4.11E+03 4.07E+03 2.62E+03 2.24E+03 658.285 2 47.05

NUP60 YAR002W RASATVPSAPYR[3] Phospho 100.0 0.12 0.14 -0.07 -0.02 0.317 0.337 0.423 0.47 1.26E+05 1.95E+05 1.92E+05 1.52E+05 1.91E+05 2.14E+05 2.38E+05 1.30E+05 1.97E+05 1.17E+05 1.44E+05 2.26E+05 678.327 2 56.36

NUP60 YAR002W RASATVPSAPYRK[3] Phospho 50.0 -1.05 -0.97 -0.62 -0.08 0.056 0.066 0.127 0.34 1.20E+05 7.03E+04 5.14E+04 3.61E+04 3.72E+04 4.34E+04 5.02E+04 3.49E+04 3.83E+04 5.67E+04 4.12E+04 5.93E+04 495.2515 3 18.87

YNR014W YNR014W RASEPQLPSFDNR[3] Phospho 100.0 -0.13 -0.09 -0.45 -0.04 0.197 0.334 0.064 0.42 2.13E+04 2.66E+04 2.75E+04 2.23E+04 2.51E+04 2.17E+04 1.96E+04 2.30E+04 2.83E+04 1.25E+04 2.13E+04 2.14E+04 798.8618 2 21.28

MHP1 YJL042W RASFSLHNDKPQPAK[3] Phospho 50.0 -0.10 -1.41 -0.83 1.31 0.131 0.003 0.021 0.00 2.07E+04 2.25E+04 1.93E+04 2.05E+04 1.91E+04 1.88E+04 1.24E+04 5.33E+03 5.68E+03 7.47E+03 1.03E+04 1.74E+04 592.6236 3 21.16

GIN4 YDR507C RASIFSTTK [3] Phospho 100.0 0.32 0.04 -0.41 0.28 0.266 0.458 0.070 0.31 1.59E+04 2.04E+04 2.23E+04 1.73E+04 1.79E+04 3.77E+04 2.66E+04 1.30E+04 2.05E+04 1.26E+04 1.31E+04 1.83E+04 545.7684 2 32.39

FRA1 YLL029W RASLFLR [3] Phospho 100.0 -0.02 0.13 -0.27 -0.14 0.474 0.404 0.263 0.38 3.51E+04 6.27E+04 4.76E+04 4.16E+04 4.97E+04 5.23E+04 7.98E+04 2.70E+04 5.20E+04 2.44E+04 4.22E+04 5.43E+04 471.7498 2 27.98

DPS1 YLL018C RASLFPR [3] Phospho 100.0 0.06 0.74 0.21 -0.68 0.469 0.176 0.413 0.14 5.21E+02 2.86E+03 1.12E+03 7.91E+02 1.84E+03 2.06E+03 3.51E+03 1.26E+03 2.77E+03 4.26E+02 1.94E+03 2.83E+03 463.7338 2 19.04

TOD6 YBL054W RASLVVSPYMSPR[3] Phospho, [11] Phospho100.0, 88.1 -0.83 -0.07 0.36 -0.77 0.134 0.458 0.344 0.21 2.73E+03 1.32E+03 1.68E+03 5.63E+02 2.07E+03 5.64E+02 2.22E+03 2.75E+03 5.01E+02 2.31E+03 4.62E+03 4.52E+02 811.8627 2 15.95

SSK1 YLR006C RASQELKDEEK[3] Phospho 100.0 0.08 -0.85 0.33 0.93 0.449 0.241 0.201 0.25 3.18E+03 1.64E+03 2.58E+03 2.03E+03 1.32E+03 4.48E+03 4.05E+03 2.61E+01 2.31E+01 2.20E+03 3.14E+03 3.97E+03 706.824 2 20.79

SSK1 YLR006C RASQELKDEEK[3] Phospho 100.0 -0.22 -0.94 0.01 0.72 0.359 0.216 0.485 0.30 3.75E+03 1.93E+03 3.41E+03 1.52E+03 1.77E+03 4.51E+03 4.72E+03 0.00E+00 0.00E+00 2.68E+03 2.93E+03 3.55E+03 471.5515 3 15.21

PAH1 YMR165C RASSAAATSIDK[3] Phospho 98.9 -0.10 -1.26 -0.66 1.17 0.382 0.038 0.105 0.02 3.91E+04 2.69E+04 2.08E+04 2.72E+04 2.33E+04 3.07E+04 1.53E+04 2.96E+03 1.79E+04 1.33E+04 1.42E+04 2.75E+04 629.2951 2 51.99

CHO1 YER026C RASSIFSINTTPLAPPNATDIQK[3] Phospho ,[4] Phospho 100.0, 100.0 -0.26 -0.06 -0.32 -0.20 0.171 0.412 0.161 0.23 1.19E+05 1.09E+05 7.72E+04 9.41E+04 9.39E+04 6.56E+04 9.83E+04 1.18E+05 7.57E+04 8.23E+04 1.03E+05 5.95E+04 868.083 3 21.62

CHO1 YER026C RASSIFSINTTPLAPPNATDIQK[3] Phospho49.6 -0.43 -0.06 -0.05 -0.36 0.080 0.400 0.441 0.05 5.06E+05 4.73E+05 3.16E+05 3.11E+05 3.70E+05 2.82E+05 4.74E+05 4.15E+05 3.49E+05 3.28E+05 5.54E+05 3.70E+05 841.4278 3 16.85

RPS6A YPL090C RASSLKA [3] Phospho ,[4] Phospho 100.0, 100.0 -0.70 -1.12 -0.74 0.41 0.233 0.157 0.237 0.14 3.90E+06 6.42E+05 1.65E+06 1.68E+06 8.60E+05 1.26E+06 8.11E+05 1.11E+06 9.40E+05 2.05E+06 8.92E+05 7.68E+05 446.6876 2 17.05

RPS6B YBR181C RASSLKA [4] Phospho 98.9 -0.18 -0.03 0.43 -0.15 0.349 0.476 0.135 0.36 2.34E+04 1.08E+04 1.77E+04 1.97E+04 9.20E+03 1.70E+04 2.28E+04 1.30E+04 1.53E+04 2.88E+04 1.90E+04 2.21E+04 406.7048 2 15.11

CHS3 YBR023C RASTFDLLK [3] Phospho 92.2 0.05 0.46 0.59 -0.41 0.451 0.180 0.074 0.13 1.21E+04 3.26E+04 2.33E+04 2.26E+04 2.52E+04 2.24E+04 4.25E+04 2.43E+04 2.67E+04 3.57E+04 3.73E+04 2.94E+04 565.7852 2 34.89

RBS1 YDL189W RASVEGSPSSR[3] Phospho 100.0 1.53 0.54 0.33 0.98 0.085 0.162 0.200 0.15 2.01E+03 3.29E+03 2.04E+03 6.14E+03 2.87E+03 1.22E+04 5.34E+03 2.29E+03 3.09E+03 3.97E+03 2.20E+03 3.04E+03 606.7714 2 38.71

GIN4 YDR507C RASVINVEK [3] Phospho 100.0 -0.24 -0.26 -0.23 0.02 0.030 0.149 0.146 0.47 1.26E+05 1.35E+05 1.52E+05 1.13E+05 1.16E+05 1.21E+05 1.29E+05 8.06E+04 1.36E+05 9.07E+04 1.22E+05 1.40E+05 548.2815 2 47.64

STE20 YHL007C RATPVSTPVISK[3] Phospho 100.0 0.08 -0.02 -0.35 0.10 0.329 0.488 0.215 0.43 1.25E+04 1.88E+04 1.57E+04 1.52E+04 1.75E+04 1.70E+04 2.58E+04 5.85E+03 1.47E+04 6.53E+03 1.18E+04 1.84E+04 668.3554 2 26.97

BUD3 YCL014W RAVVSSPK [6] Phospho 94.1 1.10 1.80 1.23 -0.70 0.084 0.031 0.001 0.16 1.15E+03 1.63E+03 1.39E+03 3.25E+03 1.24E+03 4.46E+03 7.38E+03 2.79E+03 4.39E+03 3.55E+03 2.83E+03 3.48E+03 462.239 2 20.19

MFT1 YML062C RDGLLNEAEGDNIDEDYESDEDEERK[19] Phospho 99.9 -0.29 -0.10 -0.51 -0.18 0.032 0.241 0.010 0.13 2.96E+05 3.50E+05 3.00E+05 2.70E+05 2.31E+05 2.76E+05 2.73E+05 3.38E+05 2.71E+05 1.94E+05 2.16E+05 2.56E+05 1045.757 3 82.61

GPT2 YKR067W RDGYDVSSDAESSISR[8] Phospho 92.6 0.18 0.23 0.02 -0.05 0.258 0.192 0.476 0.34 2.08E+04 3.51E+04 2.31E+04 2.61E+04 3.03E+04 3.30E+04 3.30E+04 3.15E+04 2.82E+04 2.97E+04 2.40E+04 2.63E+04 912.3764 2 46.31

MSB1 YOR188W RDSAPDNQGIYHTVISK[3] Phospho 100.0 -0.32 -0.23 0.07 -0.08 0.008 0.025 0.305 0.19 1.60E+05 1.64E+05 1.80E+05 1.45E+05 1.27E+05 1.33E+05 1.55E+05 1.35E+05 1.38E+05 1.84E+05 1.48E+05 1.98E+05 660.9771 3 47.27

MSB1 YOR188W RDSAPDNQGIYHTVISK[3] Phospho 100.0 -0.52 -1.14 0.10 0.62 0.147 0.040 0.401 0.04 1.87E+05 8.62E+04 1.15E+05 1.14E+05 7.29E+04 8.32E+04 4.86E+04 6.47E+04 6.24E+04 1.69E+05 1.06E+05 1.42E+05 990.9568 2 23.18

UME6 YDR207C RDSDNAVHAAASPLAPSNTPSDPK[3] Phospho 100.0 0.45 -0.24 -0.16 0.69 0.033 0.081 0.077 0.02 3.09E+04 3.05E+04 3.35E+04 3.74E+04 4.03E+04 5.21E+04 3.21E+04 2.49E+04 2.36E+04 2.56E+04 2.81E+04 3.13E+04 833.3808 3 30.54

MAF1 YDR005C RDSNSFWEQK[3] Phospho 100.0 -0.42 -0.27 -0.07 -0.16 0.030 0.094 0.341 0.08 5.16E+04 6.97E+04 7.05E+04 4.55E+04 4.95E+04 4.80E+04 4.83E+04 5.28E+04 5.83E+04 6.01E+04 5.46E+04 6.75E+04 688.7859 2 36.62

BCK1 YJL095W REAPKPPANTSPQR[10] Phospho 50.0 0.38 -0.03 -0.09 0.41 0.153 0.464 0.410 0.11 4.10E+04 2.13E+04 2.80E+04 3.58E+04 3.24E+04 4.92E+04 2.76E+04 2.31E+04 3.74E+04 3.53E+04 2.03E+04 2.93E+04 543.6013 3 21.35

YMR114C YMR114C REEANLSPK[7] Phospho 100.0 0.38 -0.61 0.15 0.99 0.141 0.203 0.355 0.04 2.10E+04 1.03E+04 1.13E+04 1.84E+04 1.75E+04 1.96E+04 1.68E+04 2.97E+03 8.14E+03 1.40E+04 1.36E+04 1.98E+04 562.2606 2 34.19

DUN1 YDL101C REHSGDVTDSSFK[4] Phospho 100.0 -1.80 -1.83 -0.76 0.04 0.001 0.003 0.004 0.48 5.48E+04 4.80E+04 4.16E+04 1.62E+04 1.22E+04 1.31E+04 2.46E+04 7.60E+03 8.25E+03 2.67E+04 2.78E+04 3.05E+04 772.8267 2 66.95

DUN1 YDL101C REHSGDVTDSSFK[4] Phospho ,[11] Phospho 100.0, 91.7 -7.08 -6.35 -3.14 -0.74 0.011 0.011 0.016 0.19 1.71E+04 6.80E+03 9.82E+03 1.49E+02 2.12E+01 4.92E+01 8.07E+01 9.37E+01 2.09E+02 1.86E+03 7.61E+02 1.18E+03 812.8062 2 16.06

DUN1 YDL101C REHSGDVTDSSFK[4] Phospho 100.0 -5.70 -0.92 -0.04 -4.77 0.000 0.005 0.380 0.00 7.75E+04 6.60E+04 7.27E+04 1.20E+03 5.85E+02 2.36E+03 4.89E+04 2.56E+04 3.96E+04 6.62E+04 6.31E+04 8.07E+04 515.5509 3 37.83

RRP36 YOR287C REIDEQESSDDELK[8] Phospho ,[9] Phospho 100.0, 100.0 0.63 0.23 -0.14 0.39 0.032 0.363 0.348 0.21 1.89E+04 9.95E+03 2.19E+04 2.55E+04 2.71E+04 2.57E+04 6.85E+03 3.05E+04 2.22E+04 1.70E+04 1.47E+04 1.45E+04 926.8486 2 15.48

BRR2 YER172C RELDSGDDQPQSSEAK[5] Phospho 100.0 0.36 -0.12 0.04 0.48 0.041 0.288 0.407 0.04 2.72E+04 2.13E+04 2.39E+04 3.57E+04 2.87E+04 2.84E+04 1.90E+04 1.97E+04 2.77E+04 2.83E+04 2.11E+04 2.50E+04 921.3821 2 61.62

BRR2 YER172C RELDSGDDQPQSSEAK[5] Phospho 100.0 0.56 0.04 0.02 0.52 0.007 0.432 0.454 0.02 1.13E+04 9.03E+03 1.07E+04 1.71E+04 1.40E+04 1.46E+04 8.95E+03 9.76E+03 1.31E+04 1.25E+04 8.67E+03 1.04E+04 614.5901 3 16.6

SEC16 YPL085W RESIISTGSEFLPPPK[3] Phospho 99.6 -0.88 -0.18 -0.31 -0.70 0.186 0.417 0.345 0.17 3.63E+03 1.29E+04 3.96E+03 2.39E+03 4.10E+03 4.63E+03 9.82E+03 2.86E+03 5.38E+03 4.56E+03 5.56E+03 6.43E+03 919.4599 2 23.63

SEC16 YPL085W RESIISTGSEFLPPPK[3] Phospho ,[6] Phospho 99.7, 88.2 -0.74 -0.20 -0.39 -0.54 0.045 0.239 0.092 0.09 5.15E+04 6.91E+04 4.60E+04 2.20E+04 4.66E+04 3.09E+04 4.30E+04 6.04E+04 4.16E+04 3.72E+04 5.11E+04 3.84E+04 959.4442 2 25.32

CRP1 YHR146W RESTEGVLDGSK[3] Phospho 100.0 0.09 0.03 0.29 0.06 0.239 0.439 0.050 0.37 2.74E+05 2.39E+05 3.05E+05 3.08E+05 2.70E+05 2.92E+05 2.74E+05 2.29E+05 3.33E+05 3.03E+05 3.23E+05 3.73E+05 679.3033 2 55.72

ALY2 YJL084C RESVQDNLPSTIR[3] Phospho 100.0 0.00 -0.02 0.15 0.03 0.488 0.446 0.156 0.45 5.18E+04 5.43E+04 5.87E+04 4.64E+04 5.70E+04 6.18E+04 4.83E+04 4.90E+04 6.49E+04 5.23E+04 6.17E+04 6.93E+04 797.8831 2 44.95

SSB2 YNL209W RFDDESVQK[6] Phospho 100.0 0.33 0.18 0.14 0.15 0.260 0.374 0.400 0.30 4.61E+02 2.14E+03 2.02E+03 1.90E+03 2.24E+03 1.67E+03 1.62E+03 2.29E+03 1.35E+03 1.36E+03 1.61E+03 2.14E+03 602.2555 2 15.6

RPL17A YKL180W RFNSSIGR [4] Phospho 99.7 -1.19 -0.62 0.75 -0.57 0.075 0.179 0.071 0.10 2.10E+04 4.10E+04 6.73E+04 1.77E+04 1.51E+04 2.37E+04 2.98E+04 1.78E+04 3.65E+04 6.78E+04 5.99E+04 9.02E+04 508.7373 2 36.82

ZRC1 YMR243C RFSIIAGGSPSSSQEAFDSHGNTEHGR[3] Phospho 100.0 1.10 0.16 0.65 0.94 0.004 0.409 0.061 0.04 2.88E+04 4.20E+04 5.32E+04 9.15E+04 7.60E+04 9.86E+04 8.10E+04 2.25E+04 3.47E+04 5.86E+04 5.19E+04 8.40E+04 728.5746 4 66.58

CAB3 YKL088W RFSPSLPSAVSFTVPEVER[5] Phospho 89.7 -0.30 0.03 -0.28 -0.34 0.317 0.478 0.353 0.26 3.75E+04 8.94E+04 3.51E+04 3.26E+04 6.10E+04 3.79E+04 8.34E+04 3.79E+04 4.46E+04 2.09E+04 7.39E+04 3.85E+04 729.0286 3 40.03

YBR235W YBR235W RFSTIEPQTIAK[3] Phospho 89.2 -0.44 0.28 -0.29 -0.72 0.240 0.328 0.348 0.11 3.53E+03 1.35E+04 1.05E+04 5.09E+03 7.91E+03 7.39E+03 1.63E+04 6.37E+03 1.09E+04 2.20E+03 1.07E+04 9.62E+03 735.8717 2 24.05

YMR124W YMR124W RGDITSAGSTSGEDSSQPK[5] Phospho44.9 0.43 -0.17 0.07 0.60 0.002 0.323 0.410 0.06 7.33E+03 7.61E+03 6.65E+03 9.31E+03 1.02E+04 9.55E+03 5.57E+03 4.09E+03 9.49E+03 1.05E+04 6.05E+03 6.11E+03 980.4194 2 16.33

ASK10 YGR097W RGNNSAQNLTTSSSTASR[5] Phospho 100.0 -0.05 -0.10 0.26 0.05 0.395 0.372 0.288 0.44 6.17E+04 4.56E+04 6.11E+04 5.47E+04 4.60E+04 6.17E+04 3.41E+04 5.56E+04 6.71E+04 1.00E+05 3.90E+04 6.31E+04 644.6233 3 34.56

ASK10 YGR097W RGNNSAQNLTTSSSTASR[5] Phospho 100.0 0.01 -0.54 0.17 0.55 0.483 0.034 0.344 0.02 5.62E+04 3.87E+04 5.06E+04 4.36E+04 4.53E+04 5.76E+04 2.91E+04 3.14E+04 3.97E+04 7.84E+04 3.29E+04 5.26E+04 966.4325 2 47.18

YTA7 YGR270W RGSDVEDASNAK[3] Phospho 100.0 0.98 -0.15 -0.35 1.13 0.051 0.352 0.165 0.04 2.92E+04 2.30E+04 1.54E+04 4.03E+04 3.04E+04 6.26E+04 2.66E+04 1.38E+04 2.04E+04 2.14E+04 1.61E+04 1.54E+04 664.7782 2 55.21



NTH2 YBR001C RGSEDDSFLSSQGNR[3] Phospho 100.0 -0.29 -0.63 -0.57 0.34 0.078 0.012 0.009 0.05 8.75E+03 1.17E+04 1.08E+04 7.43E+03 8.66E+03 9.58E+03 5.78E+03 6.78E+03 7.71E+03 6.69E+03 7.19E+03 7.19E+03 867.8591 2 28.74

NTH1 YDR001C RGSEDDTYSSSQGNR[3] Phospho 100.0 0.73 -1.41 -0.73 2.13 0.130 0.144 0.231 0.00 4.26E+04 1.39E+04 9.25E+03 4.15E+04 2.96E+04 3.80E+04 4.27E+03 4.43E+03 1.61E+04 1.65E+04 8.15E+03 1.49E+04 869.8369 2 82.02

NTH1 YDR001C RGSEDDTYSSSQGNR[3] Phospho49.5 0.86 -1.38 -0.71 2.24 0.085 0.143 0.228 0.00 6.34E+03 2.15E+03 1.50E+03 6.85E+03 4.84E+03 6.51E+03 5.74E+02 5.69E+02 2.68E+03 2.59E+03 1.26E+03 2.27E+03 580.2269 3 26.23

NTH1 YDR001C RGSEDDTYSSSQGNRR[3] Phospho 100.0 0.43 0.56 -0.42 -0.13 0.227 0.156 0.324 0.34 4.42E+04 2.41E+04 1.14E+04 4.72E+04 3.02E+04 2.99E+04 3.29E+04 3.51E+04 4.95E+04 3.92E+04 1.06E+04 1.00E+04 632.2604 3 23.71

NTH1 YDR001C RGSEDDTYSSSQGNRR[3] Phospho80.1 0.44 0.50 -0.64 -0.06 0.239 0.200 0.256 0.44 2.37E+04 1.47E+04 5.30E+03 2.74E+04 1.79E+04 1.40E+04 1.49E+04 2.00E+04 2.68E+04 1.92E+04 4.79E+03 4.09E+03 947.8879 2 35.34

NAB6 YML117W RGSFAR [3] Phospho 100.0 1.11 0.86 0.00 0.25 0.028 0.052 0.498 0.26 1.31E+03 7.10E+02 7.14E+02 1.60E+03 1.69E+03 2.68E+03 1.97E+03 1.06E+03 1.98E+03 1.37E+03 6.95E+02 6.72E+02 387.1764 2 17.45

STF2 YGR008C RGSNLQSHEQK[3] Phospho 100.0 1.26 0.61 0.18 0.65 0.032 0.059 0.315 0.10 7.40E+03 1.18E+04 7.24E+03 2.42E+04 1.20E+04 2.71E+04 1.59E+04 9.87E+03 1.47E+04 1.26E+04 6.78E+03 1.06E+04 682.3097 2 21.39

STF2 YGR008C RGSNLQSHEQK[3] Phospho 100.0 1.18 0.82 0.32 0.37 0.039 0.020 0.220 0.21 6.68E+03 9.20E+03 7.17E+03 1.97E+04 9.58E+03 2.31E+04 1.58E+04 9.97E+03 1.48E+04 1.35E+04 6.21E+03 9.14E+03 455.2089 3 20.02

HSP60 YLR259C RGSQVAVEK[3] Phospho 100.0 0.70 -0.40 -0.56 1.09 0.155 0.314 0.185 0.10 1.83E+03 9.45E+02 6.62E+02 1.55E+03 1.18E+03 2.86E+03 1.62E+03 2.60E+02 7.20E+02 9.76E+02 5.77E+02 7.66E+02 527.2568 2 28.31

SAP155 YFR040W RGSSSFGNDDINNNDDDDDANEDDESAYLTK[3] Phospho75.0 0.04 0.09 -0.31 -0.05 0.438 0.349 0.137 0.39 3.05E+04 2.04E+04 2.13E+04 2.02E+04 2.77E+04 2.63E+04 2.13E+04 2.81E+04 2.76E+04 2.31E+04 1.72E+04 1.79E+04 1163.444 3 25.53

MSN4 YKL062W RGSTISPTTTINNSNPNFK[3] Phospho, [4] Phospho49.6, 49.6 -0.80 -0.33 -0.87 -0.46 0.007 0.203 0.002 0.19 2.35E+04 2.62E+04 3.03E+04 1.48E+04 1.87E+04 1.26E+04 1.04E+04 2.90E+04 2.41E+04 1.34E+04 1.56E+04 1.46E+04 1104.989 2 22.58

MSN4 YKL062W RGSTISPTTTINNSNPNFK[8] Phospho, [9] Phospho87.6, 87.6 -0.37 -0.34 -0.50 -0.03 0.047 0.216 0.038 0.47 2.15E+04 1.69E+04 2.39E+04 1.67E+04 1.49E+04 1.66E+04 8.08E+03 2.35E+04 1.77E+04 1.76E+04 1.41E+04 1.25E+04 736.9954 3 20.48

MYO5 YMR109W RGSVYHVPLNIVQADAVR[5] Phospho 98.9 -0.60 -0.25 -0.61 -0.35 0.093 0.272 0.096 0.13 1.49E+05 2.64E+05 1.49E+05 1.04E+05 1.37E+05 1.30E+05 2.03E+05 1.26E+05 1.43E+05 9.73E+04 1.47E+05 1.24E+05 692.0248 3 71.15

MYO3 YKL129C RGSVYHVPLNPVQATAVR[3] Phospho99.4 -0.29 0.40 -0.26 -0.70 0.196 0.139 0.251 0.02 4.82E+04 8.69E+04 5.36E+04 4.91E+04 5.30E+04 5.17E+04 1.01E+05 6.51E+04 8.24E+04 3.87E+04 6.47E+04 5.38E+04 682.0213 3 55.46

ENT1 YDL161W RGTGRSDENDDDLQR[3] Phospho ,[6] Phospho 100.0, 100.0 -0.18 -0.80 -0.53 0.63 0.347 0.108 0.185 0.03 6.79E+04 2.66E+04 4.18E+04 3.72E+04 4.45E+04 3.91E+04 1.56E+04 3.31E+04 2.94E+04 4.49E+04 2.33E+04 2.61E+04 631.909 3 23.46

ENT1 YDL161W RGTGRSDENDDDLQR[6] Phospho 99.1 0.49 -0.25 -0.03 0.74 0.071 0.261 0.465 0.02 2.54E+04 1.48E+04 2.83E+04 3.50E+04 2.61E+04 3.52E+04 1.74E+04 1.49E+04 2.53E+04 2.75E+04 1.60E+04 2.35E+04 605.2535 3 33.41

ENP2 YGR145W RHDNSSDEEGIDENGNK[5] Phospho ,[6] Phospho 100.0, 100.0 0.48 -0.65 -0.33 1.13 0.181 0.145 0.256 0.05 1.23E+04 6.48E+03 1.60E+04 1.47E+04 2.27E+04 1.10E+04 3.69E+03 1.08E+04 7.64E+03 1.24E+04 6.00E+03 9.20E+03 692.5826 3 22.57

ENP2 YGR145W RHDNSSDEEGIDENGNK[5] Phospho ,[6] Phospho 100.0, 100.0 0.67 -0.60 -0.28 1.27 0.150 0.187 0.285 0.06 7.26E+03 5.64E+03 1.34E+04 1.12E+04 2.12E+04 9.42E+03 2.83E+03 9.10E+03 5.41E+03 8.74E+03 5.75E+03 7.12E+03 1038.371 2 20.44

ENP2 YGR145W RHDNSSDEEGIDENGNKK[5] Phospho ,[6] Phospho 100.0, 100.0 -0.78 -1.15 -0.90 0.38 0.244 0.181 0.224 0.14 1.13E+05 2.19E+04 2.93E+04 2.87E+04 2.43E+04 4.31E+04 2.13E+04 2.71E+04 2.57E+04 4.31E+04 2.20E+04 2.32E+04 735.2814 3 41.78

TGL4 YKR089C RHSIDGRPPSQATK[3] Phospho 100.0 0.04 -0.47 -0.32 0.52 0.399 0.214 0.039 0.20 3.97E+03 3.77E+03 3.53E+03 4.59E+03 3.23E+03 3.79E+03 5.03E+03 1.12E+03 1.96E+03 2.64E+03 2.79E+03 3.58E+03 408.2017 4 19.24

SSD1 YDR293C RHSLGLNEAK[3] Phospho 100.0 0.05 -0.51 -0.28 0.55 0.341 0.117 0.205 0.10 3.81E+04 4.02E+04 4.24E+04 3.75E+04 4.05E+04 4.68E+04 4.32E+04 1.41E+04 2.77E+04 2.12E+04 3.08E+04 4.74E+04 602.7952 2 24.47

SSD1 YDR293C RHSLGLNEAK[3] Phospho 100.0 0.19 -0.31 -0.14 0.50 0.156 0.230 0.347 0.11 3.88E+04 4.54E+04 5.44E+04 5.52E+04 4.62E+04 5.65E+04 5.42E+04 1.97E+04 3.79E+04 3.07E+04 3.54E+04 5.97E+04 402.1993 3 47.44

CKI1 YLR133W RHSLTR [3] Phospho 50.0 1.69 0.96 0.38 0.73 0.029 0.168 0.304 0.14 2.76E+03 6.68E+03 1.49E+03 1.65E+04 7.35E+03 1.15E+04 1.25E+04 3.60E+03 5.16E+03 6.92E+03 4.68E+03 2.65E+03 425.2083 2 24.29

MOB2 L034C-B RHSQTSFPAQK[3] Phospho ,[6] Phospho 100.0, 99.3 -0.44 -0.09 0.01 -0.34 0.294 0.448 0.496 0.23 5.86E+04 7.41E+03 4.70E+04 2.31E+04 1.99E+04 4.04E+04 2.24E+04 4.27E+04 4.08E+04 5.61E+04 2.49E+04 3.26E+04 482.8691 3 26.77

AKL1 YBR059C RHSTGHELSTR[3] Phospho 86.6 -1.53 -3.30 -1.80 1.76 0.090 0.042 0.075 0.10 2.92E+03 6.48E+02 1.59E+03 1.00E+03 5.39E+02 2.26E+02 4.97E+02 0.00E+00 0.00E+00 2.20E+02 3.27E+02 9.14E+02 680.8092 2 17.15

TAO3 YIL129C RHVSSSFNNK[4] Phospho 82.8 -1.17 -1.67 -0.61 0.50 0.181 0.151 0.298 0.31 2.87E+03 8.61E+02 4.50E+02 7.06E+02 3.77E+02 7.64E+02 1.06E+03 1.76E+02 5.38E+01 1.65E+03 6.32E+02 4.48E+02 628.2813 2 18.53

ARO9 YHR137W RIGSGIK [4] Phospho 100.0 -0.07 -0.40 0.10 0.33 0.323 0.098 0.227 0.15 8.07E+04 6.59E+04 7.66E+04 7.49E+04 5.91E+04 7.82E+04 7.67E+04 5.23E+04 4.01E+04 8.69E+04 7.18E+04 7.97E+04 405.7152 2 28.05

UBP1 YDL122W RIIEHSDVENENVK[6] Phospho 100.0 0.23 0.28 0.33 -0.05 0.138 0.193 0.077 0.42 2.25E+04 2.98E+04 3.51E+04 3.30E+04 3.22E+04 3.72E+04 3.91E+04 2.49E+04 4.21E+04 3.38E+04 3.51E+04 4.09E+04 881.4119 2 47.97

UBP1 YDL122W RIIEHSDVENENVK[6] Phospho 100.0 -0.03 -0.29 -0.12 0.26 0.230 0.115 0.075 0.14 1.29E+05 1.24E+05 1.33E+05 1.28E+05 1.22E+05 1.27E+05 1.13E+05 7.32E+04 1.28E+05 1.21E+05 1.09E+05 1.25E+05 587.9438 3 51.82

YFL042C YFL042C RISNATIAEIGSPLQQVEKPDEVK[3] Phospho 97.1 -1.06 -0.04 -0.35 -1.03 0.163 0.481 0.338 0.04 2.55E+03 1.84E+04 8.86E+03 4.57E+03 5.41E+03 4.29E+03 1.37E+04 6.48E+03 8.93E+03 5.68E+03 7.94E+03 9.79E+03 901.4642 3 23.01

SLG1 YOR008C RISNGTFINGGPGGK[3] Phospho 100.0 -0.12 -0.03 0.28 -0.10 0.256 0.444 0.162 0.35 1.98E+04 1.66E+04 2.03E+04 1.37E+04 1.87E+04 1.97E+04 2.27E+04 1.55E+04 1.75E+04 1.62E+04 2.62E+04 2.66E+04 777.8751 2 47.63

SLG1 YOR008C RISNGTFINGGPGGK[3] Phospho ,[6] Phospho 100.0, 100.0 -0.55 -0.99 -0.72 0.44 0.071 0.027 0.049 0.02 9.23E+04 4.93E+04 8.29E+04 5.22E+04 4.90E+04 5.16E+04 2.95E+04 4.32E+04 4.03E+04 5.11E+04 3.70E+04 4.79E+04 817.8581 2 28.09

ECM21 YBL101C RISNTLFSK [3] Phospho 99.0 0.01 0.25 0.13 -0.24 0.473 0.201 0.298 0.21 2.63E+04 3.24E+04 2.67E+04 2.51E+04 2.92E+04 3.16E+04 4.37E+04 2.50E+04 3.29E+04 2.29E+04 3.34E+04 3.71E+04 573.2897 2 28.25

HAA1 YPR008W RISPISNSR [3] Phospho 100.0 -0.63 0.87 0.45 -1.49 0.251 0.091 0.218 0.03 6.21E+03 1.19E+03 4.18E+03 9.98E+02 1.74E+03 4.75E+03 8.41E+03 4.37E+03 8.35E+03 6.04E+03 6.12E+03 3.72E+03 555.2768 2 16.68

KIN2 YLR096W RISQSGQSQHPTR[3] Phospho 99.7 1.35 -0.65 -0.13 2.00 0.075 0.310 0.438 0.04 1.32E+03 5.49E+03 1.36E+03 6.96E+03 3.59E+03 1.03E+04 4.20E+03 5.53E+02 4.26E+02 2.64E+03 1.70E+03 3.11E+03 781.3654 2 36.37

KIN2 YLR096W RISQSGQSQHPTR[3] Phospho 50.0 1.22 -0.42 0.00 1.64 0.063 0.348 0.499 0.05 2.44E+03 7.51E+03 2.97E+03 1.05E+04 5.49E+03 1.41E+04 7.26E+03 1.27E+03 1.13E+03 4.76E+03 3.19E+03 4.99E+03 521.2455 3 21.04

YBR235W YBR235W RISQTYFNYQATPECQK[3] Phospho 98.6 0.21 -0.12 -0.65 0.32 0.327 0.372 0.124 0.19 1.77E+04 3.73E+04 3.86E+04 2.66E+04 3.11E+04 5.04E+04 2.76E+04 3.11E+04 2.77E+04 1.02E+04 2.18E+04 2.74E+04 1107.491 2 27.93

MPP10 YJR002W RISSGQDERHSSPDPYGINDK[11] Phospho ,[12] Phospho 94.8, 97.9 0.23 0.51 0.16 -0.28 0.123 0.042 0.274 0.12 1.41E+05 1.12E+05 1.03E+05 1.58E+05 1.34E+05 1.25E+05 1.45E+05 2.06E+05 1.56E+05 1.58E+05 9.96E+04 1.39E+05 840.0183 3 16.83

IGO1 YNL157W RISTCPSTASTAGVVDNATLIQK[10] Phospho 49.1 0.26 0.41 0.07 -0.15 0.157 0.072 0.414 0.24 3.36E+04 5.13E+04 4.00E+04 5.03E+04 5.77E+04 4.11E+04 6.59E+04 4.82E+04 5.16E+04 2.84E+04 5.38E+04 4.92E+04 824.0725 3 57.22

MHP1 YJL042W RIVTNNEEEVTVSK[4] Phospho 100.0 0.36 -0.27 -0.17 0.62 0.018 0.120 0.228 0.00 4.61E+04 3.78E+04 5.10E+04 5.97E+04 5.52E+04 5.80E+04 4.46E+04 3.12E+04 3.62E+04 4.09E+04 3.16E+04 4.75E+04 849.4084 2 49.44

UTP22 YGR090W RKASETSDQNIVK[4] Phospho 99.7 0.49 -0.12 0.45 0.60 0.103 0.405 0.132 0.02 1.55E+04 5.99E+03 1.59E+04 1.65E+04 1.87E+04 1.72E+04 1.38E+04 7.85E+03 1.28E+04 1.81E+04 1.42E+04 1.89E+04 778.3776 2 37.69

UTP22 YGR090W RKASETSDQNIVK[4] Phospho 46.2 0.30 -0.16 0.28 0.46 0.190 0.355 0.221 0.04 2.50E+04 1.08E+04 2.34E+04 2.52E+04 2.20E+04 2.57E+04 2.12E+04 1.26E+04 1.92E+04 2.75E+04 2.02E+04 2.41E+04 519.2537 3 21.28

SFL1 YOR140W RKGSGVYSLLNQEDSSTSSADPK[8] Phospho96.9 0.55 -0.50 -0.77 1.06 0.082 0.180 0.051 0.03 1.00E+04 1.85E+04 1.16E+04 2.44E+04 1.90E+04 1.54E+04 1.38E+04 1.03E+04 4.21E+03 8.58E+03 6.87E+03 7.99E+03 836.0544 3 45.61

ITC1 YGL133W RKPTEVNDSENNSSEEDK[13] Phospho 91.4 1.09 0.42 0.05 0.67 0.009 0.119 0.438 0.05 4.37E+03 5.52E+03 6.17E+03 8.43E+03 1.30E+04 1.29E+04 7.51E+03 4.94E+03 9.11E+03 7.57E+03 3.82E+03 5.28E+03 719.9695 3 36.67

PTA1 YAL043C RKSDDDDDGNDNEEVGNDGPTANSK[3] Phospho 100.0 0.07 -0.92 -0.46 0.99 0.419 0.069 0.187 0.00 2.58E+04 1.09E+04 1.86E+04 2.06E+04 1.90E+04 1.85E+04 1.01E+04 6.23E+03 1.28E+04 1.55E+04 8.19E+03 1.65E+04 915.3575 3 45.7

TGL4 YKR089C RKSDTISTSR[3] Phospho 47.0 1.92 0.66 0.73 1.27 0.017 0.122 0.051 0.04 7.37E+02 1.12E+03 6.39E+02 4.36E+03 1.87E+03 3.34E+03 1.87E+03 1.34E+03 7.46E+02 1.81E+03 1.07E+03 1.30E+03 615.7955 2 19.67

NSR1 YGR159C RKSEDAEEEEDEESSNK[3] Phospho 100.0 1.91 1.40 1.24 0.50 0.002 0.043 0.045 0.09 2.05E+03 4.38E+02 1.39E+03 4.43E+03 4.58E+03 5.62E+03 4.88E+03 2.03E+03 3.40E+03 4.38E+03 2.56E+03 2.30E+03 697.606 3 51.81

NSR1 YGR159C RKSEDAEEEEDEESSNK[3] Phospho100.0 2.51 1.80 1.49 0.72 0.001 0.019 0.007 0.03 5.29E+02 8.50E+01 5.63E+02 2.00E+03 2.56E+03 2.31E+03 1.87E+03 8.66E+02 1.44E+03 1.26E+03 1.11E+03 9.95E+02 1045.907 2 18.15

RGP1 YDR137W RKSSIIDIDSPLEDNEFVK[3] Phospho ,[4] Phospho 100.0, 100.0 0.21 -0.56 -0.68 0.77 0.335 0.216 0.173 0.04 7.28E+03 1.70E+04 6.67E+03 1.37E+04 1.18E+04 1.03E+04 5.24E+03 1.05E+04 5.28E+03 9.20E+03 5.78E+03 4.28E+03 789.0307 3 26.91

YAK1 YJL141C RKSSLVVPPAR[3] Phospho ,[4] Phospho 100.0, 100.0 0.30 0.23 -0.07 0.07 0.080 0.225 0.383 0.39 8.78E+04 1.02E+05 1.25E+05 1.31E+05 1.12E+05 1.45E+05 9.34E+04 1.58E+05 1.17E+05 1.18E+05 8.36E+04 9.85E+04 685.3413 2 15.67

YAK1 YJL141C RKSSLVVPPAR[3] Phospho ,[4] Phospho 100.0, 100.0 0.31 0.19 -0.15 0.12 0.110 0.297 0.317 0.34 1.07E+05 1.22E+05 1.63E+05 1.74E+05 1.35E+05 1.76E+05 1.05E+05 1.96E+05 1.44E+05 1.51E+05 9.11E+04 1.12E+05 457.23 3 29.27

INP52 YNL106C RKSSTAPDEISTSTK[3] Phospho ,[4] Phospho 88.5, 88.5 -0.27 -0.46 -0.26 0.20 0.160 0.106 0.182 0.25 1.42E+04 1.21E+04 1.89E+04 1.41E+04 1.29E+04 1.06E+04 7.63E+03 1.44E+04 1.08E+04 1.52E+04 1.07E+04 1.19E+04 884.3816 2 17.39

INP52 YNL106C RKSSTAPDEISTSTK[4] Phospho ,[5] Phospho 66.7, 66.7 -0.26 -0.37 -0.12 0.11 0.114 0.145 0.356 0.38 2.42E+04 1.81E+04 2.01E+04 2.04E+04 1.50E+04 1.68E+04 1.02E+04 2.20E+04 1.62E+04 2.66E+04 1.61E+04 1.49E+04 589.9238 3 25.44

ACF4 YJR083C RLAIPISSPQR[8] Phospho 93.5 -0.04 0.11 -0.37 -0.15 0.426 0.288 0.079 0.10 4.84E+04 7.49E+04 6.17E+04 5.64E+04 5.56E+04 6.79E+04 6.66E+04 6.39E+04 6.89E+04 4.29E+04 4.97E+04 5.08E+04 659.3555 2 41.6

PAF1 YBR279W RLDDGDSDDENLDVNHIISR[7] Phospho 100.0 -0.42 -0.41 -0.59 0.00 0.174 0.077 0.106 0.50 4.56E+04 7.36E+04 5.50E+04 2.21E+04 5.90E+04 4.92E+04 4.48E+04 4.22E+04 4.37E+04 1.80E+04 4.65E+04 5.09E+04 1189.516 2 47.37

PAF1 YBR279W RLDDGDSDDENLDVNHIISR[7] Phospho 100.0 -0.23 -0.10 -0.26 -0.13 0.234 0.286 0.197 0.32 3.67E+05 5.29E+05 4.73E+05 2.63E+05 5.00E+05 4.04E+05 4.16E+05 4.53E+05 4.08E+05 2.58E+05 4.58E+05 4.28E+05 793.3471 3 70.8

PAF1 YBR279W RLDDGDSDDENLDVNHIISR[7] Phospho 100.0 -0.14 0.05 -0.27 -0.19 0.402 0.432 0.260 0.36 1.08E+04 1.98E+04 1.72E+04 5.97E+03 2.30E+04 1.44E+04 1.35E+04 1.83E+04 1.77E+04 7.74E+03 1.63E+04 1.56E+04 595.2622 4 15.94

SMC4 YLR086W RLELLQLSPVK[8] Phospho 100.0 -0.28 0.19 -0.05 -0.47 0.206 0.272 0.451 0.05 1.73E+04 2.77E+04 1.67E+04 1.53E+04 2.04E+04 1.50E+04 2.79E+04 1.96E+04 2.28E+04 1.38E+04 2.67E+04 1.90E+04 688.3894 2 36.22

RPL36B L249C-A RLGSFTR [4] Phospho 99.2 1.50 -1.01 -0.33 2.50 0.002 0.016 0.132 0.00 9.30E+03 1.44E+04 1.12E+04 3.77E+04 2.70E+04 3.37E+04 7.27E+03 3.84E+03 6.26E+03 7.26E+03 9.65E+03 1.09E+04 458.7236 2 23.79

ARE1 YCR048W RLNSAEANK[4] Phospho 100.0 1.42 -0.05 -0.86 1.47 0.080 0.473 0.163 0.09 2.38E+03 2.71E+03 1.58E+03 7.91E+03 1.67E+03 8.32E+03 3.65E+02 2.33E+03 3.74E+03 7.56E+02 2.83E+03 7.25E+01 541.7536 2 28.55

GUK1 YDR454C RLSAAQAELAYAETGAHDK[3] Phospho 100.0 -0.69 -0.08 0.14 -0.61 0.084 0.442 0.364 0.22 1.59E+04 2.36E+04 1.66E+04 4.76E+03 1.60E+04 1.40E+04 3.01E+04 1.21E+04 1.08E+04 1.19E+04 2.29E+04 2.71E+04 694.6594 3 58.18

UME6 YDR207C RLSAPEQQQQLEVPPLK[3] Phospho 100.0 0.29 0.43 -0.17 -0.14 0.230 0.102 0.344 0.26 1.66E+04 3.74E+04 2.85E+04 2.96E+04 4.27E+04 2.87E+04 3.83E+04 3.37E+04 3.90E+04 1.74E+04 2.92E+04 2.69E+04 681.0208 3 26.21

TGL1 YKL140W RLSAYLESSK[3] Phospho 99.4 0.03 0.22 0.01 -0.19 0.446 0.316 0.490 0.32 9.02E+04 1.52E+05 1.39E+05 1.27E+05 1.21E+05 1.41E+05 2.16E+05 9.80E+04 1.29E+05 1.06E+05 1.36E+05 1.41E+05 617.2976 2 44.75

YAK1 YJL141C RLSAYPPSTSPPLQPPFK[8] Phospho72.9 0.19 0.72 0.08 -0.53 0.350 0.075 0.436 0.10 1.04E+04 1.97E+04 8.50E+03 9.63E+03 1.89E+04 1.55E+04 2.75E+04 1.69E+04 1.93E+04 9.33E+03 1.75E+04 1.39E+04 688.3505 3 16.32

TMA10 YLR327C RLSDLQQYHI[3] Phospho 100.0 -0.95 0.75 -0.80 -1.70 0.027 0.049 0.044 0.01 1.06E+04 1.97E+04 1.49E+04 7.48E+03 8.76E+03 7.12E+03 3.32E+04 2.21E+04 2.07E+04 6.40E+03 9.55E+03 1.00E+04 676.8219 2 25.31

NTH1 YDR001C RLSSLSEFNDPFSNAEVYYGPPTDPR[3] Phospho91.0 0.34 0.39 0.46 -0.05 0.199 0.228 0.183 0.44 2.53E+05 4.11E+05 1.76E+05 2.97E+05 4.23E+05 3.43E+05 5.13E+05 3.50E+05 2.39E+05 3.09E+05 5.39E+05 3.08E+05 1013.457 3 44.93

NTH1 YDR001C RLSSLSEFNDPFSNAEVYYGPPTDPR[3] Phospho 91.0 0.44 0.04 0.25 0.40 0.260 0.483 0.395 0.29 5.41E+03 1.98E+04 6.60E+03 8.79E+03 1.71E+04 1.74E+04 2.07E+04 6.67E+03 5.33E+03 7.17E+03 2.32E+04 7.49E+03 760.3456 4 17.89

TRM2 YKR056W RLSSPLTDSGNR[4] Phospho 98.2 0.31 -0.43 -0.38 0.74 0.068 0.039 0.060 0.00 1.54E+05 1.28E+05 1.81E+05 1.91E+05 1.69E+05 2.14E+05 1.23E+05 1.00E+05 1.21E+05 1.14E+05 1.03E+05 1.38E+05 691.8247 2 31.83

BUD6 YLR319C RLSSVVTTSPDK[3] Phospho 92.7 0.42 0.03 -0.03 0.38 0.055 0.449 0.448 0.12 6.47E+04 7.71E+04 6.64E+04 7.58E+04 8.98E+04 1.13E+05 9.38E+04 5.40E+04 6.55E+04 5.12E+04 7.01E+04 8.28E+04 685.3389 2 53.26

BUD6 YLR319C RLSSVVTTSPDK[3] Phospho, [9] Phospho98.7, 90.1 0.45 0.70 0.39 -0.25 0.024 0.007 0.013 0.09 3.21E+04 2.72E+04 3.62E+04 4.53E+04 3.72E+04 4.79E+04 4.38E+04 5.60E+04 5.50E+04 4.38E+04 4.17E+04 3.98E+04 725.3194 2 22.6

BDP1 YNL039W RLSTISNK [3] Phospho 92.9 0.21 -1.12 -0.10 1.33 0.221 0.055 0.356 0.02 4.48E+04 2.60E+04 3.25E+04 4.15E+04 3.35E+04 4.48E+04 3.03E+04 8.70E+03 8.70E+03 3.34E+04 2.72E+04 3.55E+04 499.7551 2 35.13



MSC3 YLR219W RLSTSSAAPPTSR[3] Phospho 99.0 0.23 0.03 0.21 0.20 0.097 0.465 0.234 0.28 6.43E+04 4.59E+04 6.23E+04 6.56E+04 6.39E+04 7.28E+04 8.03E+04 3.50E+04 6.12E+04 6.11E+04 5.33E+04 8.46E+04 705.8398 2 33.74

MSC3 YLR219W RLSTSSAAPPTSR[3] Phospho ,[6] Phospho 98.8, 98.7 0.21 -0.09 -0.05 0.30 0.222 0.384 0.449 0.05 2.07E+05 1.12E+05 1.95E+05 2.17E+05 1.80E+05 1.97E+05 1.34E+05 1.77E+05 1.71E+05 2.21E+05 1.32E+05 1.43E+05 745.8237 2 24.87

MSC3 YLR219W RLSTSSAAPPTSR[3] Phospho 99.0 0.27 0.09 0.05 0.18 0.022 0.395 0.416 0.29 1.16E+04 1.01E+04 1.23E+04 1.31E+04 1.32E+04 1.46E+04 1.64E+04 7.74E+03 1.21E+04 1.05E+04 9.73E+03 1.49E+04 470.8963 3 16.27

AVT1 YJR001W RLSVTLNNAGRPR[3] Phospho 99.9 0.12 -0.05 -0.14 0.18 0.286 0.422 0.283 0.28 2.15E+05 2.55E+05 2.82E+05 2.54E+05 2.32E+05 3.34E+05 3.03E+05 1.74E+05 2.49E+05 1.85E+05 2.13E+05 2.87E+05 511.9385 3 30.85

YPK9 YOR291W RLTESEPLVLSSAEQSR[5] Phospho 91.2 -0.47 -0.46 -0.14 -0.01 0.030 0.147 0.314 0.49 1.44E+04 2.05E+04 1.73E+04 1.16E+04 1.27E+04 1.34E+04 1.91E+04 1.19E+04 7.07E+03 1.18E+04 2.03E+04 1.53E+04 661.3232 3 21.86

GPH1 YPR160W RLTGFLPQEIK[3] Phospho 100.0 1.19 1.74 0.71 -0.54 0.040 0.029 0.190 0.15 4.41E+03 1.64E+04 6.73E+03 1.61E+04 2.79E+04 1.91E+04 4.44E+04 1.94E+04 2.83E+04 6.65E+03 2.27E+04 1.57E+04 461.2464 3 20.98

GPH1 YPR160W RLTGFLPQEIK[3] Phospho 100.0 0.88 1.32 0.48 -0.44 0.048 0.051 0.236 0.19 3.20E+04 8.32E+04 3.93E+04 7.75E+04 1.17E+05 8.96E+04 1.89E+05 7.69E+04 1.20E+05 4.07E+04 1.08E+05 6.59E+04 691.3661 2 38.49

HPC2 YBR215W RLVAAPTVSPPK[9] Phospho 100.0 -0.24 0.14 -0.05 -0.38 0.166 0.354 0.424 0.16 2.58E+04 3.91E+04 3.50E+04 2.45E+04 2.69E+04 3.29E+04 4.71E+04 2.29E+04 3.98E+04 2.55E+04 3.01E+04 4.06E+04 658.3606 2 21.02

YTA6 YPL074W RNEQNLEPSSPVLVSATAVPAESK[9] Phospho50.0 0.01 0.09 -0.16 -0.08 0.467 0.249 0.209 0.11 3.69E+04 4.11E+04 3.08E+04 3.72E+04 3.69E+04 3.55E+04 3.79E+04 4.14E+04 3.68E+04 2.63E+04 3.46E+04 3.62E+04 868.4286 3 42.97

ZRG8 YER033C RNNSDDETEHTSAIK[4] Phospho 47.8 -1.29 -0.05 0.53 -1.24 0.161 0.477 0.310 0.02 7.18E+03 1.74E+03 1.88E+03 9.50E+02 7.53E+02 2.70E+03 4.05E+03 2.80E+03 3.61E+03 9.99E+03 3.22E+03 2.42E+03 898.8755 2 30.46

ZRG8 YER033C RNNSDDETEHTSAIK[4] Phospho 100.0 -1.34 0.12 0.06 -1.47 0.145 0.432 0.472 0.03 1.77E+04 4.55E+03 5.41E+03 2.16E+03 1.65E+03 7.09E+03 1.29E+04 7.02E+03 1.03E+04 1.49E+04 8.17E+03 5.79E+03 599.5859 3 32.53

GAT1 YFL021W RNPSPSIVKPGSR[4] Phospho87.6 -0.56 -0.47 -0.45 -0.09 0.138 0.196 0.186 0.39 6.23E+03 7.31E+03 1.35E+04 5.69E+03 6.65E+03 6.08E+03 7.24E+03 4.10E+03 8.25E+03 5.17E+03 6.53E+03 8.07E+03 737.8804 2 18.7

ENT1 YDL161W RNQLVAASSPQQLQQQK[9] Phospho 99.3 0.04 -0.02 0.04 0.06 0.328 0.450 0.434 0.36 8.19E+04 7.63E+04 8.92E+04 8.36E+04 8.06E+04 8.97E+04 6.38E+04 8.80E+04 9.17E+04 9.33E+04 5.92E+04 1.02E+05 1002.505 2 35.63

ENT1 YDL161W RNQLVAASSPQQLQQQK[9] Phospho 99.3 0.03 0.18 0.21 -0.16 0.445 0.252 0.251 0.26 1.21E+05 9.66E+04 1.39E+05 1.34E+05 1.05E+05 1.24E+05 9.85E+04 1.50E+05 1.57E+05 1.69E+05 9.59E+04 1.46E+05 668.6726 3 33.62

RAD9 YDR217C RNSDLDAASIK[3] Phospho 100.0 -1.84 -1.26 -0.94 -0.58 0.005 0.004 0.007 0.16 1.93E+04 2.03E+04 2.69E+04 3.41E+03 4.05E+03 1.11E+04 1.14E+04 7.22E+03 9.15E+03 1.09E+04 1.10E+04 1.28E+04 635.2966 2 38.57

LHP1 YDL051W RNSFAVIEFTPEVLDR[3] Phospho 100.0 1.10 0.36 0.49 0.74 0.014 0.289 0.161 0.05 6.94E+04 1.57E+05 7.37E+04 1.83E+05 2.48E+05 2.14E+05 2.04E+05 9.00E+04 9.16E+04 1.46E+05 1.77E+05 9.97E+04 986.9816 2 84.5

LHP1 YDL051W RNSFAVIEFTPEVLDR[3] Phospho 100.0 0.91 0.44 0.40 0.47 0.042 0.215 0.184 0.14 1.88E+05 3.79E+05 1.77E+05 3.60E+05 5.96E+05 4.41E+05 4.87E+05 2.61E+05 2.59E+05 3.24E+05 4.04E+05 2.54E+05 658.3235 3 39.09

TOD6 YBL054W RNSFIPSTQIPHSTTK[3] Phospho 100.0 -0.10 -0.14 0.11 0.04 0.210 0.307 0.293 0.44 1.17E+05 1.29E+05 1.01E+05 1.03E+05 1.14E+05 1.07E+05 1.39E+05 7.97E+04 9.69E+04 9.94E+04 1.41E+05 1.34E+05 631.979 3 37.38

STB6 YKL072W RNSIPFCNDGIHDTK[3] Phospho 100.0 0.31 0.39 0.23 -0.07 0.159 0.179 0.238 0.42 1.28E+04 2.16E+04 1.55E+04 2.09E+04 2.47E+04 1.63E+04 2.98E+04 1.61E+04 1.92E+04 1.48E+04 2.38E+04 2.00E+04 618.6051 3 29.67

ECM3 YOR092W RNSITGSLR [3] Phospho 99.6 -0.91 -0.75 -0.58 -0.16 0.026 0.025 0.077 0.34 1.80E+04 1.38E+04 1.20E+04 5.27E+03 6.85E+03 1.11E+04 1.03E+04 6.44E+03 9.33E+03 7.67E+03 7.73E+03 1.40E+04 542.2687 2 30.12

HAL5 YJL165C RNSLGVR [3] Phospho 100.0 0.46 -0.23 -0.14 0.69 0.103 0.291 0.337 0.03 3.82E+04 1.90E+04 2.61E+04 3.35E+04 3.50E+04 4.63E+04 2.94E+04 1.60E+04 2.55E+04 2.56E+04 2.38E+04 2.63E+04 441.2213 2 42.99

AFR1 YDR085C RNSLPDSSFDK[3] Phospho 100.0 -0.10 0.36 -0.17 -0.46 0.387 0.056 0.295 0.11 3.84E+03 4.61E+03 4.83E+03 2.42E+03 4.38E+03 5.58E+03 5.90E+03 4.65E+03 6.49E+03 2.71E+03 3.78E+03 5.34E+03 673.2933 2 17.95

LAG1 YHL003C RNSSVGKIDLGDTVPGFAAMPESAASK[3] Phospho ,[4] Phospho 100.0, 100.0 -1.79 -0.94 -0.90 -0.86 0.014 0.061 0.064 0.11 1.23E+05 1.32E+05 6.49E+04 2.56E+04 4.58E+04 2.09E+04 5.35E+04 8.31E+04 3.06E+04 4.23E+04 8.74E+04 4.17E+04 955.7681 3 29.94

YPL077C YPL077C RNSVDIPLQTHNR[3] Phospho 100.0 -0.12 0.10 -0.28 -0.22 0.290 0.359 0.177 0.17 1.85E+04 2.85E+04 2.67E+04 2.17E+04 2.08E+04 2.51E+04 2.94E+04 1.99E+04 2.94E+04 1.48E+04 2.21E+04 2.37E+04 543.9337 3 31.01

MSS4 YDR208W RNTQDSNLPNIPFHASK[3] Phospho ,[6] Phospho 100.0, 100.0 -0.48 -0.28 -0.66 -0.21 0.007 0.226 0.003 0.31 6.48E+04 6.25E+04 5.39E+04 4.25E+04 4.78E+04 3.93E+04 3.39E+04 7.38E+04 4.19E+04 3.90E+04 4.15E+04 3.41E+04 700.3092 3 34.17

PSP1 YDR505C RNTQPVASFNPSLPTFQQQQQQPQQPQQPR[3] Phospho 100.0 -0.56 -0.06 -0.48 -0.50 0.010 0.356 0.012 0.01 4.14E+05 5.16E+05 4.07E+05 2.78E+05 3.24E+05 3.06E+05 3.76E+05 4.65E+05 4.43E+05 3.07E+05 3.31E+05 3.18E+05 1195.244 3 32.64

YLR177W YLR177W RNTQPVLNLHPAAAPTNDAGLAVVDGK[3] Phospho 100.0 0.01 0.04 -0.31 -0.03 0.480 0.442 0.148 0.45 3.59E+04 4.84E+04 4.00E+04 4.38E+04 4.18E+04 3.94E+04 5.45E+04 3.06E+04 4.29E+04 2.26E+04 3.96E+04 3.84E+04 940.4785 3 35.54

SPC110 YDR356W RNTTQTQVVSPTK[10] Phospho 99.9 0.89 0.56 0.68 0.33 0.085 0.182 0.114 0.19 1.37E+04 2.14E+04 5.22E+04 4.73E+04 4.25E+04 7.17E+04 5.08E+04 3.00E+04 4.77E+04 5.46E+04 4.05E+04 4.53E+04 770.3804 2 40.91

SPC110 YDR356W RNTTQTQVVSPTK[10] Phospho 99.9 0.87 0.61 0.61 0.26 0.071 0.137 0.111 0.23 4.14E+03 4.65E+03 1.14E+04 1.06E+04 1.01E+04 1.62E+04 1.16E+04 7.28E+03 1.19E+04 1.16E+04 8.89E+03 1.04E+04 513.9222 3 15.85

MSC3 YLR219W RNVYHTDAASDNASAPLGSNK[10] Phospho 100.0 0.30 -0.32 -0.04 0.62 0.040 0.036 0.406 0.01 2.90E+04 2.69E+04 3.13E+04 3.82E+04 3.06E+04 3.84E+04 2.72E+04 2.20E+04 2.07E+04 2.90E+04 2.27E+04 3.30E+04 756.6734 3 67.62

BEM3 YPL115C RPHASSVSTVK[5] Phospho89.4 -0.29 -0.93 -0.81 0.64 0.342 0.216 0.070 0.33 7.19E+03 4.41E+03 3.51E+03 2.07E+03 2.65E+03 7.64E+03 7.67E+03 1.70E+02 8.63E+01 2.32E+03 2.64E+03 3.66E+03 624.8083 2 21.71

RGA2 YDR379W RPLSPTR [4] Phospho 92.6 0.89 0.68 0.00 0.21 0.087 0.213 0.495 0.39 3.43E+03 4.10E+03 3.04E+03 4.79E+03 4.68E+03 1.01E+04 1.00E+04 1.89E+03 5.00E+03 3.23E+03 3.83E+03 3.49E+03 453.7314 2 19.32

HIF1 YLL022C RPLSQPTTSIGFPALEK[4] Phospho97.9 2.23 0.66 -0.03 1.57 0.000 0.093 0.476 0.00 7.90E+03 1.49E+04 6.83E+03 4.72E+04 4.92E+04 4.30E+04 2.08E+04 1.33E+04 1.28E+04 1.39E+04 1.02E+04 4.74E+03 641.3324 3 24.38

NOP6 YDL213C RPNSAAGNDGEEPVK[4] Phospho 100.0 2.42 1.54 1.89 0.88 0.009 0.039 0.009 0.04 0.00E+00 8.49E+02 2.25E+03 4.33E+03 4.92E+03 7.48E+03 3.20E+03 2.02E+03 3.86E+03 4.08E+03 3.27E+03 4.23E+03 810.8545 2 31.78

YMR086W YMR086W RPQSVGQFR[4] Phospho 100.0 0.00 -0.82 0.00 0.82 0.490 0.048 0.498 0.04 3.86E+03 4.43E+03 4.94E+03 4.50E+03 4.05E+03 4.71E+03 1.10E+03 2.42E+03 3.96E+03 3.63E+03 5.39E+03 4.22E+03 577.777 2 21.39

PWP2 YCR057C RPSDDDDNESEDDDKQEEVDISK[10] Phospho 100.0 0.14 -0.07 0.16 0.21 0.235 0.353 0.216 0.05 1.18E+06 7.95E+05 1.01E+06 1.20E+06 9.62E+05 1.13E+06 9.51E+05 9.41E+05 9.52E+05 1.24E+06 9.59E+05 1.14E+06 920.6937 3 68.81

PWP2 YCR057C RPSDDDDNESEDDDKQEEVDISK[10] Phospho 100.0 0.30 -0.07 0.20 0.37 0.085 0.349 0.191 0.01 8.58E+04 5.84E+04 8.21E+04 1.03E+05 8.36E+04 9.11E+04 7.31E+04 7.06E+04 7.19E+04 9.81E+04 7.35E+04 8.75E+04 690.7714 4 37.44

MMS1 YPR164W RPSDFGK [3] Phospho 100.0 1.17 0.15 -0.03 1.03 0.026 0.380 0.474 0.04 4.52E+03 2.15E+03 3.08E+03 6.71E+03 5.43E+03 9.92E+03 4.78E+03 2.06E+03 3.96E+03 4.08E+03 2.94E+03 2.56E+03 443.6947 2 21.28

MRS6 YOR370C RPSFFSFTQNPSPLVVPHLAGIEDPLPATTPDK[3] Phospho84.2 0.21 0.31 -0.24 -0.10 0.342 0.272 0.336 0.39 6.17E+04 1.32E+05 5.57E+04 6.74E+04 1.26E+05 9.53E+04 1.40E+05 8.29E+04 8.73E+04 5.16E+04 9.81E+04 6.10E+04 914.711 4 33.06

YJL070C YJL070C RPSLLFDEYQNSVTKPNETK[3] Phospho 100.0 -0.71 -0.17 -0.10 -0.55 0.031 0.365 0.417 0.18 1.45E+04 2.29E+04 1.66E+04 1.09E+04 1.28E+04 9.18E+03 2.54E+04 1.12E+04 1.13E+04 8.85E+03 2.48E+04 1.67E+04 816.0604 3 38

WHI3 YNL197C RPSLLSQR [3] Phospho 100.0 0.01 -0.33 -0.32 0.35 0.465 0.143 0.088 0.13 1.27E+05 1.61E+05 1.49E+05 1.42E+05 1.35E+05 1.64E+05 1.47E+05 7.24E+04 1.27E+05 9.84E+04 1.06E+05 1.45E+05 518.7685 2 36.44

SSK2 YNR031C RPSNIGLPLPK[3] Phospho 100.0 -0.62 -0.14 -0.46 -0.48 0.100 0.357 0.220 0.04 7.79E+03 1.62E+04 1.00E+04 7.08E+03 8.59E+03 6.37E+03 1.24E+04 9.09E+03 9.28E+03 3.42E+03 1.23E+04 9.03E+03 636.3476 2 17.09

PHO91 YNR013C RPSNTFNLDADR[3] Phospho 100.0 0.44 0.06 0.03 0.38 0.027 0.349 0.441 0.02 1.14E+05 1.41E+05 1.51E+05 1.68E+05 1.71E+05 2.10E+05 1.44E+05 1.29E+05 1.49E+05 1.07E+05 1.47E+05 1.62E+05 743.3282 2 44.96

PHO91 YNR013C RPSNTFNLDADR[5] Phospho 93.8 0.42 0.29 -0.05 0.13 0.064 0.138 0.446 0.07 1.77E+04 3.13E+04 3.16E+04 3.38E+04 3.64E+04 3.73E+04 3.39E+04 3.04E+04 3.42E+04 1.92E+04 2.77E+04 3.11E+04 495.8878 3 18.88

YPR091C YPR091C RPSQPLNTLSPK[3] Phospho 100.0 -0.28 -0.18 0.05 -0.11 0.028 0.150 0.325 0.26 3.06E+05 3.69E+05 3.23E+05 2.57E+05 2.66E+05 2.97E+05 3.44E+05 2.56E+05 2.83E+05 3.27E+05 3.32E+05 3.74E+05 709.3615 2 50.99

DCS2 YOR173W RPSQSGRSTPIFFHR[5] Phospho, [8] Phospho95.2, 86.4 2.07 -0.72 0.65 2.79 0.013 0.285 0.217 0.01 0.00E+00 2.40E+03 3.67E+03 1.16E+04 7.60E+03 6.44E+03 2.63E+03 6.66E+02 3.78E+02 4.31E+03 1.69E+03 3.52E+03 483.9714 4 17.21

GRH1 YDR517W RPSSGEAHQFQALGFK[3] Phospho 91.0 0.19 0.21 -0.44 -0.02 0.313 0.310 0.219 0.46 9.86E+03 2.59E+04 2.01E+04 1.87E+04 2.39E+04 2.10E+04 2.65E+04 1.75E+04 2.05E+04 7.20E+03 1.69E+04 1.70E+04 613.9565 3 26.36

VHS2 YIL135C RPSTIGLDR [3] Phospho 99.6 0.08 -0.17 -0.13 0.26 0.357 0.293 0.322 0.22 5.81E+04 7.99E+04 7.95E+04 7.06E+04 6.72E+04 9.23E+04 7.96E+04 4.07E+04 7.25E+04 5.23E+04 6.16E+04 8.54E+04 547.7715 2 48.62

SFP1 YLR403W RPSVSNPPYHR[3] Phospho 99.9 0.33 -0.01 -0.06 0.34 0.236 0.493 0.455 0.16 5.69E+03 1.25E+04 1.83E+04 1.28E+04 1.55E+04 1.74E+04 1.66E+04 8.51E+03 1.11E+04 9.52E+03 1.04E+04 1.51E+04 695.3234 2 22.88

SFP1 YLR403W RPSVSNPPYHR[3] Phospho 99.9 0.09 -0.16 -0.17 0.25 0.353 0.309 0.271 0.15 4.77E+04 7.25E+04 7.93E+04 7.22E+04 6.40E+04 7.59E+04 7.55E+04 4.42E+04 5.84E+04 5.35E+04 5.41E+04 7.00E+04 463.8855 3 32.99

PTK2 YJR059W RPTSPSISGSGSGGNSPSSSAGAR[4] Phospho 94.7 0.70 -0.13 0.29 0.83 0.002 0.331 0.209 0.01 1.71E+04 1.54E+04 1.94E+04 2.86E+04 2.55E+04 3.00E+04 1.83E+04 9.78E+03 1.93E+04 2.02E+04 1.46E+04 2.87E+04 1120.999 2 26.05

PTK2 YJR059W RPTSPSISGSGSGGNSPSSSAGAR[3] Phospho 48.2 0.45 -0.46 0.11 0.91 0.066 0.108 0.363 0.01 5.79E+04 3.93E+04 6.87E+04 8.28E+04 6.27E+04 8.13E+04 4.24E+04 2.93E+04 4.88E+04 6.18E+04 4.46E+04 7.30E+04 747.6684 3 78.73

MYO5 YMR109W RPVSIAAAQHVPTAPASR[4] Phospho 100.0 -0.38 0.03 -0.30 -0.41 0.104 0.476 0.195 0.20 7.54E+04 1.06E+05 6.63E+04 5.63E+04 7.22E+04 6.15E+04 1.22E+05 4.80E+04 8.25E+04 4.56E+04 8.10E+04 7.44E+04 636.9987 3 39.6

YOX1 YML027W RPVSNPSGSPK[9] Phospho 86.4 1.90 0.36 -0.40 1.54 0.074 0.324 0.311 0.09 6.59E+02 2.61E+03 8.42E+02 5.17E+03 1.66E+03 8.63E+03 2.64E+03 9.17E+02 1.74E+03 1.07E+03 9.18E+02 1.13E+03 603.2871 2 18.41

HSP26 YBR072W RQLANTPAK[6] Phospho 100.0 3.14 2.21 1.11 0.94 0.039 0.037 0.019 0.16 1.10E+03 2.20E+03 1.30E+03 1.17E+04 5.86E+03 2.33E+04 1.15E+04 3.82E+03 5.96E+03 3.16E+03 2.57E+03 4.24E+03 539.7735 2 33.68

TOM71 YHR117W RQSEAFAGQNEDEADLK[3] Phospho 100.0 0.37 0.56 0.15 -0.19 0.082 0.053 0.272 0.18 8.34E+03 1.34E+04 1.45E+04 1.53E+04 1.43E+04 1.71E+04 1.83E+04 1.41E+04 2.10E+04 1.46E+04 1.20E+04 1.37E+04 663.2849 3 21.3

TOM71 YHR117W RQSEAFAGQNEDEADLKDDGSVVSGSNK[3] Phospho 100.0 -0.34 -0.37 -0.21 0.04 0.068 0.054 0.221 0.37 8.63E+04 6.06E+04 7.00E+04 5.78E+04 5.19E+04 6.21E+04 5.65E+04 5.08E+04 6.02E+04 5.11E+04 5.71E+04 7.94E+04 1011.775 3 60.31

POL3 YDL102W RQSIDHGVGSEPVSTIEIIPSDSFR[3] Phospho 100.0 0.32 0.27 -0.04 0.05 0.181 0.309 0.460 0.45 2.69E+04 5.17E+04 3.08E+04 3.71E+04 4.83E+04 5.12E+04 6.64E+04 3.11E+04 3.41E+04 2.51E+04 4.92E+04 3.18E+04 936.1194 3 32.47

AVT1 YJR001W RQSILDHPVGSFK[3] Phospho 100.0 0.24 0.12 -0.21 0.12 0.095 0.388 0.248 0.38 4.27E+04 6.06E+04 5.25E+04 5.61E+04 6.58E+04 6.18E+04 8.31E+04 3.48E+04 5.16E+04 3.10E+04 4.63E+04 5.76E+04 521.9279 3 23.26

GIN4 YDR507C RQSISSVSVSPSK[10] Phospho 98.5 0.19 -0.20 -0.20 0.39 0.043 0.074 0.151 0.00 1.82E+04 2.23E+04 2.09E+04 2.34E+04 2.26E+04 2.40E+04 1.73E+04 1.65E+04 1.96E+04 2.08E+04 1.45E+04 1.83E+04 721.3555 2 62.83

GIN4 YDR507C RQSISSVSVSPSK[3] Phospho ,[10] Phospho 98.4, 89.9 -0.12 -0.24 0.04 0.13 0.316 0.219 0.433 0.34 8.74E+04 5.86E+04 7.19E+04 8.10E+04 5.88E+04 6.13E+04 7.81E+04 6.26E+04 4.36E+04 7.24E+04 6.00E+04 9.24E+04 761.3398 2 17.01

NBP2 YDR162C RQSITLPDDYIVNQR[3] Phospho 99.2 -0.29 0.11 -0.04 -0.40 0.148 0.327 0.443 0.02 6.62E+04 1.10E+05 8.86E+04 6.45E+04 7.92E+04 7.29E+04 1.08E+05 8.97E+04 8.81E+04 6.79E+04 9.38E+04 9.62E+04 949.4605 2 52.23

NBP2 YDR162C RQSITLPDDYIVNQR[3] Phospho 50.0 -0.24 0.27 0.15 -0.51 0.165 0.098 0.228 0.01 7.91E+04 1.21E+05 1.01E+05 7.94E+04 9.83E+04 7.71E+04 1.32E+05 1.17E+05 1.14E+05 1.01E+05 1.20E+05 1.13E+05 633.311 3 27.98

YCR023C YCR023C RQSVGLIR [3] Phospho 100.0 -0.23 -0.15 -0.19 -0.08 0.175 0.314 0.274 0.38 2.45E+04 3.81E+04 3.39E+04 2.34E+04 2.97E+04 2.92E+04 3.49E+04 2.00E+04 3.21E+04 2.09E+04 2.73E+04 3.65E+04 504.7708 2 26.98

PUF4 YGL014W RQTFHALSPTDLINAANNVTLSK[3] Phospho 100.0 0.34 0.04 0.17 0.29 0.205 0.476 0.366 0.28 2.85E+04 6.66E+04 3.40E+04 5.51E+04 5.94E+04 4.86E+04 7.59E+04 2.64E+04 3.07E+04 4.17E+04 6.62E+04 3.76E+04 864.4385 3 44.03

PUF4 YGL014W RQTFHALSPTDLINAANNVTLSK[10] Phospho 69.4 0.50 0.03 0.13 0.47 0.134 0.487 0.416 0.24 8.51E+03 2.18E+04 1.13E+04 2.04E+04 2.25E+04 1.60E+04 2.71E+04 5.26E+03 1.01E+04 1.24E+04 2.30E+04 1.01E+04 648.5807 4 30.58

YCR016W YCR016W RQTISSGDESK[6] Phospho 98.0 1.42 -0.69 1.12 2.10 0.056 0.287 0.053 0.06 1.09E+03 9.41E+02 6.26E+02 3.72E+03 1.23E+03 2.22E+03 1.62E+03 3.24E+00 1.76E+01 2.92E+03 1.41E+03 1.50E+03 644.2825 2 17.97

CDC39 YCR093W RQTPLQSNA[3] Phospho 100.0 0.22 -0.47 -0.15 0.69 0.322 0.191 0.377 0.06 2.95E+05 1.11E+05 2.01E+05 2.15E+05 1.79E+05 3.12E+05 1.33E+05 1.17E+05 1.88E+05 2.27E+05 1.46E+05 1.75E+05 547.7527 2 24.44

PAF1 YBR279W RRLDDGDSDDENLDVNHIISR[8] Phospho 100.0 0.56 -0.70 0.41 1.25 0.035 0.027 0.220 0.01 1.76E+04 2.18E+04 2.46E+04 3.71E+04 2.49E+04 3.20E+04 1.68E+04 1.36E+04 9.06E+03 4.37E+04 1.72E+04 2.42E+04 634.2877 4 55.47

GIC2 YDR309C RRNSIATPSPQSK[4] Phospho 100.0 0.95 0.37 0.25 0.58 0.002 0.166 0.194 0.03 4.92E+03 7.15E+03 8.04E+03 1.30E+04 1.21E+04 1.39E+04 1.13E+04 6.07E+03 8.62E+03 8.60E+03 6.15E+03 9.17E+03 507.9225 3 23.66

SYG1 YIL047C RRSSVFENISR[3] Phospho ,[4] Phospho 100.0, 100.0 -0.20 -0.01 -0.49 -0.19 0.130 0.494 0.046 0.33 5.78E+04 8.01E+04 7.65E+04 6.37E+04 5.91E+04 6.38E+04 4.97E+04 1.09E+05 5.43E+04 6.28E+04 4.80E+04 4.22E+04 504.2239 3 38.98



PAT1 YCR077C RRSSYAFNNGNGATNLNK[3] Phospho ,[4] Phospho 99.5, 50.3 -0.63 -0.67 -0.55 0.04 0.055 0.069 0.085 0.45 1.31E+05 7.94E+04 1.37E+05 7.28E+04 6.20E+04 8.99E+04 4.89E+04 9.94E+04 6.94E+04 9.79E+04 5.69E+04 8.30E+04 715.3079 3 42.7

OAF1 YAL051W RSASPINTNNASGDSPDTKK[15] Phospho 88.7 -0.25 -0.44 -0.19 0.19 0.337 0.230 0.368 0.33 2.45E+03 6.71E+03 8.34E+03 6.55E+03 5.25E+03 2.90E+03 5.22E+03 2.96E+03 4.68E+03 3.94E+03 4.72E+03 6.72E+03 713.9933 3 26.44

PBS2 YJL128C RSASVGSNQSEQDK[4] Phospho 99.1 1.77 -0.24 1.16 2.00 0.057 0.442 0.149 0.06 1.48E+02 4.95E+02 7.54E+01 1.17E+03 3.08E+02 1.06E+03 5.98E+02 7.49E+00 1.45E+00 9.91E+02 2.56E+02 4.01E+02 786.8364 2 28.89

TPS2 YDR074W RSASYTGAKV[4] Phospho 83.1 -0.03 0.69 1.00 -0.72 0.485 0.152 0.071 0.03 1.21E+04 4.09E+03 2.93E+04 1.42E+04 1.03E+04 2.01E+04 2.75E+04 1.94E+04 2.63E+04 3.67E+04 2.40E+04 3.05E+04 560.2634 2 35.97

GPD2 YOL059W RSDSAVSIVHLK[4] Phospho ,[7] Phospho 100.0, 100.0 -0.51 -0.38 -0.22 -0.13 0.014 0.076 0.051 0.32 1.05E+05 1.05E+05 1.25E+05 6.38E+04 8.45E+04 8.66E+04 6.99E+04 1.11E+05 7.64E+04 9.71E+04 1.01E+05 8.83E+04 736.339 2 22.67

GPD2 YOL059W RSDSAVSIVHLK[4] Phospho 99.9 0.07 -0.11 -0.02 0.18 0.402 0.418 0.476 0.33 3.74E+04 7.56E+04 6.19E+04 5.83E+04 6.10E+04 6.46E+04 8.40E+04 4.20E+04 3.64E+04 5.50E+04 5.13E+04 6.63E+04 464.573 3 26.09

GPD2 YOL059W RSDSAVSIVHLK[4] Phospho ,[7] Phospho 99.9, 100.0 -0.51 -0.35 -0.26 -0.16 0.010 0.106 0.064 0.29 1.31E+05 1.24E+05 1.53E+05 8.32E+04 1.02E+05 1.01E+05 8.47E+04 1.42E+05 9.36E+04 1.29E+05 1.05E+05 1.08E+05 491.2287 3 29.23

REG1 YDR028C RSDSGVHSPITDNSSVASSTTSR[8] Phospho 100.0 0.09 0.11 0.26 -0.02 0.157 0.374 0.025 0.48 3.47E+04 3.21E+04 3.62E+04 3.95E+04 3.42E+04 3.61E+04 5.13E+04 2.50E+04 3.47E+04 4.03E+04 3.80E+04 4.54E+04 810.0297 3 62.44

DIG1 YPL049C RSEEGSR [6] Phospho 97.1 0.65 0.53 0.81 0.12 0.106 0.070 0.038 0.38 5.47E+04 3.81E+04 7.06E+04 1.20E+05 8.02E+04 5.61E+04 7.25E+04 6.65E+04 9.66E+04 1.22E+05 9.14E+04 7.26E+04 450.68 2 15.89

MSS4 YDR208W RSESATAEIK[4] Phospho 90.0 0.12 -0.56 -0.49 0.68 0.299 0.138 0.058 0.09 5.98E+03 5.25E+03 4.08E+03 6.63E+03 4.96E+03 5.05E+03 2.55E+03 2.03E+03 5.80E+03 3.73E+03 2.78E+03 4.42E+03 586.2714 2 26

RPC82 YPR190C RSGSNAAASLPSK[4] Phospho 100.0 0.59 -0.20 0.17 0.79 0.000 0.129 0.115 0.00 3.55E+04 3.44E+04 3.73E+04 5.33E+04 5.31E+04 5.51E+04 3.38E+04 2.45E+04 3.53E+04 4.62E+04 3.79E+04 3.65E+04 663.3125 2 47.68

RPC82 YPR190C RSGSNAAASLPSK[4] Phospho 100.0 0.46 -0.71 -0.64 1.17 0.091 0.015 0.024 0.02 2.62E+03 2.87E+03 3.45E+03 5.39E+03 3.52E+03 3.38E+03 1.63E+03 1.49E+03 2.31E+03 2.46E+03 1.79E+03 1.47E+03 442.5452 3 19.73

TOF1 YNL273W RSLEASAADESDEDEEAIR[11] Phospho 100.0 -0.15 -0.09 -0.23 -0.06 0.218 0.311 0.095 0.40 4.41E+04 5.62E+04 5.31E+04 4.00E+04 4.32E+04 5.50E+04 5.17E+04 3.85E+04 5.36E+04 3.76E+04 4.48E+04 4.83E+04 1086.951 2 57.23

KCS1 YDR017C RSLSSSNQPSLLPEVVLNDNR[2] Phospho46.1 -0.46 -0.32 -0.54 -0.14 0.057 0.086 0.050 0.17 9.35E+04 1.17E+05 7.71E+04 6.91E+04 8.03E+04 5.94E+04 7.49E+04 7.94E+04 7.52E+04 5.99E+04 8.16E+04 5.68E+04 802.3973 3 51.22

RLF2 YPR018W RSNSDLQAQTASQSQSPEK[2] Phospho50.0 -5.09 -3.37 -2.24 -1.72 0.001 0.002 0.004 0.01 2.24E+04 1.37E+04 2.23E+04 3.65E+02 5.63E+02 7.56E+02 1.15E+03 2.17E+03 2.29E+03 5.69E+03 2.34E+03 4.27E+03 714.6534 3 24.63

RLF2 YPR018W RSNSDLQAQTASQSQSPEKK[16] Phospho 93.1 1.61 2.19 1.65 -0.58 0.001 0.000 0.004 0.00 3.28E+03 2.48E+03 2.19E+03 9.23E+03 6.96E+03 8.12E+03 1.17E+04 1.15E+04 1.31E+04 9.94E+03 6.24E+03 8.90E+03 757.3515 3 29.83

MPT5 YGL178W RSNSSVTNNFSNQYAQDQK[7] Phospho 77.9 0.00 -0.43 -0.03 0.43 0.499 0.046 0.470 0.10 1.91E+04 1.85E+04 1.78E+04 2.20E+04 1.45E+04 1.88E+04 1.16E+04 1.80E+04 1.16E+04 2.69E+04 1.32E+04 1.42E+04 756.6613 3 17.47

MPT5 YGL178W RSNSSVTNNFSNQYAQDQK[2] Phospho47.1 -0.26 -0.84 -0.25 0.59 0.093 0.019 0.128 0.05 1.15E+04 1.52E+04 1.28E+04 1.12E+04 1.23E+04 9.51E+03 6.75E+03 1.03E+04 4.94E+03 1.22E+04 8.77E+03 1.23E+04 1134.489 2 26.06

TCB3 YML072C RSPSNLNSTSVTPR[12] Phospho 100.0 -0.45 -0.20 -0.16 -0.26 0.042 0.287 0.277 0.26 5.65E+04 7.81E+04 6.87E+04 4.00E+04 5.13E+04 5.70E+04 8.15E+04 3.75E+04 5.82E+04 4.87E+04 5.55E+04 7.80E+04 798.3808 2 26.63

TCB3 YML072C RSPSNLNSTSVTPR[12] Phospho99.9 -0.42 -0.40 -0.44 -0.02 0.044 0.108 0.061 0.47 3.22E+04 4.52E+04 4.12E+04 2.54E+04 2.97E+04 3.33E+04 3.93E+04 2.08E+04 2.97E+04 2.43E+04 2.66E+04 3.64E+04 532.5894 3 38.27

NDD1 YOR372C RSQSLLSDSGSK[4] Phospho 100.0 0.53 -1.19 -1.64 1.72 0.057 0.017 0.009 0.00 9.47E+03 6.46E+03 1.19E+04 1.51E+04 1.08E+04 1.43E+04 3.68E+03 3.33E+03 5.13E+03 2.48E+03 2.65E+03 3.79E+03 672.8111 2 24.97

BDF1 YLR399C RSSAQEDAPIVIR[3] Phospho 99.8 -0.32 -0.38 -0.30 0.05 0.024 0.018 0.072 0.30 1.69E+05 2.07E+05 2.07E+05 1.43E+05 1.58E+05 1.64E+05 1.52E+05 1.36E+05 1.61E+05 1.39E+05 1.45E+05 1.89E+05 761.375 2 60.63

BDF1 YLR399C RSSAQEDAPIVIR[3] Phospho 99.8 -0.20 -0.14 -0.22 -0.06 0.090 0.173 0.107 0.20 8.37E+04 9.80E+04 1.10E+05 8.32E+04 8.53E+04 8.59E+04 8.83E+04 8.19E+04 9.45E+04 8.31E+04 7.38E+04 9.30E+04 507.9188 3 39.09

STU2 YLR045C RSSESIGDLPHR[3] Phospho 99.3 -0.10 -0.02 0.00 -0.09 0.172 0.469 0.493 0.35 1.91E+05 2.26E+05 2.24E+05 2.03E+05 1.83E+05 2.10E+05 2.56E+05 1.58E+05 2.19E+05 2.01E+05 1.89E+05 2.49E+05 478.5558 3 42.34

STU2 YLR045C RSSESIGDLPHR[3] Phospho 99.3 -0.26 -0.18 -0.23 -0.08 0.106 0.260 0.162 0.38 3.55E+04 5.01E+04 4.24E+04 3.26E+04 3.52E+04 3.95E+04 4.64E+04 2.74E+04 3.95E+04 3.09E+04 3.44E+04 4.36E+04 717.3301 2 44.57

SIP1 YDR422C RSSFASLHSLQSR[3] Phospho 97.8 -0.06 0.19 0.09 -0.25 0.432 0.359 0.416 0.27 2.33E+04 5.19E+04 3.34E+04 3.27E+04 3.61E+04 3.52E+04 6.16E+04 2.93E+04 3.32E+04 2.82E+04 4.22E+04 4.50E+04 519.2511 3 40.62

TOD6 YBL054W RSSFNSHAPTEPISR[3] Phospho ,[14] Phospho 90.1, 99.9 0.13 -0.08 0.15 0.21 0.237 0.328 0.270 0.03 1.17E+05 1.16E+05 1.60E+05 1.55E+05 1.34E+05 1.41E+05 1.15E+05 1.33E+05 1.23E+05 1.70E+05 1.16E+05 1.51E+05 615.9273 3 23.27

PHO4 YFR034C RSSGALVDDDK[3] Phospho 99.3 0.54 0.06 -0.01 0.48 0.075 0.443 0.492 0.12 3.93E+03 2.06E+03 3.36E+03 3.64E+03 4.37E+03 5.61E+03 3.51E+03 1.89E+03 4.37E+03 2.76E+03 3.25E+03 3.30E+03 621.7708 2 28.34

IDS2 YJL146W RSSIQDVQWIR[3] Phospho 99.7 -0.19 -0.04 -0.47 -0.15 0.291 0.451 0.155 0.08 2.33E+04 4.31E+04 2.53E+04 2.53E+04 2.83E+04 2.68E+04 3.03E+04 3.19E+04 2.70E+04 1.53E+04 2.85E+04 2.23E+04 734.3585 2 33.36

YPL247C YPL247C RSSISFGSSQR[3] Phospho 99.9 -0.08 -0.11 -0.01 0.03 0.214 0.147 0.451 0.41 8.18E+04 8.63E+04 8.57E+04 8.25E+04 7.03E+04 8.72E+04 8.27E+04 6.82E+04 8.39E+04 9.17E+04 7.15E+04 8.80E+04 646.2933 2 57.36

PSK1 YAL017W RSSLPR [3] Phospho 99.5 1.08 0.66 0.22 0.43 0.022 0.130 0.319 0.16 1.68E+04 9.20E+03 8.52E+03 2.32E+04 1.90E+04 3.10E+04 2.62E+04 1.16E+04 1.66E+04 1.86E+04 1.18E+04 9.90E+03 398.1968 2 30.9

CRZ1 YNL027W RSSQTSNNSFTSR[3] Phospho 69.2 -0.34 -0.97 -2.51 0.63 0.385 0.249 0.121 0.26 3.89E+03 1.29E+03 2.48E+02 2.48E+03 1.07E+03 7.40E+02 2.15E+01 9.19E+02 1.81E+03 2.04E+02 9.66E+01 6.27E+02 776.3312 2 15.82

VPS54 YDR027C RSSRLSLDSITPR[3] Phospho ,[6] Phospho 87.5, 97.7 -0.56 -0.10 -1.09 -0.46 0.065 0.402 0.023 0.14 4.49E+03 8.03E+03 6.50E+03 4.51E+03 3.69E+03 4.70E+03 4.42E+03 8.38E+03 4.92E+03 4.10E+03 2.66E+03 2.18E+03 549.926 3 17.27

PMD1 YER132C RSSSFTETVPTEPTR[3] Phospho ,[4] Phospho 98.7, 97.8 -0.64 -0.13 -0.09 -0.51 0.001 0.275 0.327 0.05 5.37E+04 4.74E+04 5.22E+04 3.29E+04 3.46E+04 3.11E+04 4.26E+04 5.95E+04 3.79E+04 6.04E+04 4.00E+04 4.33E+04 927.8872 2 31.59

GPD1 YDL022W RSSSSVSLK [4] Phospho 46.2 -0.11 -0.34 -0.13 0.23 0.414 0.266 0.412 0.08 3.58E+05 1.40E+05 1.75E+05 2.04E+05 1.85E+05 2.38E+05 1.93E+05 1.64E+05 1.77E+05 2.92E+05 1.67E+05 1.59E+05 515.7498 2 43.24

GPD1 YDL022W RSSSSVSLK [4] Phospho ,[7] Phospho 98.9, 99.9 -0.51 -0.83 -0.23 0.33 0.261 0.182 0.398 0.20 2.61E+06 5.05E+05 1.35E+06 1.33E+06 8.73E+05 9.38E+05 5.37E+05 1.15E+06 8.17E+05 2.30E+06 7.54E+05 7.52E+05 555.7332 2 23.55

GPD1 YDL022W RSSSSVSLK [7] Phospho 99.5 0.20 -0.57 -0.28 0.77 0.344 0.198 0.325 0.00 3.53E+05 1.02E+05 1.88E+05 2.69E+05 2.14E+05 2.58E+05 1.40E+05 1.47E+05 1.47E+05 2.27E+05 1.46E+05 1.56E+05 515.7495 2 32.34

SSD1 YDR293C RSSTINNDSDSLSSPTK[14] Phospho 92.5 -0.24 -0.08 0.32 -0.16 0.216 0.375 0.108 0.30 1.97E+04 1.30E+04 1.49E+04 1.69E+04 1.01E+04 1.33E+04 1.56E+04 1.16E+04 1.76E+04 2.19E+04 1.62E+04 2.11E+04 630.2814 3 33.42

YDR365W-B R365W-B RSSTPQISNIESTGSGGMHK[3] Phospho 98.2 0.07 -0.16 0.80 0.23 0.462 0.295 0.005 0.39 2.72E+04 3.16E+04 2.49E+04 2.15E+04 5.69E+04 9.66E+03 2.74E+04 3.14E+04 1.62E+04 4.43E+04 5.66E+04 4.49E+04 718.6592 3 58.29

AVT4 YNL101W RSSVSHGNEAIPR[3] Phospho 89.3 -0.75 -1.13 -0.26 0.38 0.125 0.123 0.218 0.38 3.47E+03 3.14E+03 1.84E+03 3.20E+02 2.60E+03 2.09E+03 3.30E+03 9.92E+01 4.35E+02 1.95E+03 2.66E+03 2.43E+03 745.349 2 30.96

GAL80 YML051W RSSVSTVPNAAPIR[3] Phospho 98.0 -0.02 1.16 -0.05 -1.18 0.478 0.010 0.458 0.01 3.51E+03 7.49E+03 6.67E+03 4.14E+03 5.98E+03 7.27E+03 1.43E+04 1.02E+04 1.49E+04 3.81E+03 5.87E+03 7.45E+03 767.8926 2 22.27

MSN2 YMR037C RSSVVIESTK[3] Phospho 99.0 -0.84 0.26 -0.95 -1.10 0.116 0.317 0.091 0.04 3.65E+04 3.01E+04 1.10E+04 1.93E+04 9.86E+03 1.41E+04 2.94E+04 2.11E+04 4.23E+04 1.59E+04 1.26E+04 1.16E+04 593.2976 2 56.47

PAT1 YCR077C RSSYAFNNGNGATNLNK[2] Phospho49.7 -0.67 -0.98 -0.34 0.31 0.053 0.023 0.150 0.17 7.42E+04 4.86E+04 8.54E+04 4.72E+04 3.21E+04 5.15E+04 2.68E+04 3.44E+04 4.42E+04 5.64E+04 4.39E+04 6.38E+04 954.4241 2 55.11

GIP3 YPL137C RSTSISNAVVSSK[4] Phospho 92.8 0.90 0.63 0.26 0.27 0.006 0.019 0.125 0.09 1.69E+04 2.55E+04 1.85E+04 3.92E+04 4.22E+04 3.21E+04 3.64E+04 2.89E+04 2.89E+04 2.70E+04 2.34E+04 2.25E+04 708.3487 2 42.1

BBC1 YJL020C RSTTHDVGEISNNVK[3] Phospho ,[4] Phospho 89.4, 98.6 0.62 0.27 -0.25 0.35 0.011 0.092 0.037 0.07 7.03E+03 8.50E+03 8.24E+03 1.06E+04 1.42E+04 1.18E+04 7.81E+03 9.97E+03 1.09E+04 6.47E+03 6.35E+03 7.18E+03 908.8853 2 28.77

CDC48 YDL126C RSVSDAELR[4] Phospho 100.0 0.01 0.08 0.10 -0.07 0.473 0.396 0.337 0.40 2.60E+04 2.38E+04 3.20E+04 2.78E+04 2.50E+04 2.97E+04 3.52E+04 1.88E+04 3.27E+04 2.46E+04 2.72E+04 3.57E+04 556.758 2 30.76

NSG2 YNL156C RSVSIDSTK [4] Phospho 99.9 0.43 -0.89 0.01 1.33 0.044 0.102 0.488 0.02 4.10E+04 2.37E+04 3.26E+04 4.26E+04 4.39E+04 4.50E+04 3.38E+04 1.35E+04 5.03E+03 3.97E+04 2.82E+04 2.99E+04 536.7551 2 27.8

NSG2 YNL156C RSVSIDSTK [4] Phospho ,[7] Phospho 99.9, 50.0 -0.11 -2.63 -0.60 2.52 0.451 0.057 0.255 0.05 1.30E+05 3.87E+04 4.48E+04 1.18E+05 4.12E+04 3.83E+04 1.47E+04 1.21E+04 7.63E+03 7.92E+04 3.06E+04 3.07E+04 576.7385 2 30.32

YPI1 YFR003C RSYSPNAYEIQPDYSEYR[2] Phospho33.2 0.01 0.12 -0.57 -0.11 0.486 0.406 0.102 0.39 1.57E+04 2.64E+04 1.35E+04 1.78E+04 1.93E+04 1.90E+04 1.75E+04 2.97E+04 1.33E+04 1.33E+04 1.18E+04 1.24E+04 773.3306 3 26.3

SUM1 YDR310C RTAGDDGALDQTENTSISPK[18] Phospho 96.6 -0.18 -0.06 -0.05 -0.11 0.255 0.420 0.437 0.33 1.70E+04 2.86E+04 2.62E+04 1.85E+04 2.12E+04 2.37E+04 2.67E+04 1.62E+04 2.57E+04 2.01E+04 2.09E+04 2.85E+04 1078.479 2 38.57

SUM1 YDR310C RTAGDDGALDQTENTSISPK[18] Phospho 99.6 -0.17 0.02 -0.06 -0.19 0.213 0.468 0.402 0.20 1.82E+04 2.30E+04 2.64E+04 2.02E+04 1.71E+04 2.27E+04 2.56E+04 1.79E+04 2.51E+04 2.26E+04 1.64E+04 2.57E+04 719.322 3 19.6

SUM1 YDR310C RTAGDDGALDQTENTSISPKK[18] Phospho 76.1 -0.29 -0.23 -0.01 -0.07 0.051 0.163 0.464 0.40 5.37E+04 5.86E+04 6.08E+04 5.51E+04 3.92E+04 4.68E+04 6.06E+04 3.60E+04 5.15E+04 6.54E+04 4.92E+04 5.71E+04 762.0195 3 45.57

PSD2 YGR170W RTISVSDENAK[4] Phospho 99.8 0.02 -0.40 -0.14 0.42 0.466 0.028 0.078 0.10 6.05E+03 6.39E+03 7.13E+03 8.56E+03 5.23E+03 6.07E+03 5.23E+03 3.98E+03 5.63E+03 5.89E+03 5.64E+03 6.18E+03 650.3001 2 54.03

CDC19 YAL038W RTSIIGTIGPK[3] Phospho 99.5 -0.61 -0.13 -0.22 -0.48 0.018 0.387 0.201 0.19 1.01E+05 1.44E+05 1.19E+05 6.94E+04 8.29E+04 8.61E+04 1.72E+05 6.74E+04 9.36E+04 8.16E+04 1.05E+05 1.26E+05 611.8315 2 41.34

TAF3 YPL011C RTSLDYGGYF[3] Phospho100.0 -0.12 0.25 -0.26 -0.36 0.412 0.320 0.330 0.13 1.75E+04 4.73E+04 2.19E+04 2.52E+04 3.15E+04 2.33E+04 4.30E+04 3.48E+04 2.50E+04 2.09E+04 3.22E+04 1.93E+04 629.7614 2 26.35

GYP1 YOR070C RTSNSYSPLR[3] Phospho ,[6] Phospho 98.8, 33.7 0.28 -0.12 -0.24 0.40 0.074 0.364 0.249 0.13 2.52E+04 2.01E+04 2.43E+04 3.29E+04 2.63E+04 2.55E+04 1.25E+04 2.84E+04 2.32E+04 2.86E+04 1.49E+04 1.56E+04 670.7742 2 33.44

STU1 YBL034C RTSSTDSVVIHDDNDK[4] Phospho ,[7] Phospho 47.3, 92.1 -2.22 -1.85 -0.68 -0.37 0.003 0.007 0.054 0.27 1.52E+04 9.58E+03 1.59E+04 3.59E+03 3.02E+03 2.13E+03 1.52E+03 4.16E+03 5.61E+03 1.10E+04 5.96E+03 8.39E+03 650.2627 3 20.46

ZDS2 YML109W RTSTDWSTENEK[3] Phospho 91.3 0.48 0.56 0.99 -0.08 0.175 0.145 0.045 0.28 2.08E+03 3.64E+03 7.71E+03 6.51E+03 6.10E+03 6.14E+03 6.52E+03 5.71E+03 7.65E+03 1.10E+04 7.50E+03 8.20E+03 767.3145 2 36.6

BCY1 YIL033C RTSVSGETLQPNNFDDWTPDHYK[3] Phospho 88.0 -0.29 0.19 0.07 -0.48 0.140 0.231 0.388 0.02 1.51E+06 1.77E+06 1.08E+06 1.22E+06 1.26E+06 1.10E+06 1.93E+06 1.67E+06 1.39E+06 1.26E+06 1.78E+06 1.55E+06 929.7402 3 57.05

BCY1 YIL033C RTSVSGETLQPNNFDDWTPDHYK[3] Phospho 44.9 -0.28 0.22 0.05 -0.51 0.167 0.233 0.426 0.04 1.42E+05 1.75E+05 1.02E+05 1.11E+05 1.31E+05 1.01E+05 1.96E+05 1.63E+05 1.29E+05 1.15E+05 1.64E+05 1.55E+05 697.557 4 22.46

BOI2 YER114C RTSYIDQYSSSDSNFNSR[2] Phospho47.1 -0.10 -0.26 0.32 0.16 0.393 0.235 0.209 0.29 4.62E+04 2.79E+04 2.84E+04 4.10E+04 2.71E+04 2.79E+04 3.14E+04 3.30E+04 2.13E+04 5.52E+04 3.03E+04 4.24E+04 736.3077 3 51.58

MDR1 YGR100W RVDSVATR [4] Phospho 100.0 0.38 0.19 -0.59 0.19 0.277 0.383 0.124 0.39 1.72E+03 1.04E+03 7.37E+02 9.97E+02 1.10E+03 2.47E+03 2.12E+03 5.67E+02 1.31E+03 7.78E+02 7.07E+02 8.20E+02 492.237 2 23.94

SPT6 YGR116W RVGDEGNAAESESDNVAASR[11] Phospho 100.0 0.01 -0.14 -0.10 0.14 0.476 0.202 0.300 0.13 1.31E+05 1.12E+05 1.46E+05 1.38E+05 1.19E+05 1.35E+05 1.30E+05 1.04E+05 1.21E+05 1.43E+05 1.03E+05 1.17E+05 705.2968 3 45.94

SPT6 YGR116W RVGDEGNAAESESDNVAASR[11] Phospho100.0 -0.01 -0.30 -0.20 0.29 0.462 0.058 0.064 0.04 1.08E+05 9.10E+04 1.08E+05 1.04E+05 9.74E+04 1.05E+05 9.26E+04 6.79E+04 8.93E+04 8.98E+04 8.15E+04 9.57E+04 1057.442 2 52.88

NTC20 YBR188C RVLQEPDRDNDDSG[13] Phospho 100.0 -0.17 -0.24 -0.01 0.08 0.271 0.198 0.485 0.33 3.81E+04 2.36E+04 3.87E+04 3.30E+04 2.54E+04 3.11E+04 2.41E+04 2.83E+04 3.23E+04 3.53E+04 2.46E+04 3.97E+04 848.3524 2 30.85

DIG1 YPL049C RVNDSYDSPLSGTASTGK[8] Phospho 99.3 -0.45 -0.51 -0.14 0.06 0.045 0.112 0.216 0.45 2.42E+04 2.84E+04 2.18E+04 1.52E+04 1.66E+04 2.26E+04 2.57E+04 1.73E+04 9.33E+03 2.15E+04 2.04E+04 2.58E+04 967.9293 2 30.18

CDC24 YAL041W RVSDVLPK [3] Phospho 100.0 -0.11 0.02 -0.19 -0.13 0.348 0.482 0.298 0.36 2.54E+04 4.30E+04 4.30E+04 3.24E+04 3.14E+04 3.95E+04 4.94E+04 2.27E+04 4.08E+04 2.15E+04 3.86E+04 3.75E+04 497.2601 2 31.43

SER33 YIL074C RVSITK [5] Phospho 93.8 0.38 0.17 -0.43 0.21 0.201 0.370 0.153 0.32 5.59E+04 2.88E+04 3.32E+04 4.07E+04 4.28E+04 6.98E+04 6.09E+04 2.45E+04 4.69E+04 3.29E+04 2.66E+04 2.80E+04 392.2098 2 32.34

VHS2 YIL135C RYSNTTINNANGGTSAGSTTGAALSR[2] Phospho 31.7 -0.06 -0.46 0.01 0.40 0.372 0.053 0.474 0.08 8.91E+04 6.97E+04 7.37E+04 7.64E+04 6.31E+04 8.40E+04 7.08E+04 4.27E+04 5.61E+04 7.57E+04 7.12E+04 8.72E+04 874.7337 3 80.65

YPT11 YNL304W RYSSNDFEK[3] Phospho 92.0 -0.29 -0.48 -0.32 0.18 0.008 0.005 0.036 0.06 1.60E+04 1.41E+04 1.59E+04 1.23E+04 1.32E+04 1.21E+04 1.11E+04 9.80E+03 1.22E+04 1.45E+04 1.13E+04 1.11E+04 613.248 2 26.91

PFK26 YIL107C RYSVIPTAPPSAR[3] Phospho 99.4 0.38 1.04 0.81 -0.66 0.121 0.096 0.038 0.16 8.13E+03 9.33E+03 5.15E+03 7.87E+03 1.17E+04 9.88E+03 2.48E+04 7.84E+03 1.40E+04 9.26E+03 1.44E+04 1.60E+04 747.8774 2 50.58



PIL1 YGR086C SAAGAFGPELSR[1] Phospho 100.0 0.36 0.74 0.14 -0.39 0.232 0.061 0.405 0.05 6.07E+02 1.78E+03 8.84E+02 1.64E+03 1.41E+03 1.15E+03 2.06E+03 1.60E+03 1.83E+03 1.06E+03 1.69E+03 8.59E+02 621.7803 2 16.71

SKG1 YKR100C SAAQSQLPNTFDK[1] Phospho 100.0 0.10 0.18 0.03 -0.08 0.093 0.084 0.357 0.22 5.02E+04 4.64E+04 5.39E+04 5.42E+04 5.56E+04 5.21E+04 5.03E+04 5.92E+04 6.12E+04 5.37E+04 4.89E+04 5.10E+04 743.8329 2 63.66

JIP4 YDR475C SADASIPTISNIK[1] Phospho 100.0 -0.53 0.02 -0.12 -0.56 0.044 0.450 0.296 0.03 3.39E+04 4.08E+04 3.03E+04 2.41E+04 3.07E+04 1.78E+04 3.55E+04 4.03E+04 3.09E+04 2.83E+04 3.98E+04 2.83E+04 698.8402 2 29.7

NUP60 YAR002W SAEGNNIDQSLILK[10] Phospho100.0 0.79 1.93 1.67 -1.14 0.029 0.001 0.008 0.00 5.16E+03 1.26E+04 7.12E+03 1.45E+04 1.53E+04 1.33E+04 3.09E+04 3.56E+04 2.83E+04 2.90E+04 3.14E+04 1.89E+04 791.3796 2 17.81

VTS1 YOR359W SAEPHVNSSPNLIPVQK[1] Phospho 100.0 -1.04 -0.82 -0.67 -0.22 0.020 0.030 0.063 0.12 4.01E+04 6.80E+04 4.63E+04 2.38E+04 3.00E+04 2.14E+04 2.87E+04 2.70E+04 3.17E+04 2.21E+04 3.80E+04 3.71E+04 948.9652 2 25.46

VTS1 YOR359W SAEPHVNSSPNLIPVQK[8] Phospho 74.9 -0.67 -0.47 -0.37 -0.20 0.017 0.035 0.065 0.07 4.03E+04 5.91E+04 4.83E+04 3.32E+04 3.28E+04 2.65E+04 3.78E+04 3.50E+04 3.36E+04 3.39E+04 4.02E+04 4.01E+04 632.9794 3 21.55

SYP1 YCR030C SAFGNIGHR[1] Phospho 100.0 -0.01 0.06 -0.13 -0.07 0.479 0.377 0.282 0.38 3.16E+04 4.00E+04 4.34E+04 4.19E+04 2.83E+04 4.38E+04 3.99E+04 3.49E+04 4.48E+04 3.01E+04 3.27E+04 4.25E+04 519.7296 2 32.19

DPB3 YBR278W SALDVGEHSDSSDIEVDHTK[9] Phospho, [11] Phospho95.9, 52.1 -0.56 -0.43 -0.25 -0.13 0.003 0.055 0.086 0.32 1.63E+05 1.43E+05 1.47E+05 1.14E+05 1.01E+05 9.13E+04 8.33E+04 1.45E+05 1.08E+05 1.48E+05 1.03E+05 1.30E+05 767.6392 3 33.73

SAR1 YPL218W SALGLLNTTGSQR[11] Phospho 99.9 1.47 -0.72 -1.36 2.19 0.053 0.279 0.163 0.02 0.00E+00 3.38E+03 2.10E+03 2.69E+03 6.60E+03 5.94E+03 2.06E+02 1.01E+03 2.10E+03 6.18E+02 1.08E+03 4.11E+02 699.3429 2 15.62

SKG3 YLR187W SANEFSTTPEDK[1] Phospho 100.0 -0.28 -0.35 0.15 0.07 0.240 0.175 0.321 0.40 1.66E+04 1.00E+04 2.03E+04 1.17E+04 1.02E+04 1.66E+04 1.01E+04 1.31E+04 1.36E+04 2.00E+04 1.41E+04 1.80E+04 703.2801 2 48.12

RHO5 YNL180C SANHTLTDELTTATTNTNGDK[15] Phospho 98.8 -0.52 -0.68 -0.03 0.16 0.082 0.042 0.465 0.23 9.44E+04 5.39E+04 7.21E+04 5.39E+04 5.98E+04 3.99E+04 4.99E+04 4.04E+04 4.73E+04 7.20E+04 5.71E+04 8.72E+04 1143.001 2 41.06

DIG2 YDR480W SAPPNITR [1] Phospho 100.0 -1.25 -0.12 0.22 -1.13 0.065 0.412 0.329 0.02 2.42E+04 1.46E+04 4.27E+04 1.14E+04 9.76E+03 1.31E+04 1.88E+04 2.36E+04 3.25E+04 3.95E+04 2.84E+04 2.67E+04 468.2207 2 20.09

RTC1 YOL138C SAQFHASPIAK[7] Phospho 100.0 -1.25 -1.44 -1.03 0.19 0.027 0.013 0.062 0.40 5.07E+03 8.63E+03 7.06E+03 1.21E+03 2.62E+03 4.89E+03 3.98E+03 1.53E+03 2.12E+03 4.11E+03 5.55E+03 5.24E+02 618.7917 2 19

BUL1 YMR275C SASATGILGLR[3] Phospho 99.9 0.22 0.46 0.35 -0.24 0.296 0.135 0.217 0.15 9.69E+03 2.01E+04 9.91E+03 1.31E+04 1.81E+04 1.50E+04 2.10E+04 1.90E+04 1.47E+04 1.48E+04 2.15E+04 1.42E+04 563.2874 2 69.91

ULP1 YPL020C SASFSGIYK [3] Phospho 99.6 -1.06 0.90 -0.11 -1.97 0.216 0.190 0.456 0.06 2.18E+02 2.50E+03 8.09E+02 2.24E+02 5.89E+02 8.60E+02 1.44E+03 3.81E+03 1.39E+03 1.62E+03 1.16E+03 4.78E+02 520.2286 2 22.65

SUM1 YDR310C SASISGISDHQQEGYQPLEQEK[3] Phospho 92.2 -0.38 -0.13 -0.45 -0.25 0.125 0.327 0.088 0.11 1.11E+05 1.79E+05 1.16E+05 1.19E+05 1.04E+05 8.97E+04 1.08E+05 1.45E+05 1.19E+05 1.02E+05 9.94E+04 9.72E+04 837.7069 3 66.63

SHE3 YBR130C SASPVLPGVK[3] Phospho 99.9 0.33 0.10 -0.48 0.23 0.057 0.284 0.034 0.04 1.27E+04 1.81E+04 1.45E+04 1.81E+04 2.11E+04 1.77E+04 1.71E+04 1.52E+04 1.61E+04 9.46E+03 1.18E+04 1.12E+04 517.768 2 39.61

KIN2 YLR096W SASPVVGEHQEK[3] Phospho 99.8 0.70 -0.77 -0.43 1.46 0.076 0.095 0.092 0.03 8.13E+03 4.93E+03 5.78E+03 9.34E+03 7.24E+03 1.40E+04 6.36E+03 2.45E+03 2.25E+03 5.25E+03 4.59E+03 4.13E+03 449.8693 3 29.59

KIN2 YLR096W SASPVVGEHQEK[3] Phospho 99.8 0.72 -0.82 -0.05 1.54 0.087 0.131 0.440 0.03 5.33E+04 2.68E+04 3.26E+04 5.16E+04 4.75E+04 8.65E+04 4.00E+04 1.52E+04 8.85E+03 3.89E+04 3.48E+04 3.49E+04 674.3001 2 40.16

SIS1 YNL007C SASSSPTYPEEETVQVNLPVSLEDLFVGK[7] Phospho ,[8] Phospho 68.8, 68.8 0.16 0.11 -0.26 0.05 0.337 0.393 0.309 0.45 4.02E+05 4.27E+05 2.23E+05 3.30E+05 5.11E+05 3.31E+05 3.70E+05 4.97E+05 2.65E+05 2.45E+05 4.58E+05 1.77E+05 1094.83 3 33.88

CRN1 YLR429W SASSSSTINHVLK[4] Phospho 75.2 0.20 -0.17 -0.18 0.37 0.221 0.264 0.246 0.05 2.70E+04 4.50E+04 3.58E+04 4.40E+04 3.46E+04 4.50E+04 3.39E+04 3.54E+04 2.63E+04 2.87E+04 3.12E+04 3.53E+04 705.8353 2 45.83

BUL2 YML111W SASTTNLDR[3] Phospho 85.5 0.26 -0.35 0.05 0.61 0.320 0.293 0.475 0.04 3.79E+03 9.22E+02 2.18E+03 2.98E+03 2.01E+03 3.29E+03 1.66E+03 2.09E+03 1.64E+03 4.08E+03 1.94E+03 1.11E+03 522.7215 2 38.32

DUS4 YLR405W SASVVERQE[3] Phospho 99.6 0.15 0.35 0.51 -0.20 0.419 0.306 0.266 0.17 3.97E+03 2.49E+03 1.21E+04 6.20E+03 6.33E+03 8.02E+03 6.44E+03 8.15E+03 9.03E+03 1.36E+04 6.49E+03 6.33E+03 542.7372 2 32.34

TPS2 YDR074W SASYTGAKV[3] Phospho 48.0 -0.94 -0.04 0.30 -0.90 0.011 0.467 0.310 0.09 2.51E+03 2.45E+03 3.34E+03 1.87E+03 1.31E+03 1.13E+03 1.61E+03 4.18E+03 2.30E+03 5.69E+03 2.07E+03 2.45E+03 482.2127 2 19.69

RPS16B YDL083C SATAVAHVK[1] Phospho 99.4 0.81 -0.34 -0.29 1.15 0.019 0.221 0.204 0.01 6.16E+03 3.26E+03 4.07E+03 7.05E+03 7.31E+03 9.31E+03 4.55E+03 2.16E+03 3.91E+03 4.05E+03 3.70E+03 3.28E+03 482.2364 2 27.77

GCS1 YDL226C SATPANSSNGANFQK[3] Phospho 93.6 0.53 -0.66 0.09 1.19 0.103 0.117 0.417 0.01 1.56E+04 7.52E+03 1.88E+04 2.46E+04 1.66E+04 1.92E+04 6.40E+03 8.37E+03 1.17E+04 1.55E+04 1.07E+04 1.84E+04 787.3361 2 57.96

SKG6 YHR149C SATPPAIGR [3] Phospho 100.0 0.20 0.05 -0.23 0.15 0.114 0.410 0.109 0.18 3.66E+04 4.96E+04 4.89E+04 5.23E+04 4.78E+04 5.51E+04 4.90E+04 3.78E+04 5.27E+04 3.98E+04 3.49E+04 4.04E+04 475.2288 2 43.55

CRN1 YLR429W SATPPSSITAAK[3] Phospho 99.5 0.81 0.64 -0.08 0.17 0.009 0.016 0.376 0.13 1.95E+04 3.21E+04 3.21E+04 5.41E+04 4.20E+04 5.08E+04 4.53E+04 3.89E+04 4.62E+04 2.83E+04 2.44E+04 2.66E+04 605.79 2 52.63

BLM10 YFL007W SATPTLQDQK[1] Phospho ,[3] Phospho 100.0, 100.0 -0.34 -0.58 0.08 0.23 0.283 0.206 0.449 0.33 4.13E+04 1.28E+04 4.14E+04 3.50E+04 2.18E+04 1.84E+04 9.51E+03 3.15E+04 2.30E+04 5.31E+04 2.39E+04 2.40E+04 624.7492 2 17.79

TSL1 YML100W SATRSPSAFNR[5] Phospho 99.5 0.43 -0.66 -0.07 1.10 0.156 0.106 0.433 0.01 2.32E+04 5.00E+04 5.91E+04 7.33E+04 4.59E+04 5.95E+04 2.86E+04 2.36E+04 3.12E+04 4.47E+04 3.58E+04 4.57E+04 637.2877 2 27.26

DLD3 YEL071W SCGYGHVGDGNIHLNIAVR[1] Phospho ,[4] Phospho 100.0, 100.0 -0.31 -0.02 -0.57 -0.29 0.170 0.437 0.002 0.20 1.62E+04 1.82E+04 1.63E+04 1.08E+04 1.95E+04 1.06E+04 1.48E+04 1.94E+04 1.58E+04 1.11E+04 1.04E+04 1.27E+04 550.4872 4 17.57

SPT7 YBR081C SDDVSSQTIK[6] Phospho 99.1 1.52 -0.23 -0.52 1.75 0.027 0.305 0.176 0.02 1.81E+04 8.52E+03 1.59E+04 5.73E+04 3.98E+04 2.49E+04 7.60E+03 1.55E+04 1.32E+04 1.56E+04 7.73E+03 6.34E+03 580.248 2 25.72

HYP2 YEL034W SDEEHTFETADAGSSATYPMQCSALR[1] Phospho 91.7 -0.08 -0.65 -0.84 0.58 0.404 0.034 0.022 0.05 4.11E+04 4.50E+04 6.40E+04 3.48E+04 4.87E+04 5.89E+04 2.80E+04 3.32E+04 3.42E+04 3.33E+04 2.66E+04 2.39E+04 995.0651 3 21.24

HYP2 YEL034W SDEEHTFETADAGSSATYPMQCSALR[6] Phospho 45.9 -0.16 0.12 -0.08 -0.28 0.373 0.351 0.437 0.26 3.80E+06 4.56E+06 6.76E+06 3.45E+06 7.02E+06 3.03E+06 4.78E+06 6.57E+06 5.06E+06 3.95E+06 7.18E+06 3.22E+06 995.0652 3 55.27

HYP2 YEL034W SDEEHTFETADAGSSATYPMQCSALR[9] Phospho 95.4 -0.47 0.54 0.71 -1.01 0.089 0.079 0.074 0.03 2.32E+05 2.51E+05 1.97E+05 1.40E+05 2.33E+05 1.17E+05 3.67E+05 4.05E+05 2.17E+05 3.19E+05 5.29E+05 2.69E+05 981.0567 3 48.08

HYP2 YEL034W SDEEHTFETADAGSSATYPMQCSALR[1] Phospho 50.0 -0.42 -0.15 -0.07 -0.27 0.205 0.345 0.420 0.30 1.11E+06 1.22E+06 6.83E+05 6.40E+05 1.17E+06 4.38E+05 9.82E+05 1.13E+06 6.05E+05 7.46E+05 1.19E+06 9.34E+05 746.5503 4 59.1

HYP2 YEL034W SDEEHTFETADAGSSATYPMQCSALR[6] Phospho 88.0 0.13 0.28 -0.09 -0.15 0.434 0.275 0.449 0.41 4.08E+04 6.62E+04 1.18E+05 4.99E+04 1.51E+05 4.58E+04 7.64E+04 1.08E+05 8.79E+04 4.78E+04 1.14E+05 4.97E+04 746.5497 4 39.38

HYP2 YEL034W SDEEHTFETADAGSSATYPMQCSALRK[1] Phospho 98.4 -0.95 -0.63 -0.06 -0.31 0.067 0.117 0.437 0.22 3.52E+07 2.10E+07 1.64E+07 1.59E+07 1.44E+07 7.39E+06 1.69E+07 1.91E+07 1.09E+07 2.64E+07 2.40E+07 1.92E+07 1037.763 3 68.66

HYP2 YEL034W SDEEHTFETADAGSSATYPMQCSALRK[6] Phospho 79.5 -0.97 -0.70 -0.48 -0.26 0.031 0.031 0.117 0.23 1.49E+06 1.01E+06 1.71E+06 8.11E+05 9.57E+05 3.89E+05 7.89E+05 9.33E+05 8.69E+05 1.10E+06 1.29E+06 6.47E+05 1037.762 3 54.63

HYP2 YEL034W SDEEHTFETADAGSSATYPMQCSALRK[6] Phospho 85.7 -1.05 -0.80 -0.19 -0.25 0.075 0.101 0.337 0.30 2.77E+06 1.57E+06 1.17E+06 1.07E+06 1.16E+06 4.27E+05 1.15E+06 1.31E+06 6.93E+05 1.78E+06 1.60E+06 1.46E+06 778.5739 4 59.94

ETT1 YOR051C SDEPSRESTPVR[1] Phospho 96.5 0.07 0.39 0.81 -0.32 0.425 0.206 0.013 0.25 1.23E+03 2.16E+03 2.20E+03 1.54E+03 1.69E+03 2.65E+03 3.43E+03 1.51E+03 2.42E+03 3.45E+03 2.77E+03 3.60E+03 720.3119 2 17.73

ABP140 YOR239W SDFEKSDTEGSR[6] Phospho 100.0 -2.67 -0.34 -2.01 -2.33 0.136 0.387 0.160 0.03 7.67E+03 1.86E+03 5.05E+02 1.18E+03 1.55E+02 2.08E+02 1.24E+03 3.15E+03 3.52E+03 1.55E+03 6.66E+02 2.43E+02 719.2804 2 22.96

FAR11 YNL127W SDGNISALTFK[1] Phospho 100.0 -0.60 0.07 -0.27 -0.67 0.050 0.376 0.153 0.00 7.17E+03 1.17E+04 8.80E+03 4.77E+03 6.89E+03 6.60E+03 9.01E+03 1.02E+04 9.86E+03 7.86E+03 7.37E+03 7.76E+03 616.7821 2 51.91

MCM1 YMR043W SDIEEGTPTNNGQQK[1] Phospho 100.0 0.01 -0.13 0.03 0.14 0.488 0.391 0.469 0.33 5.69E+05 2.42E+05 4.58E+05 4.53E+05 3.44E+05 4.82E+05 2.53E+05 4.19E+05 4.92E+05 5.63E+05 3.42E+05 3.94E+05 870.3602 2 67.68

MCM1 YMR043W SDIEEGTPTNNGQQK[1] Phospho 100.0 -0.54 -0.72 -0.33 0.18 0.178 0.138 0.276 0.29 5.83E+04 1.84E+04 4.61E+04 3.36E+04 2.30E+04 2.81E+04 1.78E+04 2.28E+04 3.39E+04 4.06E+04 2.33E+04 3.39E+04 849.355 2 55.49

NNT1 YLR285W SDIESLGEAAGLFEEPEDFLPPPPK[1] Phospho ,[5] Phospho 100.0, 100.0 0.38 0.46 0.21 -0.08 0.169 0.129 0.297 0.41 8.92E+05 8.29E+05 5.11E+05 9.20E+05 1.29E+06 7.02E+05 9.23E+05 1.38E+06 7.82E+05 8.81E+05 1.12E+06 5.73E+05 962.7526 3 64.32

DYS1 YHR068W SDINEKLPELLQDAVLK[1] Phospho 100.0 -1.71 -1.64 -0.90 -0.07 0.009 0.010 0.033 0.39 1.31E+04 1.37E+04 7.39E+03 3.06E+03 3.54E+03 3.85E+03 4.60E+03 3.49E+03 2.87E+03 6.28E+03 7.15E+03 4.88E+03 683.0172 3 25.99

RTF1 YGL244W SDLDEDLLALAGADESEEEDQVLTTTSAK[1] Phospho ,[16] Phospho 100.0, 100.0 -0.35 0.20 -0.07 -0.55 0.212 0.309 0.434 0.08 1.03E+06 8.32E+05 4.71E+05 6.06E+05 7.73E+05 4.52E+05 8.96E+05 1.12E+06 6.55E+05 7.70E+05 9.20E+05 5.36E+05 1089.792 3 61

STE12 YHR084W SDNSPPKLESENFK[4] Phospho 100.0 0.20 0.12 -0.09 0.08 0.129 0.283 0.298 0.30 1.71E+04 2.40E+04 2.36E+04 2.62E+04 2.51E+04 2.30E+04 2.47E+04 2.63E+04 1.95E+04 1.94E+04 2.04E+04 2.09E+04 557.9139 3 29.54

HEK2 YBL032W SDSASFLEEK[3] Phospho 100.0 -0.05 0.02 -0.45 -0.06 0.394 0.464 0.046 0.05 7.74E+04 9.04E+04 1.14E+05 9.09E+04 8.93E+04 9.25E+04 9.32E+04 9.35E+04 9.85E+04 6.89E+04 7.56E+04 6.20E+04 596.7427 2 62.03

HEK2 YBL032W SDSASFLEEKEEPQENHDNK[5] Phospho 97.7 0.62 0.25 0.12 0.37 0.029 0.212 0.329 0.08 1.50E+04 2.56E+04 1.90E+04 3.55E+04 2.67E+04 2.93E+04 2.80E+04 2.50E+04 1.81E+04 2.56E+04 2.05E+04 1.89E+04 804.9998 3 52.35

HEK2 YBL032W SDSASFLEEKEEPQENHDNKEEQS[5] Phospho 76.4 0.25 0.02 0.09 0.22 0.218 0.458 0.331 0.24 9.46E+04 7.75E+04 6.49E+04 1.22E+05 7.55E+04 8.29E+04 7.87E+04 9.65E+04 6.59E+04 8.80E+04 7.04E+04 9.43E+04 962.7249 3 28.26

GPD2 YOL059W SDSAVSIVHLK[3] Phospho ,[6] Phospho 99.9, 100.0 -0.45 -0.92 -0.55 0.47 0.004 0.017 0.050 0.13 5.11E+05 5.43E+05 5.05E+05 3.80E+05 4.27E+05 3.37E+05 2.62E+05 4.12E+05 1.52E+05 4.31E+05 4.31E+05 2.00E+05 658.2893 2 36.57

GPD2 YOL059W SDSAVSIVHLK[6] Phospho 100.0 -0.31 -0.10 -0.32 -0.21 0.133 0.370 0.137 0.18 5.23E+05 8.76E+05 7.22E+05 5.73E+05 5.32E+05 6.10E+05 8.22E+05 6.13E+05 5.47E+05 4.94E+05 6.34E+05 5.75E+05 618.3059 2 60.67

NPL6 YMR091C SDSEGGLASEVEHEK[1] Phospho 99.9 -0.14 -0.41 -1.14 0.27 0.134 0.045 0.000 0.15 1.28E+05 1.38E+05 1.33E+05 1.27E+05 1.32E+05 1.02E+05 8.58E+04 1.29E+05 8.48E+04 5.28E+04 7.04E+04 5.72E+04 848.3418 2 76.85

NPL6 YMR091C SDSEGGLASEVEHEK[1] Phospho ,[3] Phospho 100.0, 100.0 -0.64 -0.33 -0.95 -0.31 0.103 0.222 0.005 0.33 1.39E+05 1.49E+05 1.22E+05 3.59E+04 1.45E+05 8.19E+04 6.64E+04 1.71E+05 8.93E+04 8.58E+04 7.79E+04 4.85E+04 888.3249 2 18.62

RIM15 YFL033C SDSFSTR [3] Phospho 89.9 -0.37 -0.69 -0.34 0.32 0.335 0.238 0.376 0.27 1.73E+03 2.20E+02 8.96E+02 1.03E+03 7.17E+02 4.50E+02 3.59E+02 8.60E+02 5.38E+02 1.53E+03 4.76E+02 2.43E+02 440.1658 2 19.1

YOR052C YOR052C SDSGTVLGAIPLNSR[1] Phospho95.1 -0.66 0.54 0.46 -1.20 0.084 0.118 0.081 0.02 2.53E+04 4.03E+04 2.01E+04 1.51E+04 1.93E+04 2.00E+04 4.16E+04 5.38E+04 2.93E+04 3.91E+04 4.24E+04 3.65E+04 783.8796 2 45.21

REG1 YDR028C SDSGVHSPITDNSSVASSTTSR[3] Phospho 85.3 -0.06 0.72 0.14 -0.78 0.399 0.008 0.245 0.00 1.42E+04 2.22E+04 2.04E+04 1.62E+04 1.98E+04 1.85E+04 3.39E+04 3.22E+04 2.75E+04 2.00E+04 1.99E+04 2.29E+04 1136.493 2 20.09

REG1 YDR028C SDSGVHSPITDNSSVASSTTSR[1] Phospho 33.2 0.26 -0.24 -0.30 0.50 0.200 0.325 0.220 0.12 7.97E+03 1.61E+04 1.16E+04 1.60E+04 1.35E+04 1.34E+04 1.57E+04 6.32E+03 8.29E+03 8.38E+03 8.55E+03 1.20E+04 1136.49 2 40.69

REG1 YDR028C SDSGVHSPITDNSSVASSTTSR[1] Phospho33.2 -0.15 0.49 0.23 -0.64 0.128 0.001 0.057 0.00 2.30E+04 2.13E+04 2.15E+04 1.73E+04 1.91E+04 2.27E+04 3.19E+04 3.20E+04 2.83E+04 2.93E+04 2.33E+04 2.46E+04 757.996 3 49.77

REG1 YDR028C SDSGVHSPITDNSSVASSTTSR[1] Phospho, [7] Phospho53.6, 92.0 0.16 -0.16 -0.09 0.32 0.062 0.188 0.387 0.07 1.44E+04 1.45E+04 1.44E+04 1.76E+04 1.47E+04 1.60E+04 1.03E+04 1.56E+04 1.29E+04 1.93E+04 9.61E+03 1.18E+04 784.6515 3 20.7

GPA1 YHR005C SDTDRDAETVTQNEDADRNNSSR[21] Phospho 50.0 -0.11 -0.25 0.10 0.14 0.313 0.204 0.385 0.24 1.48E+05 1.07E+05 1.75E+05 1.42E+05 1.29E+05 1.28E+05 1.18E+05 9.46E+04 1.48E+05 1.36E+05 1.20E+05 2.05E+05 892.6974 3 25.91

RPS5 YJR123W SDTEAPVEVQEDFEVVEEFTPVVLATPIPEEVQQAQTEIK[1] Phospho50.0 -0.34 0.11 -0.77 -0.45 0.291 0.425 0.128 0.23 8.83E+05 5.56E+05 3.36E+05 3.79E+05 7.30E+05 2.94E+05 4.84E+05 9.60E+05 4.68E+05 1.74E+05 4.98E+05 3.71E+05 919.242 5 36.58

RPS12 YOR369C SDVEEVVEVQEETVVEQTAEVTIEDALK[1] Phospho 84.5 0.72 -0.18 -0.82 0.90 0.067 0.369 0.076 0.06 1.76E+05 1.14E+05 8.82E+04 2.28E+05 2.54E+05 1.39E+05 5.16E+04 1.65E+05 1.16E+05 4.60E+04 1.03E+05 6.38E+04 1080.505 3 19.07

REG1 YDR028C SDVKPQENGNDSS[12] Phospho50.0 1.55 0.38 1.02 1.16 0.138 0.292 0.172 0.17 1.43E+03 3.46E+02 7.32E+02 4.88E+03 6.94E+02 1.82E+03 7.62E+02 1.67E+03 8.44E+02 3.18E+03 1.08E+03 8.51E+02 728.7831 2 20.32

SPA2 YLL021W SEAEVHTSEEDIDESNNVNGK[7] Phospho ,[8] Phospho 99.4, 100.0 -0.37 -0.56 -0.54 0.19 0.221 0.221 0.154 0.38 1.57E+04 5.82E+03 1.45E+04 1.07E+04 9.00E+03 8.02E+03 2.16E+03 1.37E+04 8.44E+03 8.80E+03 6.82E+03 9.16E+03 821.6462 3 15.34

CMP2 YML057W SEATPQPATSASPK[12] Phospho 100.0 0.17 0.36 0.05 -0.19 0.145 0.074 0.270 0.22 2.59E+04 2.45E+04 2.33E+04 2.57E+04 2.48E+04 3.25E+04 3.27E+04 2.44E+04 3.73E+04 2.55E+04 2.36E+04 2.72E+04 726.3245 2 35.09

IGO2 R132W-A SEDLSPTSSR[5] Phospho 99.7 0.06 0.49 0.52 -0.44 0.476 0.272 0.293 0.05 1.82E+03 1.24E+03 8.48E+03 3.14E+03 4.86E+03 4.00E+03 6.27E+03 4.65E+03 5.35E+03 7.72E+03 6.46E+03 2.37E+03 579.7387 2 19.05

IGO2 R132W-A SEDLSPTSSR[7] Phospho90.1 0.01 0.10 0.10 -0.09 0.489 0.382 0.369 0.37 1.33E+05 7.73E+04 1.29E+05 1.23E+05 9.26E+04 1.26E+05 8.87E+04 1.32E+05 1.43E+05 1.47E+05 1.00E+05 1.18E+05 600.7431 2 20.74

DIG1 YPL049C SEEGSRNSSVGSSANAGPTQQR[5] Phospho 33.1 -0.85 -0.58 -0.57 -0.27 0.016 0.066 0.123 0.22 4.85E+03 3.57E+03 3.25E+03 2.02E+03 1.86E+03 2.58E+03 1.73E+03 2.70E+03 3.38E+03 4.18E+03 1.55E+03 2.14E+03 762.6634 3 16.23



ACC1 YNR016C SEESLFESSPQK[9] Phospho 99.6 -0.09 0.36 0.28 -0.45 0.348 0.118 0.071 0.08 2.30E+05 3.02E+05 2.16E+05 2.04E+05 2.85E+05 2.12E+05 2.61E+05 4.05E+05 2.94E+05 3.13E+05 3.19E+05 2.78E+05 745.309 2 38.65

ACC1 YNR016C SEESLFESSPQK[4] Phospho33.2 0.62 2.01 0.43 -1.39 0.229 0.061 0.300 0.09 0.00E+00 2.24E+03 3.33E+03 2.04E+03 4.28E+03 2.24E+03 2.09E+03 1.03E+04 1.01E+04 2.84E+03 3.24E+03 1.41E+03 745.31 2 18.36

STU1 YBL034C SEGDEESDDAVDENDVKK[7] Phospho 100.0 0.31 0.23 0.23 0.08 0.160 0.132 0.154 0.37 2.44E+04 1.71E+04 2.67E+04 3.57E+04 2.30E+04 2.59E+04 2.57E+04 2.57E+04 2.89E+04 2.77E+04 2.33E+04 2.90E+04 1030.894 2 64.58

STU1 YBL034C SEGDEESDDAVDENDVKK[7] Phospho 100.0 0.26 0.35 0.23 -0.09 0.219 0.134 0.243 0.36 1.03E+04 7.45E+03 1.32E+04 1.52E+04 9.54E+03 1.23E+04 1.07E+04 1.30E+04 1.57E+04 1.54E+04 1.00E+04 1.10E+04 687.5982 3 22.25

ZRT3 YKL175W SEGECCDLNK[1] Phospho 100.0 0.99 2.33 1.81 -1.34 0.205 0.090 0.165 0.15 2.55E+03 3.97E+01 1.99E+03 1.18E+03 5.95E+03 2.01E+03 4.99E+02 1.30E+04 9.72E+03 1.19E+04 3.61E+03 5.83E+02 646.2207 2 31.02

GPT2 YKR067W SEGETSEDEDEFDEK[6] Phospho 99.7 -0.07 0.16 -0.27 -0.22 0.397 0.245 0.167 0.20 3.95E+04 2.78E+04 3.54E+04 4.12E+04 2.65E+04 3.03E+04 3.34E+04 4.58E+04 3.52E+04 3.66E+04 2.42E+04 2.42E+04 913.313 2 42.59

TIF1 YKR059W SEGITDIEESQIQTNYDK[1] Phospho 99.1 0.01 -0.05 -0.16 0.06 0.486 0.415 0.197 0.42 4.84E+05 5.32E+05 3.69E+05 4.52E+05 6.11E+05 3.31E+05 4.15E+05 5.47E+05 3.73E+05 4.20E+05 4.32E+05 3.89E+05 1096.469 2 84.44

YNL234W YNL234W SEGSVYQVK[4] Phospho 89.3 0.79 -0.06 -0.59 0.85 0.105 0.473 0.248 0.08 1.88E+02 1.47E+03 9.75E+02 1.98E+03 1.34E+03 1.27E+03 2.72E+02 1.43E+03 8.19E+02 8.47E+02 5.08E+02 3.81E+02 538.7368 2 21.21

LHP1 YDL051W SEKPQQEEQEKPQSR[14] Phospho 100.0 0.35 -0.22 -1.63 0.57 0.169 0.370 0.022 0.15 5.93E+03 2.46E+03 4.84E+03 4.78E+03 5.95E+03 6.12E+03 1.56E+03 3.21E+03 6.55E+03 1.49E+03 1.34E+03 1.41E+03 954.4287 2 27.77

LHP1 YDL051W SEKPQQEEQEKPQSR[[14] Phospho 100.0 -0.25 -0.81 -0.33 0.56 0.324 0.126 0.286 0.04 1.72E+06 6.12E+05 8.76E+05 9.54E+05 7.26E+05 1.02E+06 5.37E+05 5.24E+05 7.67E+05 1.08E+06 6.38E+05 8.22E+05 650.6249 3 36.71

LHP1 YDL051W SEKPQQEEQEKPQSR[14] Phospho100.0 -0.24 -1.00 -0.47 0.76 0.334 0.102 0.230 0.01 1.54E+06 5.66E+05 7.06E+05 8.14E+05 6.77E+05 8.88E+05 4.04E+05 4.11E+05 5.88E+05 8.33E+05 5.25E+05 6.76E+05 975.4337 2 36.02

ENT4 YLL038C SELTRQSLEK[7] Phospho 100.0 -0.21 -0.17 0.02 -0.03 0.091 0.209 0.442 0.43 1.69E+04 2.16E+04 1.93E+04 1.51E+04 1.79E+04 1.71E+04 1.96E+04 1.32E+04 1.85E+04 2.16E+04 1.71E+04 2.00E+04 635.8056 2 33.52

MTC1 YJL123C SENKNSEAEDVFEFLDSLPEAK[6] Phospho 99.4 -0.50 0.04 -0.37 -0.54 0.183 0.464 0.255 0.07 1.31E+05 2.04E+05 7.92E+04 7.80E+04 1.29E+05 8.69E+04 1.72E+05 1.45E+05 1.09E+05 8.36E+04 1.54E+05 8.22E+04 874.0498 3 16.37

BUG1 YDL099W SENNDQNDVDEESEEK[13] Phospho 100.0 -0.37 -0.69 -0.27 0.32 0.327 0.223 0.380 0.29 8.03E+04 1.67E+04 3.66E+04 5.02E+04 3.41E+04 1.90E+04 1.77E+04 4.06E+04 2.47E+04 6.33E+04 2.44E+04 2.33E+04 980.8505 2 61.25

YOR352W YOR352W SEPNTPLHAQPNEQLDLNNLNDLDEK[1] Phospho ,[5] Phospho 100.0, 100.0 -0.53 -0.18 -0.25 -0.34 0.092 0.218 0.114 0.19 1.04E+05 1.04E+05 7.65E+04 5.72E+04 9.61E+04 4.38E+04 7.57E+04 1.02E+05 7.22E+04 7.88E+04 8.93E+04 7.18E+04 1054.123 3 24.52

GLY1 YEL046C SESTEVDVDGNAIR[3] Phospho 99.2 -0.17 0.02 0.02 -0.20 0.142 0.394 0.434 0.11 3.57E+06 3.26E+06 3.83E+06 3.31E+06 2.61E+06 3.54E+06 3.54E+06 3.42E+06 3.88E+06 3.86E+06 3.41E+06 3.50E+06 786.3335 2 73.75

GLY1 YEL046C SESTEVDVDGNAIR[1] Phospho33.3 -0.09 0.25 0.00 -0.34 0.296 0.068 0.492 0.01 5.90E+04 6.64E+04 8.04E+04 6.56E+04 5.84E+04 6.94E+04 8.26E+04 7.57E+04 8.66E+04 7.57E+04 6.53E+04 6.51E+04 524.5578 3 26.56

ALR1 YOL130W SESTNETEIHEK[1] Phospho 49.8 -2.15 -0.12 -1.01 -2.03 0.130 0.452 0.226 0.03 3.32E+04 6.07E+03 6.63E+03 6.30E+03 1.76E+03 2.26E+03 7.39E+03 1.50E+04 1.98E+04 1.24E+04 6.16E+03 4.13E+03 742.3004 2 48.79

YRB2 YIL063C SETNGGNAARENSEVK[13] Phospho 100.0 -4.24 -4.32 -2.64 0.08 0.048 0.048 0.066 0.47 9.20E+03 2.21E+03 3.42E+03 7.20E+01 3.25E+02 3.61E+02 5.50E+02 9.57E+01 6.77E+01 1.63E+03 2.51E+02 4.74E+02 892.8763 2 40.49

GLK1 YCL040W SFDDLHK [1] Phospho 100.0 0.17 -0.06 0.08 0.23 0.227 0.371 0.316 0.15 1.94E+06 1.67E+06 2.30E+06 2.23E+06 1.80E+06 2.61E+06 1.80E+06 1.73E+06 2.14E+06 2.24E+06 1.87E+06 2.12E+06 492.1974 2 15.54

GIC2 YDR309C SFDDVLYSFNQLEPLQT[1] Phospho 100.0 -0.07 -0.20 -0.68 0.13 0.428 0.330 0.098 0.34 6.10E+04 6.53E+04 2.95E+04 4.69E+04 5.93E+04 4.24E+04 6.07E+04 4.48E+04 2.98E+04 3.21E+04 4.22E+04 2.26E+04 1048.462 2 27.62

TCB3 YML072C SFDRR [1] Phospho 100.0 1.20 0.69 0.84 0.51 0.120 0.059 0.143 0.26 1.97E+03 1.48E+03 1.24E+03 5.01E+03 6.72E+02 5.17E+03 3.22E+03 1.72E+03 2.66E+03 4.77E+03 1.83E+03 1.80E+03 380.661 2 16.28

STE13 YOR219C SFESLK [1] Phospho 92.7 -0.30 -0.06 -0.21 -0.24 0.189 0.407 0.244 0.11 4.75E+03 4.74E+03 7.48E+03 5.63E+03 3.69E+03 4.48E+03 5.35E+03 5.33E+03 5.61E+03 5.31E+03 5.29E+03 4.08E+03 395.6726 2 24.55

NUM1 YDR150W SFGNLR [1] Phospho 100.0 0.18 0.11 0.08 0.07 0.251 0.346 0.341 0.39 1.30E+04 1.14E+04 1.78E+04 1.66E+04 1.29E+04 1.81E+04 1.22E+04 1.51E+04 1.81E+04 1.48E+04 1.46E+04 1.52E+04 387.1708 2 23.42

SAC7 YDR389W SFGSTPVPPDVIASNK[1] Phospho 100.0 -0.46 -0.15 -0.03 -0.32 0.024 0.218 0.413 0.08 1.70E+05 2.01E+05 1.57E+05 1.25E+05 1.49E+05 1.11E+05 1.48E+05 1.88E+05 1.42E+05 1.72E+05 1.89E+05 1.56E+05 848.405 2 44.7

PDS1 YDR113C SFIFPETSNQSK[1] Phospho 100.0 0.25 -0.14 -1.17 0.40 0.290 0.383 0.054 0.14 6.38E+03 1.53E+04 8.81E+03 1.07E+04 1.58E+04 9.83E+03 9.27E+03 1.15E+04 6.87E+03 5.42E+03 4.83E+03 3.28E+03 732.8245 2 19.63

AVT3 YKL146W SFIIQK [1] Phospho 100.0 0.77 0.55 0.07 0.23 0.031 0.078 0.431 0.08 2.37E+03 5.01E+03 6.23E+03 7.79E+03 6.82E+03 8.70E+03 6.17E+03 6.37E+03 7.35E+03 5.80E+03 4.36E+03 4.14E+03 408.2067 2 25.04

BCK1 YJL095W SFISLR [1] Phospho 100.0 0.50 -0.05 0.17 0.55 0.254 0.480 0.420 0.02 1.29E+02 1.05E+03 2.93E+02 6.21E+02 8.20E+02 6.60E+02 4.56E+02 4.24E+02 5.45E+02 5.91E+02 6.77E+02 3.92E+02 401.6962 2 18.25

HHF1 YBR009C SFLESVIR [1] Phospho 100.0 -1.93 -1.30 -1.42 -0.63 0.017 0.027 0.033 0.06 1.13E+04 2.36E+04 1.48E+04 2.72E+03 6.73E+03 3.56E+03 6.90E+03 6.56E+03 6.70E+03 4.17E+03 9.97E+03 4.43E+03 515.7514 2 41.98

HRK1 YOR267C SFLNFIGR [1] Phospho 100.0 -1.23 -0.42 -0.44 -0.81 0.062 0.224 0.243 0.02 3.61E+04 7.91E+04 3.52E+04 1.58E+04 2.62E+04 2.23E+04 3.87E+04 4.38E+04 3.02E+04 3.12E+04 5.45E+04 2.55E+04 517.2473 2 38.03

MOB1 YIL106W SFLQNFHISPGQTIR[9] Phospho 100.0 0.28 1.48 0.83 -1.20 0.255 0.002 0.041 0.00 5.20E+04 9.40E+04 4.28E+04 6.82E+04 9.47E+04 6.54E+04 1.97E+05 1.72E+05 1.57E+05 1.02E+05 1.39E+05 9.35E+04 933.9498 2 65.81

MOB1 YIL106W SFLQNFHISPGQTIR[[9] Phospho 100.0 0.28 1.69 0.89 -1.41 0.236 0.003 0.037 0.00 2.26E+04 3.47E+04 1.66E+04 2.47E+04 3.79E+04 2.73E+04 9.65E+04 7.37E+04 6.84E+04 3.85E+04 5.96E+04 3.90E+04 622.969 3 27.67

YDR089W YDR089W SFNDLQHTLSLSK[1] Phospho 100.0 -0.30 0.05 -0.23 -0.35 0.193 0.422 0.259 0.08 5.56E+04 7.54E+04 4.36E+04 3.93E+04 5.95E+04 4.32E+04 6.78E+04 6.01E+04 5.31E+04 3.83E+04 6.40E+04 4.68E+04 785.3694 2 47.79

SFK1 YKL051W SFNQDYNTVDELPWYK[1] Phospho 100.0 0.14 0.14 -0.29 0.00 0.368 0.367 0.257 0.50 9.78E+04 1.45E+05 6.68E+04 1.18E+05 1.41E+05 8.12E+04 1.12E+05 1.42E+05 8.59E+04 7.88E+04 1.09E+05 6.62E+04 1049.944 2 89.09

SFK1 YKL051W SFNQDYNTVDELPWYK[1] Phospho 50.0 0.38 0.63 -0.28 -0.24 0.252 0.108 0.294 0.30 5.20E+03 1.03E+04 4.74E+03 7.41E+03 1.31E+04 5.94E+03 1.11E+04 1.31E+04 7.09E+03 3.84E+03 7.13E+03 5.72E+03 700.2987 3 18.87

HSP26 YBR072W SFNSPFFDFFDNINNEVDAFNR[1] Phospho98.5 0.37 -0.20 -0.82 0.57 0.278 0.381 0.174 0.14 6.61E+04 2.84E+04 2.24E+04 3.72E+04 7.33E+04 4.08E+04 2.64E+04 4.80E+04 2.77E+04 9.77E+03 3.75E+04 1.91E+04 926.7253 3 49.63

COX20 YDR231C SFQIAQLAK [1] Phospho 100.0 0.77 0.40 -0.16 0.37 0.070 0.123 0.352 0.14 1.04E+03 2.07E+03 1.14E+03 2.07E+03 3.31E+03 1.91E+03 1.82E+03 1.79E+03 2.01E+03 9.94E+02 1.45E+03 1.37E+03 543.274 2 21.99

BAP2 YBR068C SFSAGNNFQSSSSEK[1] Phospho99.3 0.06 -0.29 0.00 0.34 0.416 0.119 0.496 0.13 8.49E+03 1.02E+04 1.20E+04 1.01E+04 8.30E+03 1.35E+04 6.98E+03 9.99E+03 8.10E+03 1.03E+04 1.06E+04 9.80E+03 828.8314 2 42.46

YSP2 YDR326C SFSDGHFFK[3] Phospho 99.9 -1.51 -1.07 -1.96 -0.44 0.062 0.106 0.058 0.19 2.65E+03 6.35E+03 2.46E+03 1.37E+03 1.57E+03 1.06E+03 2.48E+03 2.03E+03 9.27E+02 2.15E+02 2.26E+03 4.60E+02 576.2321 2 17

KKQ8 YKL168C SFSESFK [3] Phospho 93.6 0.23 0.31 -0.44 -0.08 0.194 0.182 0.110 0.38 2.65E+03 4.63E+03 4.46E+03 4.52E+03 4.09E+03 5.19E+03 5.84E+03 5.11E+03 3.60E+03 2.50E+03 3.51E+03 2.63E+03 456.1811 2 22.81

TOD6 YBL054W SFSHSITTNTPNVK[3] Phospho 93.5 0.21 0.08 0.44 0.13 0.231 0.392 0.058 0.22 5.56E+04 1.04E+05 8.27E+04 9.50E+04 8.09E+04 1.04E+05 9.86E+04 7.87E+04 7.86E+04 1.05E+05 1.13E+05 1.10E+05 806.8723 2 47.21

TOD6 YBL054W SFSHSITTNTPNVK[5] Phospho 78.1 0.28 0.26 0.50 0.02 0.139 0.158 0.027 0.46 1.98E+04 3.39E+04 2.80E+04 3.35E+04 2.91E+04 3.67E+04 3.75E+04 3.08E+04 2.98E+04 3.91E+04 3.71E+04 3.89E+04 538.2509 3 24.53

YSP2 YDR326C SFSPSNLGNK[3] Phospho 99.8 -0.36 -0.42 -0.16 0.06 0.069 0.044 0.272 0.38 2.78E+04 3.21E+04 3.86E+04 2.94E+04 2.14E+04 2.60E+04 2.07E+04 2.66E+04 2.63E+04 3.75E+04 2.70E+04 2.36E+04 565.7484 2 24.01

YMR144W YMR144W SFSTIDGSIK [1] Phospho 99.5 -8.37 -3.11 -1.25 -5.26 0.003 0.005 0.021 0.00 1.16E+04 2.29E+04 1.65E+04 1.14E+02 1.09E+00 8.96E+00 2.10E+03 1.91E+03 1.85E+03 6.90E+03 8.01E+03 6.45E+03 567.7581 2 27.05

SKN7 YHR206W SFSTINSNVNK[1] Phospho 91.3 -4.75 -4.18 -1.88 -0.57 0.000 0.000 0.000 0.19 4.44E+04 4.76E+04 4.25E+04 2.07E+03 1.81E+03 1.09E+03 2.67E+03 3.64E+03 1.07E+03 1.57E+04 1.15E+04 9.29E+03 666.7958 2 23.42

HBT1 YDL223C SFSTTKPTEYNLPK[1] Phospho 100.0 2.09 1.25 0.61 0.84 0.000 0.002 0.001 0.00 3.50E+04 4.36E+04 3.77E+04 1.59E+05 1.59E+05 1.77E+05 1.09E+05 8.15E+04 8.54E+04 5.57E+04 6.22E+04 5.94E+04 846.8984 2 61.3

ABP1 YCR088W SFTPSKSPAPVSK[7] Phospho100.0 -0.17 0.76 0.01 -0.93 0.224 0.006 0.481 0.00 2.88E+04 3.77E+04 2.99E+04 2.85E+04 2.27E+04 3.43E+04 6.29E+04 4.96E+04 5.07E+04 2.86E+04 2.96E+04 3.88E+04 706.8447 2 23.3

MNR2 YKL064W SFVDENSPTDR[7] Phospho 100.0 0.03 0.01 -0.10 0.02 0.420 0.492 0.269 0.47 2.76E+04 2.58E+04 3.19E+04 2.57E+04 2.95E+04 3.17E+04 1.83E+04 3.15E+04 3.59E+04 2.26E+04 2.88E+04 2.85E+04 673.7668 2 24.35

SHE3 YBR130C SFYTASPLLSSGSIPK[1] Phospho84.9 0.51 1.23 0.79 -0.72 0.238 0.079 0.133 0.10 1.93E+03 2.15E+04 9.47E+03 1.62E+04 1.76E+04 1.28E+04 3.07E+04 3.33E+04 1.31E+04 2.01E+04 2.22E+04 1.44E+04 867.9226 2 33.87

TIF3 YPR163C SGGFGGSFGGR[7] Phospho 100.0 -0.57 -0.02 -0.33 -0.55 0.071 0.467 0.139 0.07 1.38E+04 1.52E+04 2.08E+04 1.05E+04 8.04E+03 1.50E+04 1.27E+04 1.78E+04 1.85E+04 1.65E+04 1.12E+04 1.17E+04 533.2111 2 32.52

BNI5 YNL166C SGGSTPLDSQTK[1] Phospho 100.0 0.49 1.20 0.76 -0.71 0.298 0.113 0.180 0.14 7.52E+02 9.63E+02 5.33E+03 2.81E+03 2.33E+03 4.78E+03 2.40E+03 6.30E+03 7.56E+03 4.99E+03 3.07E+03 3.93E+03 629.2716 2 22.19

SKO1 YNL167C SGLTPNESNIR[4] Phospho 98.8 -0.05 0.11 -0.09 -0.17 0.448 0.390 0.405 0.27 3.50E+03 8.46E+03 7.64E+03 5.96E+03 5.20E+03 7.72E+03 8.57E+03 5.44E+03 7.18E+03 5.44E+03 7.01E+03 5.92E+03 634.2881 2 25.71

IMH1 YLR309C SGSIGTLANANIDSSPANNSNPTK[1] Phospho79.6 0.00 -0.04 -0.20 0.04 0.495 0.425 0.191 0.43 4.71E+04 5.14E+04 4.14E+04 4.58E+04 5.18E+04 4.22E+04 3.64E+04 5.62E+04 4.34E+04 5.08E+04 3.89E+04 3.19E+04 804.0348 3 54.87

SRF1 YDL133W SGSLEALQNAK[3] Phospho99.7 0.30 0.37 0.02 -0.06 0.105 0.095 0.466 0.38 2.01E+04 2.91E+04 3.12E+04 3.10E+04 3.02E+04 3.81E+04 2.74E+04 3.86E+04 3.78E+04 3.22E+04 2.41E+04 2.53E+04 599.2797 2 62.77

RPC82 YPR190C SGSNAAASLPSK[3] Phospho 91.3 0.09 0.02 0.09 0.07 0.276 0.443 0.217 0.32 4.79E+04 4.04E+04 4.91E+04 5.56E+04 4.30E+04 4.76E+04 4.05E+04 4.86E+04 5.02E+04 5.21E+04 4.46E+04 4.99E+04 585.261 2 58.14

PBP1 YGR178C SGSNISQGQSSTGHTTR[3] Phospho 87.0 -1.08 -1.68 -3.68 0.60 0.204 0.137 0.077 0.29 7.31E+03 3.67E+03 3.94E+02 3.47E+03 7.40E+02 1.15E+03 2.87E+02 1.12E+03 2.13E+03 4.71E+02 8.66E+01 3.01E+02 892.8823 2 41.1

IES1 YFL013C SGSQEEASPSSIQSETETVTTK[1] Phospho49.9 0.99 -0.66 -1.04 1.65 0.009 0.109 0.014 0.01 1.24E+04 2.01E+04 1.58E+04 3.20E+04 3.78E+04 2.60E+04 4.24E+03 1.60E+04 1.03E+04 6.68E+03 1.00E+04 6.78E+03 1182.01 2 78.19

YDR186C YDR186C SGSSTDVLSSGIDSMAK[1] Phospho31.8 -1.27 -1.13 -0.63 -0.14 0.083 0.039 0.100 0.45 5.49E+03 6.87E+03 3.31E+03 4.04E+02 5.09E+03 1.00E+03 2.59E+03 3.34E+03 1.23E+03 3.26E+03 4.49E+03 2.39E+03 861.3704 2 70.52

SUB2 YDL084W SHEGEEDLLEYSDNEQEIQIDASK[12] Phospho 82.5 -0.18 0.03 -1.39 -0.20 0.401 0.484 0.114 0.24 1.39E+04 3.04E+04 6.52E+04 2.84E+04 4.00E+04 2.86E+04 3.11E+04 3.38E+04 4.67E+04 9.36E+03 2.35E+04 8.76E+03 967.4109 3 18.96

SUB2 YDL084W SHEGEEDLLEYSDNEQEIQIDASK[11] Phospho 50.0 0.25 0.52 -0.25 -0.27 0.244 0.105 0.206 0.26 1.09E+04 1.63E+04 1.47E+04 1.43E+04 2.28E+04 1.28E+04 2.13E+04 2.59E+04 1.30E+04 8.68E+03 1.14E+04 1.51E+04 725.8062 4 20.65

SUR7 YML052W SHERPDDVSV[1] Phospho ,[9] Phospho 100.0, 100.0 0.20 0.16 0.16 0.04 0.217 0.330 0.298 0.44 5.05E+05 2.80E+05 4.51E+05 5.09E+05 4.61E+05 4.49E+05 3.20E+05 5.89E+05 4.73E+05 5.43E+05 3.91E+05 4.42E+05 650.7339 2 22.9

SUR7 YML052W SHERPDDVSV[9] Phospho 100.0 0.06 -0.02 -0.20 0.08 0.225 0.425 0.024 0.22 1.20E+06 1.15E+06 1.29E+06 1.33E+06 1.18E+06 1.30E+06 1.19E+06 1.09E+06 1.32E+06 1.11E+06 9.87E+05 1.08E+06 610.7508 2 43.73

SKG6 YHR149C SHGSPIHNNQLSR[4] Phospho 100.0 0.19 -0.42 0.02 0.61 0.314 0.195 0.477 0.01 2.77E+03 7.35E+03 6.95E+03 6.10E+03 7.39E+03 5.98E+03 4.91E+03 4.13E+03 3.67E+03 5.00E+03 5.47E+03 6.89E+03 763.8446 2 26.58

SKG6 YHR149C SHGSPIHNNQLSR[4] Phospho 100.0 0.32 0.24 0.29 0.09 0.233 0.307 0.267 0.31 4.30E+03 1.34E+04 1.49E+04 1.37E+04 1.24E+04 1.46E+04 1.53E+04 1.18E+04 1.12E+04 1.52E+04 1.06E+04 1.41E+04 509.5666 3 24.64

PAR32 YDL173W SHQSLHATTSSPNNNAPIVVGR[1] Phospho ,[4] Phospho 99.9, 99.5 0.08 0.13 -0.05 -0.05 0.282 0.275 0.391 0.41 6.96E+04 6.98E+04 8.42E+04 8.72E+04 7.15E+04 7.75E+04 6.62E+04 9.79E+04 7.99E+04 8.32E+04 5.63E+04 7.57E+04 816.3668 3 26.02

PAR32 YDL173W SHQSLHATTSSPNNNAPIVVGR[10] Phospho 76.7 0.62 0.54 0.27 0.08 0.001 0.002 0.137 0.19 3.85E+04 4.18E+04 4.43E+04 6.66E+04 5.98E+04 6.46E+04 5.94E+04 5.62E+04 6.53E+04 5.10E+04 3.83E+04 6.08E+04 789.7121 3 30.4

PAR32 YDL173W SHQSLHATTSSPNNNAPIVVGR[1] Phospho, [4] Phospho99.9, 99.5 0.23 -0.20 -0.26 0.42 0.137 0.191 0.166 0.08 3.70E+04 3.21E+04 3.24E+04 4.38E+04 4.38E+04 3.11E+04 2.55E+04 3.77E+04 2.52E+04 2.34E+04 2.37E+04 3.78E+04 816.3686 3 17.1

PAR32 YDL173W SHQSLHATTSSPNNNAPIVVGR[1] Phospho, [4] Phospho, [9] Phospho99.3, 96.3, 46.6-0.44 -0.47 -0.66 0.03 0.004 0.058 0.006 0.46 5.37E+04 5.26E+04 5.98E+04 3.84E+04 4.49E+04 3.92E+04 2.75E+04 5.31E+04 3.94E+04 3.17E+04 3.02E+04 4.31E+04 843.023 3 18.08

SCD5 YOR329C SHSDTTLSYR[3] Phospho 97.9 -0.73 -0.56 -0.25 -0.18 0.041 0.036 0.305 0.27 7.30E+02 1.05E+03 7.24E+02 3.06E+02 6.25E+02 5.67E+02 5.54E+02 6.05E+02 5.39E+02 1.06E+03 7.30E+02 3.09E+02 623.7591 2 16.74

GTS1 YGL181W SHSFYK [3] Phospho 99.9 0.56 -0.61 -0.12 1.17 0.010 0.100 0.340 0.01 4.71E+03 3.39E+03 3.30E+03 5.29E+03 5.68E+03 5.85E+03 3.49E+03 2.88E+03 1.07E+03 4.40E+03 2.60E+03 3.48E+03 424.6705 2 26.02

UBP3 YER151C SHSIPK [3] Phospho100.0 1.59 1.01 0.46 0.57 0.028 0.007 0.144 0.14 1.28E+02 1.31E+02 1.24E+02 3.42E+02 2.66E+02 6.09E+02 3.24E+02 2.06E+02 2.78E+02 2.62E+02 1.64E+02 1.15E+02 374.6728 2 18.41



YDR239C YDR239C SHSIQAPLQK[3] Phospho 99.5 -0.08 -0.09 -0.19 0.01 0.115 0.176 0.098 0.45 1.69E+04 1.56E+04 1.51E+04 1.47E+04 1.48E+04 1.55E+04 1.38E+04 1.62E+04 1.48E+04 1.58E+04 1.19E+04 1.41E+04 594.7925 2 30.24

VNX1 YNL321W SHSVPDLNTATPSSPK[14] Phospho 100.0 0.34 0.36 0.09 -0.02 0.045 0.045 0.264 0.46 1.48E+05 1.98E+05 1.79E+05 2.18E+05 1.98E+05 2.51E+05 2.55E+05 1.97E+05 2.21E+05 1.74E+05 1.90E+05 1.94E+05 859.3936 2 78.3

SOK1 YDR006C SHSVPTILHSSLR[3] Phospho 100.0 -0.21 0.12 -0.50 -0.33 0.286 0.385 0.147 0.14 2.67E+04 5.06E+04 2.87E+04 3.30E+04 3.10E+04 2.74E+04 5.03E+04 3.37E+04 3.10E+04 1.78E+04 2.56E+04 3.14E+04 505.2559 3 36.5

SPC110 YDR356W SIDDTIDSTR[1] Phospho 100.0 -0.33 -0.85 -0.67 0.52 0.109 0.020 0.021 0.04 4.16E+04 2.89E+04 4.43E+04 2.86E+04 2.73E+04 3.54E+04 1.52E+04 2.40E+04 2.47E+04 2.57E+04 2.40E+04 2.23E+04 601.7511 2 53.78

ATG13 YPR185W SIDSISSSFIK[1] Phospho 100.0 -0.56 -0.03 -0.59 -0.53 0.185 0.469 0.141 0.15 3.10E+03 6.01E+03 3.20E+03 2.34E+03 4.51E+03 1.49E+03 4.79E+03 4.15E+03 3.11E+03 1.65E+03 3.58E+03 2.95E+03 632.2979 2 29.54

RAD53 YPL153C SIEAETR [1] Phospho 100.0 -3.81 -4.89 -3.92 1.07 0.037 0.033 0.036 0.06 6.34E+03 1.40E+03 3.39E+03 3.94E+02 2.00E+02 1.74E+02 1.20E+02 1.31E+02 9.47E+01 2.08E+02 2.18E+02 2.80E+02 443.1892 2 15.12

SYT1 YPR095C SIEDEGYHNK[1] Phospho 100.0 0.81 0.84 0.83 -0.03 0.154 0.132 0.138 0.44 0.00E+00 2.14E+03 5.04E+03 5.08E+03 4.32E+03 3.22E+03 4.49E+03 3.96E+03 4.45E+03 4.89E+03 4.05E+03 3.87E+03 636.2509 2 28.28

MDG1 YNL173C SIFSQEVVELPDSEDETQQVNK[13] Phospho 100.0 -0.28 -0.08 -0.39 -0.20 0.208 0.403 0.113 0.27 4.93E+05 5.26E+05 3.16E+05 2.98E+05 4.77E+05 3.26E+05 3.77E+05 5.38E+05 3.51E+05 3.10E+05 4.07E+05 3.02E+05 867.7264 3 30.67

SSK22 YCR073C SIGCDLVPK [1] Phospho 100.0 -0.74 -0.71 -0.08 -0.04 0.047 0.056 0.384 0.47 1.04E+06 6.60E+05 8.38E+05 7.24E+05 4.21E+05 3.68E+05 7.53E+05 3.65E+05 4.35E+05 5.85E+05 9.04E+05 9.02E+05 534.743 2 15.39

CAB3 YKL088W SIHDESNFER[1] Phospho 100.0 -0.14 -0.14 -0.05 0.00 0.135 0.153 0.280 0.49 2.94E+05 2.48E+05 2.87E+05 2.41E+05 2.35E+05 2.78E+05 2.59E+05 2.19E+05 2.74E+05 2.73E+05 2.61E+05 2.68E+05 657.2614 2 35.6

DAM1 YGR113W SILHTIR [1] Phospho 100.0 -0.04 0.30 -0.20 -0.34 0.458 0.249 0.332 0.15 1.57E+04 3.52E+04 2.22E+04 2.06E+04 2.58E+04 2.47E+04 3.99E+04 2.22E+04 2.82E+04 1.46E+04 2.63E+04 2.28E+04 460.2417 2 29.05

STU2 YLR045C SILSNDEGEYQIDK[1] Phospho 100.0 0.38 0.55 0.47 -0.18 0.185 0.016 0.071 0.28 4.41E+03 6.74E+03 4.87E+03 9.74E+03 5.25E+03 5.82E+03 7.40E+03 8.39E+03 7.72E+03 9.15E+03 6.23E+03 6.89E+03 845.8649 2 55

ACF4 YJR083C SINDFFSK [1] Phospho 100.0 -0.01 0.05 -0.21 -0.06 0.491 0.448 0.307 0.43 1.70E+04 3.66E+04 2.40E+04 1.73E+04 3.55E+04 2.42E+04 2.21E+04 3.21E+04 2.61E+04 2.08E+04 2.83E+04 1.78E+04 519.2209 2 37.75

DCP2 YNL118C SINETVGLSSTTNTVK[1] Phospho 100.0 -0.48 -0.47 -0.33 -0.01 0.009 0.006 0.034 0.48 2.03E+04 2.31E+04 2.28E+04 1.45E+04 1.45E+04 1.84E+04 1.37E+04 1.74E+04 1.66E+04 1.43E+04 1.90E+04 1.93E+04 865.9184 2 51.89

YLR257W YLR257W SINSESFSSPSLR[1] Phospho 100.0 -0.06 0.08 -0.14 -0.13 0.347 0.316 0.214 0.18 2.03E+05 2.57E+05 2.13E+05 1.98E+05 2.35E+05 2.14E+05 2.09E+05 2.68E+05 2.32E+05 1.96E+05 2.34E+05 1.82E+05 745.8294 2 84.07

BUD3 YCL014W SINVTTSNNK[1] Phospho 100.0 -0.77 0.97 0.59 -1.74 0.186 0.110 0.240 0.03 1.66E+04 2.08E+03 1.65E+04 7.27E+03 6.90E+03 6.49E+03 1.09E+04 2.84E+04 2.98E+04 2.86E+04 1.53E+04 8.93E+03 579.2637 2 36.18

AIM21 YIR003W SIPEEQREQSPNK[10] Phospho 100.0 0.29 0.15 0.03 0.14 0.165 0.348 0.474 0.31 1.31E+05 6.85E+04 9.95E+04 1.29E+05 1.04E+05 1.34E+05 8.24E+04 1.02E+05 1.48E+05 1.33E+05 6.75E+04 1.04E+05 811.3648 2 45.24

YDR089W YDR089W SIPLLSNKK [1] Phospho 100.0 0.03 0.03 -0.31 0.00 0.437 0.425 0.128 0.48 1.89E+04 2.78E+04 2.64E+04 2.33E+04 2.39E+04 2.74E+04 2.61E+04 2.33E+04 2.54E+04 1.52E+04 2.21E+04 2.17E+04 540.297 2 17.3

GCN2 YDR283C SIQNVPR [1] Phospho 100.0 0.18 -0.08 0.04 0.26 0.214 0.392 0.451 0.16 1.29E+04 9.35E+03 1.43E+04 1.59E+04 1.23E+04 1.32E+04 8.15E+03 1.24E+04 1.39E+04 1.60E+04 1.20E+04 9.48E+03 447.2155 2 18.63

RDH54 YBR073W SISAGPTLNLAK[3] Phospho 99.9 0.40 -1.63 -0.15 2.03 0.082 0.013 0.359 0.00 5.78E+03 7.34E+03 4.50E+03 7.79E+03 9.06E+03 6.45E+03 3.42E+03 1.49E+03 7.58E+02 4.50E+03 7.76E+03 3.60E+03 626.3214 2 40.07

HBT1 YDL223C SISGGTFGFR[1] Phospho 100.0 2.46 1.82 1.02 0.63 0.002 0.000 0.023 0.02 1.98E+04 2.75E+04 1.28E+04 8.65E+04 1.34E+05 1.09E+05 7.53E+04 7.03E+04 6.69E+04 3.38E+04 5.21E+04 3.56E+04 554.7451 2 59.38

NIC96 YFR002W SISSLDPK [1] Phospho 99.5 0.47 0.62 0.37 -0.15 0.010 0.004 0.068 0.01 7.45E+03 5.79E+03 8.34E+03 9.84E+03 1.01E+04 9.97E+03 1.12E+04 1.16E+04 1.05E+04 1.03E+04 1.00E+04 7.60E+03 463.7153 2 22.35

MSN4 YKL062W SISSSLNR [1] Phospho 99.4 -0.20 -0.15 -0.12 -0.05 0.254 0.336 0.373 0.43 2.02E+04 1.09E+04 1.85E+04 1.56E+04 1.34E+04 1.42E+04 1.04E+04 1.66E+04 1.77E+04 2.03E+04 1.21E+04 1.32E+04 472.2158 2 18.74

MSN4 YKL062W SITTIDPNNYDK[1] Phospho 100.0 -0.30 0.20 -0.31 -0.50 0.018 0.112 0.041 0.01 8.52E+04 9.54E+04 1.03E+05 8.08E+04 7.74E+04 7.15E+04 9.72E+04 1.24E+05 1.04E+05 7.21E+04 8.80E+04 6.85E+04 730.8196 2 41.26

SKG6 YHR149C SIYQVYLDR [1] Phospho 100.0 -0.88 -0.39 -1.18 -0.49 0.173 0.309 0.125 0.15 3.77E+03 1.45E+04 5.75E+03 3.50E+03 6.26E+03 3.27E+03 6.08E+03 8.13E+03 4.12E+03 2.54E+03 4.54E+03 3.46E+03 618.7869 2 34.52

RIF1 YBR275C SKVDDLRSDEDEHGTVAQEK[8] Phospho 100.0 -0.01 -0.21 -0.29 0.21 0.492 0.293 0.215 0.25 1.29E+04 2.17E+04 1.35E+04 1.90E+04 1.46E+04 1.43E+04 1.86E+04 1.14E+04 1.14E+04 9.93E+03 1.29E+04 1.63E+04 780.0113 3 37.98

RRP5 YMR229C SKVEDAEYESSDDEDEK[8] Phospho ,[11] Phospho 66.7, 66.7 -0.18 -0.31 -0.30 0.13 0.303 0.304 0.208 0.40 5.69E+05 2.78E+05 4.27E+05 4.02E+05 3.99E+05 3.26E+05 1.23E+05 5.33E+05 3.75E+05 3.89E+05 2.99E+05 3.46E+05 1067.867 2 44.95

RRP5 YMR229C SKVEDAEYESSDDEDEKLDK[10] Phospho ,[11] Phospho 100.0, 100.0 -0.75 -0.78 -0.38 0.03 0.034 0.076 0.147 0.48 2.45E+05 1.45E+05 1.67E+05 1.10E+05 1.12E+05 1.08E+05 6.07E+04 1.67E+05 9.63E+04 1.54E+05 1.06E+05 1.67E+05 830.9825 3 69.13

DEP1 YAL013W SLANLPELK [1] Phospho 100.0 2.44 4.26 3.30 -1.82 0.027 0.000 0.006 0.00 0.00E+00 2.42E+02 1.26E+02 5.87E+02 1.13E+03 4.41E+02 2.85E+03 2.51E+03 2.33E+03 8.25E+02 1.70E+03 1.41E+03 532.7732 2 36.52

TPK1 YJL164C SLDDRQGEESQK[1] Phospho 100.0 1.16 -0.18 0.31 1.34 0.022 0.374 0.323 0.01 5.60E+03 2.35E+03 2.87E+03 8.95E+03 5.77E+03 9.57E+03 4.50E+03 2.10E+03 2.94E+03 7.31E+03 2.95E+03 3.15E+03 736.3062 2 26.28

YRA1 YDR381W SLDEIIGSNK[1] Phospho 100.0 1.59 2.75 2.42 -1.16 0.000 0.001 0.002 0.00 8.63E+03 9.66E+03 8.20E+03 2.53E+04 2.93E+04 2.50E+04 4.94E+04 7.04E+04 5.85E+04 4.84E+04 5.75E+04 3.58E+04 578.2692 2 53.66

TOF1 YNL273W SLEASAADESDEDEEAIR[10] Phospho 100.0 -0.22 0.01 -0.47 -0.22 0.015 0.482 0.002 0.16 2.96E+04 3.00E+04 3.27E+04 2.80E+04 2.51E+04 2.64E+04 3.78E+04 3.05E+04 2.47E+04 2.38E+04 2.02E+04 2.25E+04 1008.9 2 61.84

YKR023W YKR023W SLENLHLQSK[1] Phospho 100.0 0.14 0.44 0.42 -0.31 0.271 0.034 0.070 0.01 1.22E+04 1.70E+04 2.03E+04 1.62E+04 1.92E+04 1.91E+04 2.29E+04 2.12E+04 2.33E+04 1.84E+04 2.30E+04 2.48E+04 624.8033 2 32.93

BOI1 YBL085W SLEPSSESVR[1] Phospho 100.0 -0.32 -0.10 -0.02 -0.21 0.073 0.335 0.453 0.15 9.19E+04 7.66E+04 1.10E+05 7.52E+04 6.93E+04 7.94E+04 7.51E+04 7.92E+04 1.06E+05 1.03E+05 7.72E+04 9.36E+04 585.7562 2 32.22

PTK2 YJR059W SLGSPSVSSSK[4] Phospho 99.6 0.81 1.08 0.84 -0.27 0.017 0.003 0.022 0.08 1.39E+04 8.42E+03 1.57E+04 2.47E+04 1.81E+04 2.39E+04 2.37E+04 2.78E+04 2.88E+04 2.76E+04 1.84E+04 2.22E+04 558.2524 2 33.07

CDC3 YLR314C SLKEEQVSIKQDPEQEER[1] Phospho ,[8] Phospho 100.0, 100.0 -0.39 -0.40 -0.32 0.01 0.017 0.035 0.040 0.46 2.11E+05 1.67E+05 2.11E+05 1.55E+05 1.50E+05 1.44E+05 1.22E+05 1.58E+05 1.64E+05 1.55E+05 1.43E+05 1.73E+05 1187.514 2 20.63

RPL24B YGR148C SLKPEVR [1] Phospho 100.0 -0.77 -0.27 -1.68 -0.49 0.162 0.374 0.052 0.31 3.02E+04 2.25E+04 8.25E+03 1.92E+04 6.62E+03 1.00E+04 6.61E+03 1.12E+04 3.25E+04 6.36E+03 3.32E+03 9.38E+03 454.7338 2 20.84

LTE1 YAL024C SLLIER [1] Phospho 100.0 -0.38 0.22 -0.26 -0.60 0.129 0.220 0.205 0.02 4.02E+03 5.75E+03 7.00E+03 3.94E+03 3.77E+03 5.21E+03 6.88E+03 5.25E+03 7.40E+03 3.67E+03 5.26E+03 5.09E+03 405.7096 2 24.49

KEL3 YPL263C SLNGEEDDESDQDLDEILSSFSK[10] Phospho 100.0 -0.32 0.20 0.03 -0.51 0.245 0.329 0.476 0.11 1.70E+05 2.41E+05 1.03E+05 1.28E+05 1.76E+05 1.10E+05 1.86E+05 2.61E+05 1.42E+05 1.39E+05 2.42E+05 1.43E+05 884.6971 3 31.21

HSL1 YKL101W SLNLNDLLVFDDPLPSK[1] Phospho 100.0 -1.67 -1.09 -1.27 -0.58 0.007 0.023 0.018 0.10 4.08E+04 5.51E+04 3.18E+04 1.15E+04 1.63E+04 1.22E+04 2.54E+04 2.23E+04 1.21E+04 1.57E+04 2.58E+04 1.15E+04 990.4918 2 92.89

NVJ1 YHR195W SLNQPSSLLHIQVSPTK[14] Phospho 90.2 -0.75 0.70 0.09 -1.46 0.155 0.084 0.435 0.00 7.73E+03 2.39E+04 1.17E+04 5.90E+03 9.32E+03 1.05E+04 2.81E+04 2.13E+04 2.11E+04 1.09E+04 1.64E+04 1.89E+04 964.9969 2 23.32

POL12 YBL035C SLNSSPLFGLSIPK[4] Phospho ,[5] Phospho 99.2, 99.9 2.04 4.83 3.58 -2.79 0.024 0.036 0.002 0.05 3.38E+02 1.99E+03 4.01E+02 3.99E+03 5.13E+03 2.18E+03 1.39E+04 4.67E+04 1.78E+04 1.29E+04 1.20E+04 8.07E+03 810.3791 2 30.53

BNI1 YNL271C SLPENSTASAASAFDK[1] Phospho 100.0 -0.53 -0.51 -0.43 -0.02 0.016 0.010 0.051 0.46 1.17E+04 1.38E+04 1.25E+04 9.21E+03 1.03E+04 6.74E+03 9.68E+03 9.71E+03 7.28E+03 9.09E+03 1.20E+04 7.14E+03 838.3649 2 95.28

PIG2 YIL045W SLPITPK [1] Phospho 100.0 -0.85 0.14 0.07 -0.99 0.010 0.139 0.310 0.00 7.08E+03 7.93E+03 6.05E+03 2.66E+03 4.27E+03 4.76E+03 7.77E+03 7.35E+03 8.16E+03 7.16E+03 6.87E+03 8.08E+03 418.2199 2 15.65

GIS4 YML006C SLPLPTLLK [1] Phospho 100.0 -0.53 -0.35 -1.01 -0.18 0.248 0.246 0.089 0.40 6.95E+03 1.08E+04 4.35E+03 3.28E+03 9.83E+03 2.20E+03 7.35E+03 5.96E+03 4.04E+03 1.49E+03 5.91E+03 3.56E+03 531.3044 2 15.29

PPZ1 YML016C SLPSSSTTNTNSNVPDPSTPSKPNLEVNHQR[1] Phospho 89.7 -0.29 -0.58 -0.14 0.29 0.081 0.010 0.241 0.04 1.28E+05 1.01E+05 1.35E+05 1.03E+05 8.43E+04 1.10E+05 7.69E+04 8.50E+04 8.06E+04 1.13E+05 9.10E+04 1.26E+05 1129.194 3 66.67

PPZ1 YML016C SLPSSSTTNTNSNVPDPSTPSKPNLEVNHQR[19] Phospho 49.0 0.85 1.69 1.37 -0.84 0.001 0.002 0.003 0.01 1.36E+04 1.18E+04 9.84E+03 2.22E+04 1.94E+04 2.18E+04 3.71E+04 4.61E+04 3.05E+04 2.76E+04 2.63E+04 3.72E+04 1129.195 3 21.25

MAK21 YDR060W SLPVFASADDYAQYLDQDSD[19] Phospho 100.0 -0.42 -0.26 -0.86 -0.16 0.269 0.371 0.127 0.42 1.09E+06 1.45E+06 3.59E+05 7.05E+05 1.02E+06 4.43E+05 5.17E+05 1.45E+06 4.54E+05 5.52E+05 6.06E+05 4.40E+05 1150.469 2 65.97

MAK21 YDR060W SLPVFASADDYAQYLDQDSD[19] Phospho 100.0 -0.53 -0.13 -1.06 -0.40 0.251 0.441 0.117 0.31 1.50E+05 2.24E+05 4.54E+04 8.21E+04 1.48E+05 6.14E+04 7.93E+04 2.33E+05 7.13E+04 5.63E+04 7.26E+04 7.18E+04 767.3154 3 34.23

TPO2 YGR138C SLQDLGVTSAAPVPDINAPQTAK[1] Phospho 100.0 0.81 0.08 -0.34 0.73 0.075 0.427 0.208 0.09 3.57E+04 2.56E+04 1.82E+04 4.77E+04 6.32E+04 2.86E+04 3.81E+04 2.53E+04 2.04E+04 1.54E+04 2.72E+04 2.03E+04 791.7288 3 58.36

GGA1 YDR358W SLQPFDDLLGDFNK[1] Phospho 100.0 -0.13 0.59 0.35 -0.72 0.365 0.074 0.232 0.03 4.71E+04 7.67E+04 3.97E+04 4.79E+04 6.16E+04 3.95E+04 7.71E+04 1.02E+05 6.69E+04 6.60E+04 9.66E+04 4.60E+04 844.8839 2 45.4

GLN3 YER040W SLQQNSLSR[1] Phospho 100.0 -0.06 -0.36 -0.11 0.30 0.418 0.168 0.349 0.14 6.95E+04 3.87E+04 5.86E+04 6.28E+04 4.97E+04 4.75E+04 3.09E+04 4.61E+04 5.31E+04 5.79E+04 4.80E+04 4.89E+04 556.7587 2 40.22

YDR239C YDR239C SLQQVSK [1] Phospho 100.0 0.50 -0.40 -0.01 0.89 0.197 0.299 0.496 0.04 2.56E+03 5.69E+02 1.45E+03 2.49E+03 1.50E+03 2.48E+03 6.42E+02 1.20E+03 1.63E+03 2.91E+03 9.93E+02 6.48E+02 435.2097 2 28.13

HAL5 YJL165C SLSESIK [1] Phospho 99.9 0.15 -0.09 -0.06 0.24 0.300 0.400 0.442 0.15 4.47E+03 3.17E+03 6.15E+03 5.53E+03 4.83E+03 4.94E+03 3.12E+03 4.50E+03 5.29E+03 6.34E+03 3.26E+03 3.58E+03 422.1964 2 17

HAL5 YJL165C SLSESIK [3] Phospho 100.0 0.51 0.33 0.17 0.18 0.029 0.067 0.270 0.11 1.29E+04 9.61E+03 1.50E+04 2.03E+04 1.73E+04 1.60E+04 1.64E+04 1.65E+04 1.44E+04 1.78E+04 1.25E+04 1.21E+04 422.1966 2 24.65

GIS4 YML006C SLSGIDNPTHATNK[3] Phospho 90.8 -0.06 0.26 -0.09 -0.33 0.334 0.077 0.321 0.05 2.49E+04 3.10E+04 2.97E+04 2.60E+04 2.49E+04 3.10E+04 3.77E+04 2.90E+04 3.60E+04 2.27E+04 2.50E+04 3.25E+04 767.8486 2 55.04

PIN4 YBL051C SLSGLDLQNQNK[3] Phospho 100.0 -0.61 -0.25 -0.36 -0.36 0.001 0.190 0.051 0.15 6.39E+04 7.23E+04 6.91E+04 4.52E+04 4.21E+04 4.74E+04 4.14E+04 7.79E+04 5.33E+04 5.12E+04 6.58E+04 4.26E+04 698.8276 2 61.26

ROX1 YPR065W SLSGLPLTHDK[3] Phospho 100.0 -3.17 -1.93 -1.31 -1.24 0.010 0.018 0.034 0.01 8.76E+03 2.13E+04 1.72E+04 1.87E+03 1.00E+03 2.35E+03 4.50E+03 4.60E+03 3.27E+03 5.68E+03 8.13E+03 5.22E+03 624.3055 2 34.05

PIN4 YBL051C SLSHSGLDDGLEQGLNR[1] Phospho 49.6 -0.33 -0.58 -0.16 0.25 0.085 0.016 0.324 0.10 1.57E+04 2.04E+04 1.51E+04 1.61E+04 1.22E+04 1.24E+04 1.19E+04 1.20E+04 1.01E+04 1.08E+04 2.18E+04 1.32E+04 939.4243 2 45.76

BNR1 YIL159W SLSLHAR [3] Phospho 100.0 0.55 0.18 0.12 0.37 0.200 0.394 0.432 0.09 3.10E+02 3.35E+03 4.72E+03 3.74E+03 3.47E+03 5.13E+03 3.43E+03 2.66E+03 3.44E+03 2.67E+03 3.15E+03 3.28E+03 432.2102 2 29.04

YDR186C YDR186C SLSLMDPALQK[3] Phospho 99.9 -0.22 -0.12 0.10 -0.10 0.420 0.455 0.455 0.46 5.35E+02 4.81E+03 2.16E+03 2.34E+03 3.85E+03 2.56E+02 3.97E+03 2.60E+03 3.34E+02 1.74E+03 4.26E+03 2.03E+03 641.81 2 39.96

NUP159 YIL115C SLSPTSEK [3] Phospho99.9 0.75 0.05 0.31 0.70 0.073 0.460 0.327 0.01 2.58E+04 7.64E+03 1.43E+04 3.15E+04 2.21E+04 2.65E+04 1.65E+04 1.62E+04 1.68E+04 3.14E+04 1.59E+04 1.20E+04 464.7048 2 22.52

HMG1 YML075C SLSSAQSSSSGPSSSSEEDDSRDIESLDK[14] Phospho 82.3 -0.68 -0.07 -0.18 -0.61 0.005 0.393 0.136 0.05 1.08E+05 8.93E+04 8.46E+04 5.42E+04 6.06E+04 6.16E+04 7.46E+04 1.18E+05 7.56E+04 9.13E+04 7.59E+04 8.24E+04 1018.757 3 47.96

HMG1 YML075C SLSSAQSSSSGPSSSSEEDDSRDIESLDK[13] Phospho, [14] Phospho58.8, 58.8 -1.33 -0.63 -0.65 -0.70 0.021 0.108 0.036 0.20 1.73E+05 1.41E+05 1.12E+05 1.43E+04 9.47E+04 5.97E+04 5.48E+04 1.49E+05 7.10E+04 1.13E+05 8.00E+04 7.84E+04 1045.413 3 35.69

VHS2 YIL135C SLSSQSFDNETSPAHPR[1] Phospho 99.4 -0.37 -0.67 -0.43 0.30 0.023 0.003 0.023 0.03 4.71E+04 5.56E+04 4.54E+04 3.87E+04 4.21E+04 3.41E+04 3.38E+04 2.78E+04 3.14E+04 3.04E+04 3.92E+04 4.05E+04 970.4138 2 74.47

VHS2 YIL135C SLSSQSFDNETSPAHPR[3] Phospho ,[6] Phospho 49.6, 88.2 -0.33 -0.86 -0.79 0.53 0.110 0.032 0.023 0.06 3.52E+04 2.26E+04 2.63E+04 2.37E+04 2.00E+04 2.33E+04 9.83E+03 2.09E+04 1.57E+04 1.77E+04 1.25E+04 1.83E+04 1010.396 2 27.05

ALY2 YJL084C SLSTPQREESK[4] Phospho 91.1 0.75 0.71 1.16 0.04 0.037 0.301 0.005 0.49 3.54E+03 2.52E+03 2.16E+03 4.67E+03 3.45E+03 5.72E+03 1.06E+04 2.50E+03 4.28E+02 7.23E+03 5.12E+03 6.01E+03 671.3055 2 16.57

MIG1 YGL035C SLTDFQGLNNANPNNNGSLR[1] Phospho 92.5 -1.11 -0.98 -0.37 -0.13 0.001 0.003 0.030 0.18 9.12E+04 7.88E+04 6.90E+04 3.51E+04 3.93E+04 3.66E+04 3.42E+04 4.49E+04 4.23E+04 5.76E+04 6.16E+04 6.60E+04 1113.501 2 69.76

MIG1 YGL035C SLTDFQGLNNANPNNNGSLR[3] Phospho 91.4 -1.02 -0.98 -0.44 -0.05 0.001 0.006 0.012 0.43 2.75E+04 2.53E+04 2.17E+04 1.10E+04 1.31E+04 1.26E+04 8.52E+03 1.60E+04 1.34E+04 1.69E+04 1.86E+04 1.94E+04 742.6694 3 50.57

PKH1 YDR490C SLTEADHALLSK[1] Phospho 100.0 0.17 0.13 -0.27 0.03 0.267 0.335 0.244 0.45 2.10E+04 3.31E+04 3.55E+04 3.13E+04 2.99E+04 3.93E+04 3.91E+04 2.40E+04 3.53E+04 1.50E+04 2.83E+04 3.10E+04 682.8272 2 57.1

LTE1 YAL024C SLTTAYYNK [1] Phospho 99.5 -0.43 0.35 0.01 -0.78 0.042 0.185 0.490 0.06 5.10E+03 7.15E+03 5.97E+03 4.79E+03 3.84E+03 4.89E+03 7.70E+03 1.05E+04 5.09E+03 7.48E+03 6.66E+03 4.17E+03 570.7526 2 26.4



MNR2 YKL064W SLVSDLSPSELESWLK[7] Phospho 100.0 -0.18 0.31 -0.29 -0.49 0.400 0.324 0.346 0.13 1.00E+04 3.07E+04 9.53E+03 1.39E+04 1.81E+04 1.25E+04 2.82E+04 2.08E+04 1.34E+04 1.29E+04 1.67E+04 1.15E+04 935.4488 2 34.25

AGP1 YCL025C SLYELK [1] Phospho 99.5 -1.01 -0.64 -1.21 -0.37 0.025 0.062 0.019 0.06 4.08E+03 7.29E+03 7.45E+03 2.95E+03 2.74E+03 3.66E+03 4.49E+03 4.31E+03 3.27E+03 2.73E+03 3.41E+03 2.00E+03 416.6961 2 21.22

REG1 YDR028C SMGLLDEYIDPTK[1] Phospho 100.0 -0.68 0.42 0.49 -1.10 0.166 0.176 0.230 0.07 1.46E+04 2.31E+04 1.36E+04 6.76E+03 2.06E+04 4.62E+03 2.88E+04 2.57E+04 1.40E+04 1.53E+04 3.96E+04 1.70E+04 781.3486 2 69.06

MYO5 YMR109W SMSLLGYR [3] Phospho 100.0 -0.77 -0.03 -0.11 -0.74 0.160 0.482 0.427 0.13 2.23E+04 5.69E+04 2.51E+04 2.06E+04 3.09E+04 9.87E+03 3.79E+04 4.70E+04 1.74E+04 2.16E+04 4.53E+04 2.97E+04 503.7252 2 41.94

RCN2 YOR220W SNAASCTENDVNATASNPPKSPSITVNEFFH[21] Phospho 97.6 -0.18 -0.14 -0.20 -0.03 0.310 0.320 0.293 0.45 8.17E+04 1.21E+05 6.82E+04 8.55E+04 9.59E+04 5.85E+04 9.33E+04 7.37E+04 7.84E+04 6.56E+04 1.02E+05 6.90E+04 1129.493 3 40.54

BUD22 YMR014W SNAIGAQTQSNKETTSDNEDLLIK[16] Phospho 88.6 -0.38 -0.32 -0.06 -0.06 0.012 0.017 0.234 0.36 8.87E+04 8.98E+04 9.17E+04 6.62E+04 6.12E+04 8.04E+04 6.56E+04 8.34E+04 6.80E+04 8.87E+04 7.73E+04 9.28E+04 886.4144 3 28.53

SLA1 YBL007C SNANASWKDDELQNDVVGSAAGK[1] Phospho 100.0 -0.33 -0.30 -0.28 -0.03 0.087 0.087 0.096 0.45 5.07E+04 5.99E+04 4.71E+04 4.75E+04 4.67E+04 3.11E+04 3.40E+04 4.95E+04 4.47E+04 3.43E+04 4.85E+04 4.71E+04 819.3622 3 49.81

SLA1 YBL007C SNANASWKDDELQNDVVGSAAGKR[1] Phospho 97.6 -0.59 -0.52 -0.63 -0.07 0.018 0.017 0.005 0.39 1.72E+04 2.14E+04 1.87E+04 1.48E+04 1.39E+04 9.37E+03 1.12E+04 1.59E+04 1.28E+04 1.07E+04 1.33E+04 1.29E+04 871.3976 3 47.98

SEC18 YBR080C SNAVIRPDFK[1] Phospho 100.0 -0.17 -0.13 -0.32 -0.04 0.179 0.284 0.062 0.41 1.24E+04 1.51E+04 1.74E+04 1.27E+04 1.28E+04 1.45E+04 1.35E+04 1.13E+04 1.63E+04 1.20E+04 1.10E+04 1.29E+04 613.8001 2 17.09

VTC2 YFL004W SNFNTASEPLASASK[12] Phospho 93.6 -0.56 -0.03 -0.16 -0.53 0.005 0.370 0.134 0.00 1.51E+05 1.75E+05 1.67E+05 1.06E+05 9.88E+04 1.29E+05 1.52E+05 1.69E+05 1.62E+05 1.68E+05 1.32E+05 1.42E+05 802.3543 2 48.29

VTC2 YFL004W SNFNTASEPLASASK[7] Phospho100.0 -0.09 0.29 0.24 -0.37 0.328 0.151 0.106 0.08 4.80E+04 6.70E+04 6.78E+04 6.15E+04 5.03E+04 6.05E+04 8.97E+04 7.53E+04 5.79E+04 7.86E+04 6.63E+04 7.10E+04 802.3527 2 43.62

CYC8 YBR112C SNGAPTNASPAPPPVILQPTLQPNDQGNPLNTR[1] Phospho 33.3 0.10 0.00 -0.05 0.10 0.377 0.495 0.408 0.38 2.13E+04 1.53E+04 2.21E+04 1.59E+04 2.74E+04 1.95E+04 1.58E+04 2.38E+04 1.89E+04 2.25E+04 1.74E+04 1.68E+04 1152.906 3 16.12

MTC1 YJL123C SNLSLTDK [4] Phospho 50.0 0.86 0.56 0.36 0.30 0.016 0.113 0.192 0.15 3.25E+03 1.50E+03 3.24E+03 5.46E+03 4.26E+03 4.82E+03 2.85E+03 3.78E+03 5.20E+03 4.44E+03 2.83E+03 2.99E+03 479.2183 2 15.57

MKT1 YNL085W SNLSSPSSASSSASPATTVTK[1] Phospho, [5] Phospho100.0, 97.5 -0.17 0.09 0.12 -0.26 0.153 0.393 0.322 0.23 5.18E+05 4.08E+05 5.35E+05 4.76E+05 3.99E+05 4.26E+05 3.92E+05 7.20E+05 4.44E+05 6.81E+05 4.63E+05 4.45E+05 1063.949 2 81.36

MKT1 YNL085W SNLSSPSSASSSASPATTVTK[1] Phospho, [5] Phospho97.0, 45.7 -0.13 0.12 0.09 -0.25 0.276 0.389 0.388 0.28 6.14E+04 4.27E+04 5.93E+04 5.79E+04 4.72E+04 4.42E+04 4.17E+04 8.80E+04 4.79E+04 7.75E+04 4.51E+04 5.14E+04 709.6349 3 16.69

URB2 YJR041C SNLSYSVVSK[6] Phospho 96.0 0.02 -1.50 -0.61 1.52 0.482 0.072 0.198 0.00 1.13E+05 3.35E+04 5.96E+04 7.00E+04 5.86E+04 8.09E+04 2.94E+04 3.33E+04 1.03E+04 6.15E+04 3.54E+04 3.84E+04 582.2697 2 25.81

AIM21 YIR003W SNNEVTEHSDSEDLTEK[9] Phospho 100.0 -0.16 0.02 -0.13 -0.18 0.194 0.437 0.201 0.13 3.30E+05 2.51E+05 2.91E+05 2.80E+05 2.19E+05 2.83E+05 2.82E+05 2.79E+05 3.26E+05 2.64E+05 2.39E+05 2.92E+05 1007.4 2 58.68

AIM21 YIR003W SNNEVTEHSDSEDLTEK[9] Phospho 100.0 -0.15 0.06 -0.13 -0.21 0.248 0.386 0.269 0.12 2.90E+05 1.95E+05 2.48E+05 2.45E+05 1.83E+05 2.31E+05 2.25E+05 2.57E+05 2.80E+05 2.43E+05 1.93E+05 2.34E+05 671.9354 3 25.82

SYP1 YCR030C SNNWTPGEASDTPPLPPHATPK[1] Phospho 100.0 -0.34 -0.15 -0.01 -0.19 0.013 0.179 0.456 0.17 3.04E+05 2.91E+05 2.67E+05 2.45E+05 2.36E+05 1.99E+05 2.14E+05 3.03E+05 2.59E+05 2.61E+05 3.01E+05 2.94E+05 798.6968 3 37.01

SYP1 YCR030C SNNWTPGEASDTPPLPPHATPK[1] Phospho 100.0 -0.63 -0.37 -0.30 -0.26 0.003 0.024 0.101 0.04 1.38E+05 1.55E+05 1.26E+05 8.75E+04 9.63E+04 8.74E+04 9.59E+04 1.22E+05 1.08E+05 8.38E+04 1.31E+05 1.26E+05 1197.538 2 24.51

MRC1 YCL061C SNNYEDFETDK[1] Phospho 100.0 -10.25 -10.66 -1.91 0.27 0.000 0.000 0.003 0.19 1.61E+04 1.35E+04 1.87E+04 0.00E+00 9.66E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00 7.42E+03 2.88E+03 2.50E+03 721.2619 2 47.86

STM1 YLR150W SNPFDLLGNDVEDADVVVLPPK[1] Phospho 100.0 1.09 0.92 0.75 0.17 0.001 0.088 0.148 0.33 5.34E+03 9.31E+03 6.77E+03 1.48E+04 1.61E+04 1.48E+04 2.05E+04 8.00E+03 1.20E+04 1.07E+04 1.94E+04 6.04E+03 825.728 3 19.66

PSP2 YML017W SNPFGSAKPVDTQSK[1] Phospho 100.0 -1.21 -0.70 -0.40 -0.50 0.000 0.000 0.048 0.01 3.72E+04 3.66E+04 3.70E+04 1.69E+04 1.28E+04 1.83E+04 2.46E+04 2.22E+04 2.13E+04 2.24E+04 2.58E+04 3.60E+04 821.8774 2 48.93

PBS2 YJL128C SNPGSLINGVQSTSTSSSTEGPHDTVGTTPR[1] Phospho 98.8 -0.92 -0.15 -0.08 -0.76 0.002 0.134 0.372 0.00 4.07E+04 3.12E+04 3.67E+04 1.79E+04 1.81E+04 2.16E+04 3.20E+04 3.16E+04 3.40E+04 2.64E+04 3.42E+04 4.24E+04 1051.144 3 59.1

ENT2 YLR206W SNPHDSSPSYQDDLEK[1] Phospho 100.0 -0.07 0.11 -0.14 -0.18 0.456 0.401 0.325 0.39 2.16E+03 3.91E+03 3.05E+03 1.09E+03 3.04E+03 4.59E+03 4.62E+03 3.30E+03 1.94E+03 2.52E+03 2.41E+03 3.32E+03 949.876 2 30.76

YMR086W YMR086W SNSAHSALNAR[3] Phospho 99.3 0.18 -1.12 -0.77 1.30 0.344 0.080 0.130 0.00 1.90E+04 7.03E+03 9.80E+03 1.50E+04 1.19E+04 1.38E+04 7.17E+03 5.45E+03 3.85E+03 9.15E+03 6.15E+03 5.70E+03 604.2635 2 43.28

ITC1 YGL133W SNSANVSSPESEK[3] Phospho 89.3 -1.59 -1.93 -0.01 0.34 0.034 0.023 0.496 0.25 3.57E+03 3.19E+03 6.87E+03 2.28E+03 1.17E+03 1.06E+03 1.02E+03 9.84E+02 1.56E+03 7.59E+03 3.72E+03 2.26E+03 708.2893 2 39.42

RLF2 YPR018W SNSDLQAQTASQSQSPEK[1] Phospho92.5 -0.51 -1.05 -0.21 0.54 0.056 0.004 0.209 0.07 2.68E+04 2.07E+04 2.87E+04 2.03E+04 1.22E+04 2.10E+04 1.03E+04 1.29E+04 1.37E+04 2.49E+04 1.59E+04 2.50E+04 993.4262 2 73.98

FUN30 YAL019W SNSFNLQSAR[3] Phospho 94.5 -4.12 -4.63 -1.80 0.51 0.000 0.000 0.000 0.17 1.04E+04 8.45E+03 8.51E+03 5.40E+02 6.14E+02 3.94E+02 1.11E+02 5.32E+02 4.35E+02 2.60E+03 2.66E+03 2.56E+03 602.2618 2 38.31

DOT6 YER088C SNSHSFTNSLNQDPIVR[7] Phospho 95.1 -0.75 -0.58 -0.36 -0.17 0.012 0.027 0.069 0.19 1.47E+05 1.87E+05 1.33E+05 1.01E+05 9.87E+04 7.85E+04 9.77E+04 1.24E+05 9.16E+04 1.35E+05 1.25E+05 1.04E+05 665.9689 3 36.79

ABF1 YKL112W SNSIDYAK [3] Phospho99.9 -3.79 -1.13 -2.32 -2.66 0.157 0.276 0.192 0.08 1.60E+04 1.88E+02 2.26E+03 1.00E+03 2.42E+02 6.10E+01 2.21E+02 4.90E+03 3.32E+03 3.04E+03 5.96E+02 3.44E+01 489.2023 2 28.01

TRS85 YDR108W SNSLFQR [3] Phospho 100.0 -0.11 0.20 -0.07 -0.31 0.283 0.297 0.380 0.21 1.82E+04 2.08E+04 2.52E+04 1.92E+04 1.76E+04 2.27E+04 1.50E+04 3.27E+04 2.61E+04 2.49E+04 1.95E+04 1.67E+04 466.2053 2 35.58

STP4 YDL048C SNSLHANFTSPVPR[1] Phospho 89.8 -1.29 -1.19 -1.29 -0.10 0.059 0.062 0.081 0.39 1.94E+03 4.98E+03 2.69E+03 1.20E+03 1.83E+03 8.90E+02 1.59E+03 1.52E+03 1.09E+03 3.89E+02 1.02E+03 2.50E+03 803.8725 2 32.53

YLR257W YLR257W SNSLITSTDPVEDHISK[1] Phospho 50.0 -0.04 0.02 0.03 -0.06 0.432 0.460 0.443 0.38 1.09E+05 1.31E+05 8.64E+04 9.47E+04 1.22E+05 1.01E+05 1.30E+05 1.11E+05 9.08E+04 9.67E+04 1.31E+05 1.06E+05 961.9428 2 53.83

YLR257W YLR257W SNSLITSTDPVEDHISK[1] Phospho 98.9 0.13 0.12 -0.04 0.01 0.305 0.282 0.414 0.49 1.17E+05 1.50E+05 1.04E+05 1.22E+05 1.67E+05 1.16E+05 1.46E+05 1.44E+05 1.13E+05 1.17E+05 1.34E+05 1.08E+05 641.6304 3 32.96

YLR257W YLR257W SNSLITSTDPVEDHISK[1] Phospho50.0 -4.94 -3.06 -2.41 -1.88 0.006 0.008 0.011 0.01 2.32E+04 4.57E+04 2.70E+04 0.00E+00 1.43E+03 1.66E+03 5.16E+03 3.22E+03 3.12E+03 3.77E+03 8.52E+03 5.74E+03 961.9426 2 64.81

VTC3 YPL019C SNSLSSDGNSNQDVEIGK[10] Phospho 100.0 -1.55 -1.00 -0.28 -0.55 0.004 0.012 0.184 0.05 7.21E+04 4.66E+04 6.61E+04 2.53E+04 1.76E+04 2.02E+04 2.63E+04 3.84E+04 2.79E+04 6.49E+04 3.99E+04 4.74E+04 965.906 2 33.85

MLF3 YNL074C SNSNNSNPSFIFER[6] Phospho 100.0 -0.69 -0.08 -0.24 -0.61 0.006 0.428 0.087 0.14 7.85E+04 9.83E+04 7.56E+04 5.45E+04 5.39E+04 4.83E+04 5.59E+04 1.23E+05 6.03E+04 7.62E+04 7.18E+04 6.61E+04 846.8556 2 40.29

MLF3 YNL074C SNSNNSNPSFIFER[6] Phospho ,[9] Phospho 100.0, 100.0 -0.70 0.58 0.08 -1.29 0.087 0.230 0.372 0.11 1.59E+04 2.56E+04 1.68E+04 8.10E+03 1.86E+04 9.13E+03 1.67E+04 5.21E+04 1.88E+04 2.31E+04 2.00E+04 1.88E+04 886.8383 2 17.89

SEC16 YPL085W SNSNVPSLFADFPAPPK[1] Phospho 50.0 -1.32 -0.61 -0.45 -0.71 0.028 0.136 0.186 0.09 5.47E+04 8.07E+04 3.72E+04 2.71E+04 2.33E+04 1.87E+04 4.12E+04 5.14E+04 2.08E+04 4.36E+04 5.65E+04 2.60E+04 934.4386 2 58.96

RFX1 YLR176C SNSSAYPLSFK[3] Phospho 92.3 -6.58 -1.97 -1.46 -4.61 0.034 0.078 0.094 0.09 6.43E+03 2.00E+04 7.01E+03 9.04E+01 1.20E+02 1.10E+02 1.30E+03 6.26E+03 9.72E+02 4.54E+03 4.71E+03 2.92E+03 640.782 2 43.75

HXT1 YHR094C SNSSNSYELESGR[3] Phospho ,[4] Phospho 99.8, 50.0 -1.17 -0.97 -0.38 -0.19 0.030 0.062 0.217 0.36 2.07E+05 9.88E+04 1.57E+05 8.83E+04 6.37E+04 5.42E+04 4.40E+04 1.23E+05 6.84E+04 1.71E+05 9.54E+04 8.99E+04 795.2805 2 37.51

HXT1 YHR094C SNSSNSYELESGR[4] Phospho 85.7 -0.31 -0.30 -0.48 -0.01 0.243 0.332 0.190 0.50 3.91E+03 2.34E+03 3.92E+03 4.06E+03 2.16E+03 2.01E+03 8.12E+02 5.09E+03 2.38E+03 3.63E+03 8.76E+02 2.80E+03 755.2976 2 44.44

MPT5 YGL178W SNSSVTNNFSNQYAQDQK[1] Phospho92.1 -0.27 -0.37 -0.38 0.09 0.052 0.170 0.101 0.41 4.80E+04 4.05E+04 4.04E+04 4.01E+04 3.48E+04 3.16E+04 2.03E+04 4.95E+04 3.01E+04 4.50E+04 2.55E+04 2.82E+04 1056.438 2 66.86

MPT5 YGL178W SNSSVTNNFSNQYAQDQK[1] Phospho33.0 0.19 0.65 0.53 -0.46 0.243 0.185 0.016 0.25 7.17E+03 7.46E+03 8.37E+03 8.62E+03 1.12E+04 6.45E+03 5.87E+03 2.04E+04 9.88E+03 1.31E+04 1.04E+04 9.82E+03 704.6278 3 41.83

EDC3 YEL015W SNSTSLPAANK[3] Phospho 93.9 0.05 0.42 0.57 -0.38 0.465 0.232 0.171 0.15 4.23E+04 3.24E+04 9.42E+04 6.55E+04 5.51E+04 5.36E+04 5.00E+04 9.75E+04 7.88E+04 1.16E+05 6.18E+04 7.28E+04 585.2643 2 62.22

MUK1 YPL070W SNSYDGFR [3] Phospho 98.6 0.36 0.91 0.53 -0.55 0.084 0.035 0.118 0.09 5.98E+03 8.67E+03 6.91E+03 1.10E+04 7.76E+03 9.00E+03 1.11E+04 1.84E+04 1.11E+04 1.45E+04 9.03E+03 7.52E+03 513.1903 2 20.3

SMY2 YBR172C SNTPLLGGR[3] Phospho 100.0 -0.67 -0.74 -0.04 0.07 0.020 0.014 0.410 0.29 2.80E+04 4.07E+04 4.12E+04 2.39E+04 1.98E+04 2.52E+04 2.31E+04 2.04E+04 2.21E+04 3.42E+04 3.54E+04 3.71E+04 497.7402 2 34.26

SET2 YJL168C SNTQVNSPSSSGIPK[7] Phospho 45.9 -0.62 -0.10 -0.45 -0.52 0.011 0.396 0.148 0.13 4.75E+03 6.33E+03 6.43E+03 4.09E+03 3.70E+03 3.62E+03 4.01E+03 7.97E+03 4.37E+03 6.55E+03 3.69E+03 2.58E+03 791.8591 2 25.65

AGE2 YIL044C SNTSLLNLQVSSLSK[1] Phospho 99.5 -1.08 -0.19 -0.39 -0.89 0.033 0.331 0.163 0.06 4.32E+04 7.09E+04 4.08E+04 1.69E+04 3.36E+04 2.29E+04 3.78E+04 6.35E+04 3.47E+04 3.14E+04 4.90E+04 3.78E+04 835.9228 2 73.7

AXL2 YIL140W SNVNVGQVK[1] Phospho 100.0 0.42 0.56 0.67 -0.14 0.269 0.216 0.162 0.30 1.52E+03 7.25E+03 1.55E+04 1.00E+04 1.03E+04 1.22E+04 1.47E+04 8.62E+03 1.26E+04 1.48E+04 1.08E+04 1.30E+04 512.7461 2 15.41

NUP60 YAR002W SNVVVAETSPEKK[9] Phospho 99.7 -0.61 -0.03 -0.21 -0.58 0.016 0.456 0.147 0.05 1.90E+05 2.45E+05 1.81E+05 1.17E+05 1.40E+05 1.47E+05 2.53E+05 1.47E+05 2.04E+05 1.75E+05 1.57E+05 2.00E+05 734.3583 2 49.95

CRP1 YHR146W SPALPQADDPIVETK[1] Phospho 100.0 0.33 0.09 -0.36 0.24 0.129 0.297 0.055 0.20 3.29E+04 4.31E+04 3.88E+04 4.47E+04 6.12E+04 3.82E+04 3.57E+04 4.70E+04 3.98E+04 2.76E+04 3.55E+04 2.62E+04 830.8956 2 41.04

KSP1 YHR082C SPASSEAHLNLSSGPIDPILTGNIGNR[1] Phospho46.6 -0.04 0.16 0.22 -0.20 0.467 0.332 0.332 0.27 1.46E+04 2.16E+04 9.18E+03 1.24E+04 2.08E+04 1.10E+04 1.80E+04 1.84E+04 1.44E+04 1.35E+04 2.53E+04 1.41E+04 933.1236 3 23.85

BLM10 YFL007W SPGRPSSSQGEIK[1] Phospho 100.0 0.15 1.22 1.19 -1.07 0.431 0.042 0.033 0.03 1.68E+04 7.12E+03 4.34E+04 1.61E+04 1.75E+04 4.13E+04 5.25E+04 3.96E+04 6.46E+04 5.78E+04 5.07E+04 4.51E+04 705.3245 2 26.25

BEM3 YPL115C SPLQER [1] Phospho 100.0 0.36 0.05 -0.04 0.31 0.268 0.460 0.477 0.25 3.50E+03 1.26E+03 2.20E+03 2.80E+03 1.82E+03 4.32E+03 2.24E+03 1.97E+03 2.98E+03 3.71E+03 1.83E+03 1.24E+03 405.1811 2 20.12

ROM2 YLR371W SPLQGFGFFSR[1] Phospho 100.0 0.08 -0.36 -0.52 0.44 0.452 0.321 0.260 0.17 1.27E+03 6.57E+03 3.43E+03 3.77E+03 5.45E+03 2.73E+03 4.00E+03 2.65E+03 2.15E+03 2.38E+03 3.57E+03 1.91E+03 661.801 2 34.98

NUP100 YKL068W SPNGSTSIPMIENEK[1] Phospho 99.7 0.20 0.09 1.00 0.11 0.391 0.412 0.032 0.45 2.80E+03 2.06E+03 1.93E+03 2.55E+03 4.58E+03 6.94E+02 1.27E+03 3.21E+03 2.78E+03 2.93E+03 5.81E+03 4.86E+03 842.3734 2 59.53

RPH1 YER169W SPNIVTLNISR[1] Phospho 100.0 1.85 1.10 0.53 0.75 0.009 0.000 0.037 0.05 1.56E+03 1.46E+03 1.52E+03 3.97E+03 7.43E+03 5.07E+03 3.55E+03 3.17E+03 3.09E+03 1.84E+03 2.74E+03 1.99E+03 647.3332 2 26.9

SIS2 YKR072C SPNSNPAPVSNSIPGNHAVIPNHTNTSR[1] Phospho 84.8 -0.26 -0.35 0.11 0.09 0.129 0.012 0.244 0.37 6.35E+04 6.15E+04 6.21E+04 6.77E+04 4.43E+04 4.42E+04 4.68E+04 4.37E+04 5.61E+04 6.66E+04 5.65E+04 7.88E+04 987.1318 3 56.97

SIS2 YKR072C SPNSNPAPVSNSIPGNHAVIPNHTNTSR[1] Phospho 84.8 -0.42 -0.61 0.00 0.19 0.016 0.000 0.492 0.15 2.57E+04 2.41E+04 2.43E+04 2.22E+04 1.67E+04 1.65E+04 1.52E+04 1.64E+04 1.70E+04 2.44E+04 2.11E+04 2.88E+04 740.601 4 22.56

YDR348C YDR348C SPPPVSR [1] Phospho 100.0 0.86 0.53 0.26 0.33 0.127 0.062 0.266 0.30 9.08E+03 6.27E+03 7.78E+03 1.28E+04 6.57E+03 2.26E+04 1.36E+04 8.18E+03 1.17E+04 1.33E+04 7.32E+03 7.03E+03 410.1916 2 33.09

GGA1 YDR358W SPQENDTVVDILGDAHSK[1] Phospho 99.5 0.20 0.30 0.23 -0.10 0.303 0.210 0.225 0.40 1.95E+04 3.31E+04 3.34E+04 4.07E+04 3.73E+04 2.08E+04 2.87E+04 4.65E+04 3.05E+04 3.04E+04 4.11E+04 2.94E+04 668.9705 3 21.03

CYC8 YBR112C SPQENTLPR[1] Phospho 100.0 -0.34 -0.11 -0.23 -0.23 0.160 0.363 0.239 0.12 1.22E+05 6.54E+04 1.11E+05 8.69E+04 6.67E+04 8.20E+04 7.87E+04 9.13E+04 1.06E+05 9.17E+04 7.08E+04 9.18E+04 561.2523 2 29

IOC2 YLR095C SPQHTLSQR[7] Phospho 90.1 2.39 -1.62 -2.92 4.00 0.004 0.120 0.072 0.00 2.66E+03 7.72E+02 6.39E+02 7.31E+03 5.38E+03 8.74E+03 4.83E+02 1.80E+02 6.44E+02 2.22E+02 1.69E+02 1.21E+02 567.2583 2 25.02

SSK1 YLR006C SPQKPIAPSNPHSFK[1] Phospho 100.0 0.01 0.20 -0.17 -0.19 0.490 0.289 0.359 0.05 3.08E+03 7.77E+03 6.14E+03 5.04E+03 6.11E+03 5.97E+03 6.31E+03 6.46E+03 6.74E+03 3.43E+03 6.21E+03 5.49E+03 857.9193 2 23.52

TSL1 YML100W SPSAFNR [1] Phospho 50.0 0.03 -0.45 -0.19 0.48 0.480 0.241 0.358 0.14 7.73E+03 2.25E+03 6.08E+03 6.33E+03 3.74E+03 6.29E+03 2.11E+03 4.58E+03 5.06E+03 5.40E+03 3.93E+03 4.77E+03 429.6788 2 24.29

REB1 YBR049C SPSHDNEAGSVDNSEISQLLQSAATK[1] Phospho91.9 -0.06 -0.26 -0.13 0.20 0.425 0.179 0.293 0.31 2.15E+05 1.92E+05 1.50E+05 1.74E+05 2.40E+05 1.19E+05 1.42E+05 1.99E+05 1.23E+05 1.60E+05 2.09E+05 1.40E+05 922.4182 3 68.05

YDR365W-B R365W-B SPSIDASPPENNSSHNIVPIK[1] Phospho 90.7 -1.31 -0.35 -0.59 -0.96 0.005 0.091 0.074 0.00 1.46E+06 2.31E+06 2.02E+06 7.07E+05 7.50E+05 8.80E+05 1.60E+06 1.55E+06 1.39E+06 7.68E+05 1.61E+06 1.47E+06 1142.037 2 55.22

YDR365W-B R365W-B SPSIDASPPENNSSHNIVPIK[3] Phospho 44.9 -0.99 -0.24 -0.27 -0.75 0.000 0.022 0.051 0.00 4.12E+06 4.62E+06 4.67E+06 2.28E+06 2.11E+06 2.36E+06 3.77E+06 4.07E+06 3.51E+06 3.08E+06 4.13E+06 3.90E+06 761.6945 3 47.66

RCN2 YOR220W SPSITVNEFFH[1] Phospho 100.0 0.29 0.45 0.27 -0.16 0.250 0.067 0.255 0.30 1.05E+05 1.51E+05 8.58E+04 1.19E+05 1.94E+05 1.04E+05 1.63E+05 1.70E+05 1.34E+05 1.12E+05 1.91E+05 1.11E+05 679.2957 2 53.84



TCB3 YML072C SPSNLNSTSVTPR[1] Phospho 89.2 -0.74 -0.31 -1.06 -0.43 0.223 0.350 0.159 0.17 2.81E+04 5.31E+03 1.16E+04 8.14E+03 5.66E+03 1.31E+04 9.10E+03 1.16E+04 1.56E+04 7.03E+03 6.13E+03 8.42E+03 720.3299 2 29.7

TCB3 YML072C SPSNLNSTSVTPR[7] Phospho, [11] Phospho46.9, 99.7 -0.34 -0.53 -0.24 0.19 0.209 0.156 0.278 0.27 6.68E+04 3.00E+04 4.56E+04 3.80E+04 3.31E+04 4.18E+04 1.99E+04 4.27E+04 3.60E+04 3.90E+04 3.47E+04 4.70E+04 760.3144 2 16.92

VHS2 YIL135C SPSNQQYLLK[3] Phospho 100.0 -0.24 0.17 -0.22 -0.41 0.135 0.234 0.151 0.03 4.45E+04 6.54E+04 6.41E+04 5.14E+04 4.74E+04 4.90E+04 5.44E+04 7.55E+04 6.61E+04 4.60E+04 5.13E+04 5.18E+04 629.2978 2 55.28

VPS13 YLL040C SPSPDPASLSSESER[3] Phospho 93.1 0.95 0.89 0.50 0.05 0.000 0.007 0.025 0.37 4.08E+04 4.90E+04 4.58E+04 8.68E+04 8.30E+04 9.19E+04 9.79E+04 6.71E+04 8.71E+04 5.36E+04 7.51E+04 6.27E+04 813.3399 2 37.51

MSL5 YLR116W SPSPPPVYDAQGK[3] Phospho 92.6 -0.15 -0.47 -0.36 0.31 0.178 0.073 0.067 0.13 2.37E+04 3.19E+04 2.61E+04 2.66E+04 2.37E+04 2.32E+04 2.65E+04 1.60E+04 1.65E+04 1.99E+04 2.53E+04 1.86E+04 711.8193 2 31.32

YML119W YML119W SPSPSVSPR [7] Phospho85.5 0.22 4.08 3.06 -3.86 0.438 0.007 0.023 0.01 0.00E+00 4.10E+01 1.52E+02 2.12E+00 2.12E+01 2.09E+02 1.04E+03 9.12E+02 1.84E+03 9.41E+02 6.33E+02 2.83E+02 497.2244 2 19.19

BEM3 YPL115C SPSSLLEVK [1] Phospho 84.7 -0.64 -0.57 -0.35 -0.07 0.137 0.147 0.231 0.43 1.57E+03 3.19E+03 1.61E+03 9.89E+02 1.91E+03 1.19E+03 1.66E+03 1.63E+03 1.00E+03 1.78E+03 1.94E+03 1.27E+03 520.2574 2 19.31

MET30 YIL046W SPSSSPDLATNDSGTR[1] Phospho84.1 -2.03 -2.42 -1.01 0.39 0.004 0.003 0.029 0.11 9.64E+03 8.84E+03 1.42E+04 2.43E+03 2.35E+03 3.19E+03 1.38E+03 2.24E+03 2.47E+03 7.86E+03 4.43E+03 3.88E+03 836.3454 2 62.04

MSB3 YNL293W SPSVPNFHDK[3] Phospho 99.9 0.14 0.39 0.37 -0.25 0.310 0.080 0.101 0.04 1.01E+04 1.80E+04 1.87E+04 1.85E+04 1.48E+04 1.83E+04 2.11E+04 2.07E+04 1.94E+04 2.23E+04 1.96E+04 1.84E+04 604.2615 2 24.99

AIM21 YIR003W SPTSVEEGK [1] Phospho49.9 1.64 0.72 0.34 0.92 0.030 0.088 0.326 0.08 1.57E+03 7.64E+02 7.70E+02 3.81E+03 1.67E+03 4.30E+03 2.26E+03 1.16E+03 1.73E+03 2.32E+03 8.69E+02 7.49E+02 507.2155 2 16.94

STE20 YHL007C SPVMNSAANVSPLK[11] Phospho 100.0 -0.88 -0.55 0.61 -0.34 0.008 0.027 0.069 0.14 7.57E+03 8.59E+03 1.00E+04 5.06E+03 5.68E+03 3.44E+03 6.14E+03 7.13E+03 4.65E+03 8.62E+03 1.63E+04 1.51E+04 747.8578 2 21.81

TIF4631 YGR162W SPVPTK [5] Phospho 99.9 1.31 -1.44 -0.98 2.75 0.016 0.029 0.069 0.00 4.50E+03 2.26E+03 5.47E+03 1.00E+04 7.36E+03 1.30E+04 1.54E+03 1.06E+03 1.90E+03 2.91E+03 2.22E+03 1.05E+03 354.67 2 19.02

RPA43 YOR340C SQAESLPIVSNK[1] Phospho 100.0 2.41 1.43 -0.88 0.98 0.003 0.119 0.089 0.07 6.36E+02 1.38E+03 1.76E+03 7.19E+03 8.18E+03 4.81E+03 5.96E+02 5.80E+03 3.84E+03 8.88E+02 7.03E+02 4.49E+02 676.8267 2 54.78

MLF3 YNL074C SQAYSCPFILK[5] Phospho 100.0 -0.66 0.78 0.19 -1.44 0.205 0.104 0.371 0.01 1.40E+04 4.57E+04 1.81E+04 1.26E+04 2.20E+04 1.47E+04 3.98E+04 5.95E+04 3.47E+04 2.71E+04 3.57E+04 2.60E+04 697.3151 2 39.95

HXT7 YDR342C SQDAAIAEQTPVEHLSAVDSASHSVLSTPSNKAERDEIK[16] Phospho, [27] Phospho, [28] Phospho, [30] Phospho50.5, 78.5, 55.6, 55.6-0.43 3.45 2.94 -3.88 0.168 0.015 0.000 0.01 1.12E+05 8.64E+04 6.17E+04 7.02E+04 8.58E+04 3.70E+04 4.62E+05 1.35E+06 1.03E+06 7.30E+05 6.49E+05 6.08E+05 1120.732 4 25.76

RIM15 YFL033C SQEDEEHTILSDSDETH[11] Phospho 100.0 -0.29 0.69 1.01 -0.97 0.068 0.032 0.002 0.01 4.57E+04 3.51E+04 4.68E+04 3.77E+04 3.18E+04 3.53E+04 7.21E+04 8.29E+04 5.06E+04 9.61E+04 7.32E+04 8.82E+04 1026.39 2 73.14

RIM15 YFL033C SQEDEEHTILSDSDETH[11] Phospho 50.0 -0.13 1.20 1.26 -1.33 0.285 0.002 0.002 0.00 1.48E+04 1.13E+04 1.61E+04 1.56E+04 1.17E+04 1.14E+04 2.96E+04 3.76E+04 3.01E+04 3.91E+04 2.87E+04 3.35E+04 684.5955 3 32.05

KEL1 YHR158C SQELTISK [7] Phospho 100.0 0.04 -0.37 -0.07 0.41 0.445 0.102 0.413 0.11 2.74E+04 1.91E+04 2.79E+04 3.29E+04 2.22E+04 2.14E+04 1.46E+04 2.29E+04 1.98E+04 3.05E+04 1.69E+04 2.36E+04 493.2338 2 33.91

NAB2 YGL122C SQEQYTENLK[1] Phospho100.0 2.02 0.59 -0.41 1.43 0.001 0.023 0.056 0.00 4.87E+04 4.26E+04 6.06E+04 2.41E+05 1.96E+05 1.78E+05 6.19E+04 8.55E+04 8.08E+04 4.38E+04 3.76E+04 3.32E+04 681.2852 2 28.88

IES4 YOR189W SQESSVLSESQEQLANNPK[1] Phospho 47.9 -0.69 -1.04 -2.30 0.36 0.010 0.005 0.000 0.20 4.46E+04 4.83E+04 4.51E+04 2.59E+04 3.74E+04 2.24E+04 1.38E+04 3.08E+04 2.24E+04 8.63E+03 7.84E+03 1.16E+04 1098.987 2 73.35

GOS1 YHL031C SQFHSQSNVLNTANNK[1] Phospho 100.0 0.37 -0.75 -0.07 1.12 0.101 0.111 0.386 0.04 1.48E+04 1.59E+04 2.08E+04 1.74E+04 2.24E+04 2.70E+04 1.45E+04 1.49E+04 1.35E+03 1.53E+04 1.43E+04 1.97E+04 934.9188 2 62.36

NPR1 YNL183C SQHSSIGDLK[1] Phospho 100.0 0.49 0.30 0.13 0.19 0.220 0.339 0.425 0.24 1.12E+03 4.66E+03 9.53E+03 7.06E+03 7.26E+03 7.26E+03 4.41E+03 6.15E+03 8.35E+03 4.88E+03 5.58E+03 6.35E+03 576.2588 2 23.66

NPR1 YNL183C SQHSSIGDLK[4] Phospho92.6 0.47 0.42 0.38 0.04 0.269 0.302 0.308 0.45 9.32E+01 1.77E+03 3.48E+03 2.51E+03 1.95E+03 2.94E+03 1.46E+03 2.69E+03 3.04E+03 2.46E+03 1.95E+03 2.56E+03 576.2582 2 16.45

PAB1 YER165W SQLAQQIQAR[1] Phospho 100.0 0.51 0.05 -0.08 0.45 0.070 0.447 0.396 0.09 8.72E+03 1.16E+04 1.69E+04 1.74E+04 1.51E+04 2.04E+04 8.24E+03 1.42E+04 1.62E+04 1.06E+04 1.30E+04 1.16E+04 611.801 2 37.79

TIF5 YPR041W SQNAPSDGTGSSTPQHHDEDEDELSR[13] Phospho 83.3 0.91 0.36 0.19 0.55 0.001 0.025 0.134 0.01 2.57E+05 2.63E+05 2.55E+05 5.49E+05 4.47E+05 4.65E+05 3.84E+05 3.11E+05 3.00E+05 3.25E+05 2.38E+05 3.22E+05 959.3798 3 33.81

TAO3 YIL129C SQQIFTVQHQK[1] Phospho 100.0 0.26 0.18 0.07 0.08 0.206 0.343 0.414 0.40 1.46E+04 1.79E+04 2.84E+04 2.23E+04 2.38E+04 2.68E+04 1.93E+04 1.77E+04 3.20E+04 2.22E+04 2.13E+04 2.04E+04 712.3393 2 31.76

DEP1 YAL013W SQQTPQESEQTTAK[1] Phospho 100.0 0.45 -0.82 -1.32 1.27 0.167 0.111 0.053 0.02 2.01E+04 7.81E+03 2.15E+04 2.91E+04 2.04E+04 1.81E+04 4.56E+03 1.19E+04 1.15E+04 1.01E+04 3.58E+03 6.07E+03 842.8567 2 18.28

RHO1 YPR165W SQQVGNSIR[1] Phospho 99.9 1.28 -0.33 -0.47 1.61 0.001 0.237 0.060 0.00 2.20E+04 2.22E+04 2.72E+04 6.22E+04 5.00E+04 6.14E+04 7.99E+03 2.11E+04 2.78E+04 2.29E+04 1.42E+04 1.44E+04 555.7503 2 15.71

SSD1 YDR293C SQSELTNLMIEQFTLQK[6] Phospho 97.1 -0.21 0.02 -0.17 -0.22 0.386 0.488 0.404 0.35 2.57E+04 5.19E+04 2.06E+04 2.23E+04 4.85E+04 1.43E+04 3.86E+04 3.82E+04 2.25E+04 2.04E+04 4.88E+04 1.82E+04 697.335 3 41.54

SWH1 YAR042W SQSLSEITPGPHSR[3] Phospho 99.4 -0.12 0.00 0.10 -0.12 0.245 0.500 0.303 0.17 5.51E+04 7.27E+04 6.25E+04 5.57E+04 5.29E+04 6.66E+04 6.30E+04 6.68E+04 6.05E+04 5.70E+04 6.74E+04 7.98E+04 788.3621 2 82.1

SWH1 YAR042W SQSLSEITPGPHSR[3] Phospho 99.2 -0.04 0.09 0.11 -0.14 0.330 0.088 0.275 0.07 2.50E+04 2.73E+04 2.85E+04 2.68E+04 2.34E+04 2.81E+04 2.91E+04 2.91E+04 2.80E+04 2.58E+04 2.60E+04 3.55E+04 525.9104 3 53.23

USA1 YML029W SQSPVSFAPTQGR[3] Phospho 100.0 -0.21 -0.08 -0.26 -0.13 0.072 0.310 0.069 0.16 6.13E+04 7.54E+04 7.70E+04 6.48E+04 5.84E+04 6.17E+04 6.61E+04 7.65E+04 6.00E+04 6.62E+04 5.25E+04 5.98E+04 721.3274 2 73.19

NET1 YJL076W SQSSIADNNGSPVK[11] Phospho 100.0 2.75 1.24 0.84 1.51 0.001 0.010 0.031 0.00 6.91E+03 2.33E+03 4.94E+03 3.71E+04 2.60E+04 3.26E+04 9.00E+03 1.28E+04 1.17E+04 9.62E+03 8.09E+03 7.68E+03 742.325 2 29.44

SYT1 YPR095C SQSTSFVQGK[3] Phospho 99.5 -0.10 -0.08 0.00 -0.02 0.351 0.354 0.498 0.48 1.07E+04 8.63E+03 1.03E+04 1.20E+04 8.51E+03 7.28E+03 7.90E+03 1.16E+04 8.51E+03 1.31E+04 7.33E+03 9.23E+03 574.7531 2 42.73

SBE22 YHR103W SQTCSSTGYNNSSILK[1] Phospho 99.0 -1.06 -0.31 -0.26 -0.76 0.002 0.088 0.255 0.02 1.31E+04 1.13E+04 1.05E+04 4.64E+03 7.02E+03 5.06E+03 8.74E+03 1.16E+04 7.91E+03 1.48E+04 6.94E+03 7.45E+03 913.8856 2 68.32

SOK2 YMR016C SQVDGAGDVSNEEIAADDTK[10] Phospho 100.0 0.18 1.10 0.76 -0.92 0.119 0.000 0.003 0.00 4.19E+04 4.64E+04 5.50E+04 5.96E+04 5.13E+04 5.18E+04 1.04E+05 1.03E+05 1.01E+05 8.74E+04 7.13E+04 8.35E+04 1050.935 2 88.49

IRR1 YIL026C SQVIEEDYDDEQNTSAQHVESDK[15] Phospho90.5 0.06 0.99 0.78 -0.93 0.431 0.030 0.034 0.03 6.07E+04 3.74E+04 4.00E+04 6.23E+04 4.52E+04 3.64E+04 6.97E+04 1.23E+05 8.24E+04 9.62E+04 5.83E+04 8.29E+04 916.0385 3 30.7

STB3 YDR169C SQVVFADSTPENIEHEIIAQK[1] Phospho 100.0 -0.33 -0.26 -0.49 -0.07 0.157 0.159 0.094 0.41 7.01E+04 8.38E+04 5.67E+04 4.61E+04 7.50E+04 4.69E+04 5.71E+04 7.03E+04 4.89E+04 3.64E+04 6.97E+04 4.35E+04 812.3886 3 29.04

PGM2 YMR105C SQYQKTAEEYLK[3] Phospho 95.4 0.29 0.23 0.69 0.06 0.321 0.375 0.085 0.46 2.36E+04 4.62E+03 1.74E+04 1.66E+04 1.33E+04 2.58E+04 2.75E+04 8.49E+03 1.76E+04 2.56E+04 2.35E+04 2.44E+04 523.2413 3 16.62

DED1 YOR204W SRDNSFR [1] Phospho 100.0 0.27 -0.43 -0.02 0.69 0.322 0.257 0.490 0.04 7.83E+04 2.26E+04 3.85E+04 5.87E+04 3.92E+04 6.98E+04 3.44E+04 3.33E+04 3.61E+04 7.16E+04 3.22E+04 3.39E+04 481.1979 2 25.22

GLC8 YMR311C SREALKDEDEDEDDSTTK[1] Phospho 100.0 -0.06 0.04 0.39 -0.10 0.353 0.431 0.130 0.32 3.53E+03 3.14E+03 4.23E+03 3.72E+03 3.24E+03 3.51E+03 4.65E+03 3.10E+03 3.46E+03 6.00E+03 3.26E+03 5.02E+03 721.6251 3 23.06

TSR3 YOR006C SREAQSEESEDEESGSK[9] Phospho 100.0 1.68 0.09 0.91 1.60 0.057 0.461 0.191 0.07 1.56E+03 1.53E+03 6.23E+02 5.99E+03 1.47E+03 4.55E+03 2.45E+03 1.39E+03 1.06E+02 4.44E+03 9.62E+02 1.59E+03 982.3746 2 39.93

OSH2 YDL019C SREDLSIAEDLNQVSK[1] Phospho ,[6] Phospho 100.0, 100.0 -0.72 -0.05 0.14 -0.67 0.060 0.452 0.350 0.08 4.29E+04 3.57E+04 2.32E+04 2.07E+04 2.68E+04 1.45E+04 2.98E+04 4.45E+04 2.43E+04 4.84E+04 3.79E+04 2.62E+04 669.2893 3 25.42

WHI3 YNL197C SRFSFSDPFSNDSPLSQQQSQQQQQQPQQPQQHSTQK[1] Phospho33.1 -0.23 -0.01 -0.52 -0.22 0.200 0.483 0.067 0.17 5.78E+05 7.78E+05 4.71E+05 5.71E+05 5.20E+05 4.68E+05 5.50E+05 7.47E+05 5.14E+05 4.03E+05 5.03E+05 3.66E+05 1099.996 4 50.46

RPS21A YKR057W SRGESDDSLNR[5] Phospho 99.7 2.03 -0.09 -0.22 2.12 0.004 0.416 0.338 0.00 2.53E+03 1.32E+03 1.21E+03 8.59E+03 5.23E+03 6.97E+03 1.81E+03 1.52E+03 1.44E+03 2.11E+03 9.96E+02 1.24E+03 658.2675 2 21

ECM30 YLR436C SRGQSSVSLER[5] Phospho 91.1 0.28 0.76 -0.37 -0.48 0.221 0.017 0.230 0.04 1.49E+03 2.93E+03 2.07E+03 3.36E+03 2.15E+03 2.40E+03 3.93E+03 3.22E+03 3.85E+03 2.41E+03 9.38E+02 1.68E+03 643.2996 2 21.75

PAH1 YMR165C SRRASSAAATSIDK[1] Phospho ,[5] Phospho 99.9, 90.7 0.18 0.07 -0.05 0.11 0.222 0.399 0.447 0.34 1.78E+04 1.76E+04 2.47E+04 2.50E+04 1.84E+04 2.49E+04 1.52E+04 2.27E+04 2.55E+04 2.77E+04 1.19E+04 1.84E+04 527.5659 3 39.05

VID30 YGL227W SRSAINIETESR[3] Phospho 99.6 -1.96 -1.03 -0.72 -0.92 0.000 0.003 0.003 0.02 1.51E+04 1.92E+04 1.59E+04 3.77E+03 3.63E+03 5.50E+03 1.03E+04 7.36E+03 6.88E+03 1.01E+04 9.92E+03 1.05E+04 721.8355 2 54.79

SPT7 YBR081C SRSDLEAATDEQDRENTNDEPDTNQK[1] Phospho 50.0 -2.61 -2.17 -0.77 -0.44 0.000 0.000 0.003 0.21 1.75E+04 1.86E+04 1.60E+04 3.83E+03 2.07E+03 2.61E+03 2.00E+03 5.34E+03 4.22E+03 1.10E+04 7.92E+03 1.16E+04 1020.089 3 17.84

LHP1 YDL051W SRSFNGHK [3] Phospho 99.4 1.61 0.06 0.84 1.55 0.259 0.471 0.153 0.27 2.24E+03 3.42E+03 1.24E+03 2.04E+04 3.28E+00 7.72E+02 3.86E+03 3.29E+03 5.95E+01 6.95E+03 2.92E+03 2.49E+03 506.7218 2 16.57

SAK1 YER129W SRSLTVAELNEEK[3] Phospho 99.5 -0.04 0.14 -0.09 -0.17 0.435 0.305 0.359 0.23 1.43E+04 2.13E+04 1.60E+04 1.55E+04 1.57E+04 1.92E+04 2.26E+04 1.47E+04 1.95E+04 1.35E+04 1.59E+04 1.92E+04 778.3696 2 38.53

NUP60 YAR002W SRSNLSQENDNEGK[3] Phospho 98.9 -3.10 -2.15 -0.32 -0.95 0.021 0.033 0.331 0.08 1.08E+04 4.61E+03 4.77E+03 9.27E+02 7.47E+02 6.43E+02 1.89E+03 1.96E+03 6.61E+02 9.29E+03 3.28E+03 3.61E+03 829.3445 2 49.89

ATP11 YNL315C SRSPLDPSAPK[3] Phospho91.7 0.72 0.36 -0.09 0.36 0.009 0.172 0.414 0.10 1.91E+03 3.19E+03 2.81E+03 4.09E+03 4.15E+03 4.81E+03 4.48E+03 2.50E+03 3.15E+03 1.83E+03 2.00E+03 3.61E+03 617.795 2 20.77

NRD1 YNL251C SRSPPAPFSQPSTGR[1] Phospho ,[3] Phospho 100.0, 100.0 0.08 -0.05 -0.27 0.12 0.312 0.442 0.072 0.35 2.33E+05 2.38E+05 2.82E+05 3.00E+05 2.26E+05 2.67E+05 1.67E+05 3.33E+05 2.28E+05 2.33E+05 1.73E+05 2.17E+05 577.9136 3 31.85

NRD1 YNL251C SRSPPAPFSQPSTGR[1] Phospho ,[3] Phospho 100.0, 100.0 -0.02 -0.28 -0.34 0.26 0.429 0.156 0.023 0.19 2.76E+05 2.70E+05 3.01E+05 2.97E+05 2.42E+05 2.95E+05 1.70E+05 3.12E+05 2.16E+05 2.44E+05 1.86E+05 2.38E+05 866.3668 2 20.97

NRD1 YNL251C SRSPPAPFSQPSTGR[1] Phospho91.5 0.98 0.57 -0.29 0.41 0.010 0.040 0.204 0.05 1.79E+04 3.09E+04 3.32E+04 5.56E+04 4.41E+04 6.18E+04 3.59E+04 4.62E+04 3.95E+04 2.07E+04 1.87E+04 2.75E+04 551.2588 3 32.98

NRD1 YNL251C SRSPPAPFSQPSTGRK[1] Phospho ,[3] Phospho 100.0, 100.0 -0.65 -0.68 -0.41 0.03 0.005 0.059 0.104 0.48 1.34E+05 1.14E+05 1.41E+05 9.26E+04 7.09E+04 8.34E+04 5.09E+04 1.26E+05 6.53E+04 1.36E+05 6.98E+04 8.64E+04 620.6119 3 15.76

LCB5 YLR260W SRSSIDNISR[3] Phospho 49.3 0.34 0.37 0.31 -0.04 0.094 0.055 0.133 0.42 2.75E+03 2.58E+03 3.63E+03 4.03E+03 3.03E+03 4.26E+03 3.64E+03 4.43E+03 3.54E+03 3.18E+03 3.33E+03 4.57E+03 607.7799 2 17.98

RCN2 YOR220W SRSTDDAVSLQDNNLALLEDHR[3] Phospho 88.0 0.54 0.63 0.29 -0.08 0.034 0.089 0.174 0.39 1.60E+05 2.46E+05 1.42E+05 2.62E+05 2.81E+05 2.54E+05 3.80E+05 2.59E+05 2.06E+05 1.99E+05 2.64E+05 2.07E+05 850.393 3 63.57

RCN2 YOR220W SRSTDDAVSLQDNNLALLEDHR[1] Phospho 73.8 0.63 0.68 0.37 -0.05 0.025 0.086 0.113 0.44 2.89E+04 4.54E+04 2.69E+04 4.93E+04 5.88E+04 4.87E+04 7.43E+04 4.96E+04 3.80E+04 3.72E+04 4.91E+04 4.42E+04 638.0466 4 32.14

RPS7B YNL096C SRTLTAVHDK[3] Phospho99.0 2.18 0.00 -1.20 2.17 0.001 0.500 0.089 0.00 1.03E+04 8.64E+03 2.46E+03 3.61E+04 3.07E+04 3.01E+04 9.38E+03 4.01E+03 8.04E+03 3.94E+03 1.88E+03 3.50E+03 403.1992 3 16.86

IML2 YJL082W SRTNDSSLLPGYMDSATLLHPGK[6] Phospho ,[7] Phospho 84.2, 52.2 -1.06 -0.10 -0.21 -0.96 0.066 0.435 0.319 0.15 1.17E+05 1.39E+05 6.65E+04 4.17E+04 9.10E+04 2.17E+04 7.28E+04 1.70E+05 5.81E+04 7.73E+04 1.30E+05 7.20E+04 874.0562 3 53.17

IST2 YBR086C SSAESSNATNNNTLGTESK[2] Phospho ,[5] Phospho 52.6, 92.3 -0.41 -0.56 -0.30 0.15 0.246 0.208 0.328 0.38 5.08E+04 1.50E+04 4.01E+04 3.32E+04 2.84E+04 1.84E+04 1.34E+04 3.62E+04 2.24E+04 4.58E+04 1.88E+04 2.16E+04 1036.397 2 40.74

IST2 YBR086C SSAESSNATNNNTLGTESK[5] Phospho 40.7 0.24 0.38 0.74 -0.13 0.300 0.171 0.102 0.32 1.79E+04 8.10E+03 2.13E+04 2.44E+04 1.76E+04 1.38E+04 1.68E+04 2.18E+04 2.27E+04 3.77E+04 1.85E+04 2.30E+04 664.6111 3 32.67

IST2 YBR086C SSAESSNATNNNTLGTESK[1] Phospho48.7 -0.47 -0.51 -0.26 0.04 0.151 0.145 0.288 0.44 3.43E+05 1.52E+05 2.58E+05 2.13E+05 1.84E+05 1.48E+05 1.25E+05 1.96E+05 2.09E+05 2.86E+05 1.51E+05 1.92E+05 996.4129 2 72.77

MDS3 YGL197W SSAFPQSPIR[7] Phospho 100.0 0.46 1.38 0.65 -0.92 0.138 0.006 0.064 0.00 3.58E+03 1.06E+04 8.77E+03 1.01E+04 9.19E+03 1.24E+04 2.34E+04 1.76E+04 1.87E+04 1.11E+04 1.38E+04 1.11E+04 585.2717 2 15.67

BDF1 YLR399C SSAQEDAPIVIR[1] Phospho 94.4 -0.59 0.03 -0.89 -0.62 0.047 0.450 0.024 0.01 5.33E+04 8.88E+04 8.08E+04 4.33E+04 4.90E+04 5.61E+04 7.11E+04 8.48E+04 7.17E+04 3.13E+04 5.03E+04 3.91E+04 683.3246 2 56.3

SAK1 YER129W SSATNLAGMAEGAR[1] Phospho46.3 -0.59 -0.31 0.04 -0.28 0.218 0.273 0.453 0.37 3.47E+03 6.13E+03 3.94E+03 2.21E+03 5.99E+03 7.59E+02 3.38E+03 5.56E+03 1.98E+03 3.40E+03 5.89E+03 4.67E+03 708.3041 2 39.55

CDC14 YFR028C SSAVPQTSPGQPR[8] Phospho 99.6 0.07 1.34 0.81 -1.27 0.343 0.001 0.009 0.00 8.33E+04 6.55E+04 8.81E+04 8.45E+04 7.24E+04 9.14E+04 1.86E+05 1.87E+05 2.26E+05 1.62E+05 1.14E+05 1.41E+05 696.3192 2 30.73

HRP1 YOL123W SSDEEDFNDIYGDDKPTTTEEVK[1] Phospho ,[2] Phospho 100.0, 100.0 0.18 0.23 0.13 -0.04 0.395 0.358 0.291 0.48 2.06E+05 2.66E+05 1.80E+05 8.61E+04 4.32E+05 2.23E+05 1.13E+05 4.26E+05 2.25E+05 2.79E+05 2.25E+05 2.08E+05 946.0277 3 34.91

HRP1 YOL123W SSDEEDFNDIYGDDKPTTTEEVK[1] Phospho ,[2] Phospho 100.0, 100.0 -0.36 0.07 0.00 -0.42 0.285 0.463 0.499 0.34 3.95E+04 3.67E+04 3.11E+04 7.66E+03 5.08E+04 2.52E+04 1.82E+04 7.07E+04 2.34E+04 4.56E+04 3.63E+04 2.54E+04 932.0256 3 35.39



HRP1 YOL123W SSDEEDFNDIYGDDKPTTTEEVKK[1] Phospho ,[2] Phospho 100.0, 100.0 -0.13 0.08 0.04 -0.21 0.390 0.436 0.403 0.38 6.35E+05 5.72E+05 5.09E+05 2.60E+05 8.10E+05 5.00E+05 4.00E+05 9.75E+05 4.40E+05 6.41E+05 6.31E+05 4.92E+05 988.7267 3 60.46

HRP1 YOL123W SSDEEDFNDIYGDDKPTTTEEVKK[1] Phospho ,[2] Phospho 100.0, 100.0 -0.63 -0.63 -0.49 0.00 0.101 0.128 0.098 0.50 5.62E+04 3.93E+04 3.11E+04 1.68E+04 3.91E+04 2.56E+04 1.65E+04 4.41E+04 2.12E+04 2.53E+04 3.22E+04 3.27E+04 974.7225 3 34.63

SBE22 YHR103W SSDFLPIELK [1] Phospho50.0 -0.52 0.47 0.55 -0.99 0.063 0.061 0.148 0.01 3.10E+04 3.76E+04 2.37E+04 2.02E+04 2.66E+04 1.75E+04 4.41E+04 5.00E+04 3.42E+04 3.68E+04 6.69E+04 3.12E+04 614.7974 2 38.33

SKY1 YMR216C SSDITANDSSDEK[9] Phospho 99.7 1.69 0.56 1.86 1.12 0.027 0.232 0.159 0.05 1.79E+03 6.21E+02 4.87E+02 4.47E+03 2.13E+03 2.83E+03 1.65E+03 2.01E+03 6.50E+02 8.00E+03 1.57E+03 1.08E+03 724.7747 2 39.09

SUI3 YPL237W SSDLAAELGFDPALK[1] Phospho50.0 -0.59 -0.46 -0.34 -0.13 0.194 0.271 0.257 0.44 4.27E+03 8.54E+03 4.15E+03 1.22E+03 5.73E+03 4.31E+03 7.03E+03 8.24E+02 4.50E+03 4.43E+03 5.92E+03 3.03E+03 828.3832 2 44.82

PHO8 YDR481C SSDSLVTDSAAGATAFACALK[9] Phospho 100.0 -0.44 0.24 -0.10 -0.68 0.138 0.228 0.374 0.03 1.65E+05 2.31E+05 1.26E+05 1.22E+05 1.64E+05 9.98E+04 1.95E+05 2.49E+05 1.73E+05 1.51E+05 1.90E+05 1.46E+05 708.3176 3 46.2

PHO8 YDR481C SSDSLVTDSAAGATAFACALK[9] Phospho 100.0 -0.41 0.14 -0.06 -0.55 0.141 0.346 0.422 0.06 3.57E+05 4.69E+05 2.44E+05 2.81E+05 3.10E+05 2.16E+05 3.63E+05 5.00E+05 3.16E+05 3.47E+05 3.79E+05 3.01E+05 1061.973 2 86.95

ESF1 YDR365C SSEDKEETTIEK[1] Phospho92.8 1.11 0.10 0.39 1.02 0.128 0.447 0.317 0.12 7.11E+03 1.16E+04 3.12E+04 2.89E+04 1.86E+04 6.07E+04 2.07E+04 1.13E+04 2.15E+04 1.77E+04 1.26E+04 3.52E+04 738.3114 2 39.71

YPT31 YER031C SSEDYGYDYDLLFK[1] Phospho50.0 -0.25 0.53 -0.59 -0.77 0.372 0.245 0.232 0.14 1.08E+04 2.41E+04 5.94E+03 9.87E+03 1.72E+04 7.36E+03 2.43E+04 2.64E+04 8.22E+03 6.83E+03 1.22E+04 8.13E+03 918.8669 2 23.94

SEC16 YPL085W SSEEQPENISK[10] Phospho 100.0 0.35 0.03 -0.14 0.32 0.116 0.467 0.313 0.10 8.21E+04 4.78E+04 7.87E+04 1.01E+05 7.43E+04 8.98E+04 6.82E+04 5.78E+04 8.63E+04 7.29E+04 5.15E+04 6.44E+04 664.2735 2 15.82

XRN1 YGL173C SSENVQVDLANFEK[1] Phospho91.9 0.07 0.29 0.37 -0.22 0.408 0.166 0.099 0.24 1.11E+04 1.68E+04 1.65E+04 1.57E+04 1.95E+04 1.14E+04 1.70E+04 2.26E+04 1.46E+04 1.81E+04 2.30E+04 1.61E+04 830.3679 2 56.09

YGR054W YGR054W SSETSPDSTPAPSAPASTNAPTNNK[5] Phospho 75.3 0.26 0.28 0.04 -0.02 0.122 0.088 0.442 0.45 4.94E+05 3.57E+05 5.10E+05 6.27E+05 4.84E+05 5.16E+05 4.90E+05 5.99E+05 5.59E+05 5.78E+05 3.36E+05 4.87E+05 837.0279 3 36.29

YGR054W YGR054W SSETSPDSTPAPSAPASTNAPTNNK[1] Phospho, [5] Phospho36.8, 77.7 0.50 0.13 0.02 0.37 0.073 0.356 0.472 0.15 4.71E+04 2.87E+04 4.16E+04 6.92E+04 4.56E+04 5.12E+04 3.18E+04 5.77E+04 3.92E+04 4.81E+04 3.26E+04 3.83E+04 863.6848 3 25.62

PFK26 YIL107C SSFASDFLSR[1] Phospho49.9 0.81 1.92 0.90 -1.11 0.213 0.036 0.211 0.06 1.86E+02 1.58E+03 1.91E+02 8.37E+02 1.80E+03 8.17E+02 3.27E+03 2.89E+03 1.31E+03 6.71E+02 2.11E+03 8.93E+02 598.7534 2 25.57

BOI1 YBL085W SSFDEEETK [1] Phospho50.0 0.61 0.84 1.05 -0.23 0.253 0.180 0.138 0.28 0.00E+00 7.32E+02 2.54E+03 2.13E+03 1.62E+03 1.26E+03 1.26E+03 2.09E+03 2.53E+03 3.34E+03 1.93E+03 1.52E+03 576.2107 2 16.79

IDS2 YJL146W SSFSGASSNEPTNSPGDFLNQSR[1] Phospho 91.1 -0.15 0.37 -0.36 -0.52 0.263 0.154 0.072 0.09 4.92E+04 6.75E+04 4.91E+04 4.70E+04 5.99E+04 4.20E+04 5.90E+04 9.57E+04 5.90E+04 4.67E+04 4.50E+04 3.78E+04 822.679 3 52.9

AHA1 YDR214W SSFTEIK [2] Phospho 88.9 -3.18 -3.61 -1.99 0.42 0.002 0.003 0.005 0.32 8.71E+03 1.39E+04 1.53E+04 1.43E+03 1.33E+03 1.38E+03 2.46E+03 3.50E+02 2.71E+02 4.08E+03 3.12E+03 2.34E+03 446.1967 2 18.98

NUP2 YLR335W SSFTFGSTTIEK[1] Phospho49.6 -3.41 -4.53 -2.69 1.12 0.026 0.021 0.030 0.18 6.32E+03 1.98E+04 1.05E+04 4.79E+02 2.32E+03 6.27E+02 5.01E+02 4.81E+02 5.76E+02 2.16E+03 1.88E+03 1.61E+03 692.8058 2 39.06

KSP1 YHR082C SSFVGFPK [2] Phospho 91.1 1.13 1.39 0.06 -0.27 0.043 0.053 0.471 0.25 0.00E+00 1.10E+03 8.41E+02 1.26E+03 1.48E+03 1.53E+03 2.11E+03 2.11E+03 9.27E+02 4.93E+02 1.00E+03 5.27E+02 474.715 2 17.24

PHO4 YFR034C SSGALVDDDKR[1] Phospho 92.4 -2.33 0.23 -1.09 -2.56 0.102 0.396 0.194 0.02 1.04E+04 1.63E+03 3.34E+03 1.56E+03 5.27E+02 9.49E+02 3.41E+03 5.95E+03 8.69E+03 3.54E+03 2.81E+03 8.81E+02 621.772 2 32.81

HEK2 YBL032W SSGEPTSPSTSSNTR[7] Phospho 98.9 1.00 1.48 1.23 -0.48 0.142 0.005 0.072 0.18 4.40E+03 1.68E+03 7.00E+03 6.93E+03 4.33E+03 1.49E+04 1.14E+04 1.36E+04 1.15E+04 1.58E+04 8.65E+03 6.31E+03 787.8207 2 32.36

YOL019W YOL019W SSGSRDDDETEELEEK[10] Phospho 100.0 -0.34 -0.42 -0.66 0.08 0.200 0.069 0.024 0.41 3.06E+04 2.15E+04 2.10E+04 2.80E+04 1.58E+04 1.41E+04 1.78E+04 2.04E+04 1.65E+04 1.64E+04 1.45E+04 1.54E+04 953.3704 2 50.97

AVT3 YKL146W SSGTTGGLLK[1] Phospho33.2 0.59 0.57 0.14 0.02 0.051 0.035 0.309 0.46 4.34E+03 6.06E+03 7.76E+03 1.11E+04 7.43E+03 8.81E+03 8.00E+03 1.03E+04 8.69E+03 7.60E+03 6.91E+03 5.53E+03 500.7394 2 18.9

RPH1 YER169W SSGVSSPLLSR[6] Phospho 93.9 -0.58 0.03 -0.04 -0.61 0.015 0.434 0.445 0.01 5.54E+03 7.08E+03 5.26E+03 3.61E+03 4.35E+03 3.98E+03 5.43E+03 7.14E+03 5.72E+03 7.40E+03 4.94E+03 5.10E+03 585.2819 2 32.91

LCB5 YLR260W SSIDNISR [2] Phospho 91.7 0.90 0.96 0.89 -0.05 0.042 0.036 0.040 0.44 6.81E+03 3.48E+03 7.05E+03 1.46E+04 8.71E+03 9.18E+03 7.86E+03 1.45E+04 1.13E+04 1.43E+04 9.06E+03 8.84E+03 486.2131 2 32.48

ARG81 YML099C SSIPEKYK [7] Phospho 99.9 0.38 0.02 0.24 0.36 0.121 0.481 0.196 0.21 1.52E+05 1.53E+05 2.08E+05 1.89E+05 1.90E+05 2.88E+05 2.55E+05 1.06E+05 1.60E+05 1.61E+05 1.94E+05 2.49E+05 516.2415 2 26.2

MDS3 YGL197W SSISEAEHQR[1] Phospho49.9 -1.79 0.50 -0.56 -2.29 0.119 0.254 0.306 0.01 5.26E+03 1.14E+03 1.39E+03 9.46E+02 7.57E+02 5.28E+02 2.44E+03 3.96E+03 4.62E+03 3.21E+03 1.37E+03 6.98E+02 612.2548 2 21.49

YMR295C YMR295C SSISNTSDHDGANR[7] Phospho 92.9 1.05 0.17 0.31 0.88 0.038 0.322 0.285 0.04 2.91E+04 1.97E+04 1.31E+04 5.05E+04 2.67E+04 5.10E+04 2.86E+04 2.10E+04 2.03E+04 3.83E+04 1.90E+04 1.92E+04 770.8053 2 65

YMR295C YMR295C SSISNTSDHDGANRASDVK[16] Phospho 100.0 -0.10 -0.18 -0.15 0.07 0.250 0.262 0.213 0.38 2.78E+04 2.98E+04 2.18E+04 2.33E+04 2.49E+04 2.56E+04 3.07E+04 1.94E+04 2.01E+04 2.64E+04 2.06E+04 2.45E+04 1020.935 2 39.84

YMR295C YMR295C SSISNTSDHDGANRASDVK[16] Phospho 100.0 -0.18 -0.09 -0.08 -0.08 0.184 0.367 0.362 0.37 1.02E+05 8.59E+04 7.02E+04 8.16E+04 6.93E+04 7.72E+04 1.04E+05 6.73E+04 7.06E+04 9.57E+04 6.68E+04 8.14E+04 680.9585 3 31.24

RLM1 YPL089C SSKISPLSASASGPLTLQK[5] Phospho ,[8] Phospho 46.8, 87.9 -1.17 -0.65 -0.66 -0.52 0.047 0.182 0.114 0.28 1.32E+04 2.36E+04 1.24E+04 4.06E+03 1.12E+04 6.54E+03 4.30E+03 1.94E+04 7.71E+03 1.48E+04 7.79E+03 8.49E+03 1016.492 2 25.59

RLM1 YPL089C SSKISPLSASASGPLTLQK[8] Phospho ,[10] Phospho 90.5, 52.1 -0.48 -0.49 -0.45 0.01 0.126 0.265 0.147 0.49 9.83E+03 1.81E+04 1.06E+04 8.06E+03 9.16E+03 1.04E+04 4.23E+03 1.86E+04 4.56E+03 1.15E+04 8.79E+03 8.02E+03 677.9971 3 18.9

NET1 YJL076W SSLETIVEK [1] Phospho33.3 0.92 0.54 0.23 0.38 0.025 0.087 0.299 0.06 1.06E+03 2.60E+03 2.81E+03 3.24E+03 4.49E+03 4.58E+03 2.77E+03 3.59E+03 3.09E+03 2.44E+03 3.22E+03 1.95E+03 543.2602 2 26.94

SFL1 YOR140W SSLNEDSLYPK[1] Phospho50.0 -0.08 0.19 -1.01 -0.26 0.439 0.355 0.094 0.15 7.35E+03 2.31E+04 1.36E+04 1.41E+04 1.37E+04 1.40E+04 1.53E+04 2.13E+04 1.36E+04 7.80E+03 8.46E+03 5.68E+03 666.7904 2 25.88

SEC7 YDR170C SSLSNDVR [1] Phospho49.7 -1.55 -0.38 -1.55 -1.18 0.221 0.395 0.218 0.14 3.07E+04 2.07E+03 4.11E+03 8.76E+03 1.89E+03 1.89E+03 2.54E+03 1.08E+04 1.51E+04 7.17E+03 3.40E+03 2.03E+03 479.2059 2 19.83

ALR1 YOL130W SSLVSPVLEIPHESK[2] Phospho 88.4 -0.21 0.17 -0.16 -0.38 0.336 0.348 0.370 0.12 3.54E+04 8.78E+04 5.08E+04 4.61E+04 6.39E+04 4.07E+04 8.07E+04 6.42E+04 5.14E+04 4.14E+04 6.75E+04 4.65E+04 567.9539 3 54.74

ALR1 YOL130W SSLVSPVLEIPHESK[2] Phospho 88.4 -0.36 0.27 -0.17 -0.63 0.288 0.306 0.395 0.04 1.63E+04 5.36E+04 2.66E+04 2.03E+04 3.17E+04 2.32E+04 4.77E+04 3.41E+04 3.45E+04 1.95E+04 4.07E+04 2.53E+04 851.4274 2 41.27

VRP1 YLR337C SSNISLPSVSAPPLPSASLPTHVSNPPQAPPPPPTPTIGLDSK[24] Phospho ,[25] Phospho 30.7, 25.4 0.35 0.46 0.12 -0.11 0.228 0.067 0.374 0.39 4.17E+04 3.68E+04 2.57E+04 4.21E+04 6.39E+04 2.72E+04 5.03E+04 5.53E+04 3.80E+04 4.93E+04 4.11E+04 2.32E+04 1103.3 4 38.91

SSB1 YDL229W SSNITISNAVGRLSSEEIEK[14] Phospho 87.6 0.35 -0.65 0.06 1.00 0.103 0.162 0.410 0.07 1.83E+04 1.85E+04 1.32E+04 2.26E+04 1.64E+04 2.46E+04 2.06E+04 7.45E+03 3.72E+03 1.41E+04 2.16E+04 1.63E+04 1107.537 2 18.37

SSB1 YDL229W SSNITISNAVGRLSSEEIEK[15] Phospho 89.0 0.30 -0.62 0.01 0.92 0.121 0.114 0.470 0.05 2.97E+04 2.50E+04 2.36E+04 3.63E+04 2.41E+04 3.60E+04 2.83E+04 1.55E+04 7.08E+03 2.74E+04 2.74E+04 2.40E+04 738.6944 3 31.1

MAF1 YDR005C SSNNNYSSGTATNNVNK[1] Phospho93.9 -1.03 -1.07 -0.77 0.04 0.117 0.124 0.160 0.47 2.76E+04 7.79E+03 1.49E+04 1.16E+04 8.25E+03 4.88E+03 2.91E+03 1.31E+04 7.89E+03 1.38E+04 8.06E+03 7.56E+03 926.3797 2 65.9

NIP1 YMR309C SSNYDSSDEESDEEDGKK[6] Phospho, [7] Phospho, [11] Phospho99.9, 100.0, 100.0-0.73 -0.68 -1.08 -0.05 0.223 0.279 0.152 0.48 3.00E+05 5.01E+04 1.57E+05 1.05E+05 1.58E+05 4.22E+04 1.84E+04 2.41E+05 5.70E+04 1.20E+05 7.27E+04 4.65E+04 1130.841 2 23.06

MSN4 YKL062W SSPAQDQQFIK[1] Phospho50.0 -0.20 -0.10 -0.22 -0.10 0.288 0.360 0.277 0.37 5.33E+04 3.16E+04 3.91E+04 4.80E+04 3.04E+04 2.98E+04 3.26E+04 4.55E+04 3.75E+04 4.83E+04 2.73E+04 3.09E+04 664.7999 2 44.73

ARE2 YNR019W SSPDAVDSVGK[2] Phospho 92.1 0.51 0.43 0.29 0.09 0.059 0.098 0.147 0.36 1.50E+04 9.07E+03 1.59E+04 2.26E+04 1.61E+04 1.83E+04 1.43E+04 1.81E+04 2.13E+04 1.80E+04 1.40E+04 1.68E+04 571.2422 2 36.78

HOF1 YMR032W SSPVQLQSNVDDSVLR[1] Phospho50.0 0.20 2.20 1.20 -2.00 0.331 0.003 0.026 0.00 1.61E+03 3.41E+03 2.31E+03 2.27E+03 3.90E+03 2.24E+03 1.30E+04 1.27E+04 8.07E+03 7.23E+03 5.97E+03 3.69E+03 912.4304 2 43.62

PRP19 YLL036C SSQQAVAITR[2] Phospho 92.5 0.95 -0.15 -0.34 1.09 0.001 0.280 0.086 0.00 8.58E+04 7.19E+04 9.84E+04 1.78E+05 1.52E+05 1.63E+05 9.77E+04 7.02E+04 6.35E+04 7.31E+04 5.28E+04 7.70E+04 570.7741 2 49.98

HPC2 YBR215W SSSASAILPKPTTTK[1] Phospho33.3 -3.52 -4.72 -1.80 1.20 0.008 0.006 0.021 0.30 2.36E+04 4.23E+04 2.27E+04 7.50E+03 0.00E+00 2.14E+02 1.56E+03 1.60E+03 1.79E+02 1.49E+04 5.71E+03 4.85E+03 784.9007 2 41.59

GDS1 YOR355W SSSELAAIHK[3] Phospho 99.8 -2.35 -1.88 -1.19 -0.47 0.000 0.000 0.002 0.06 4.19E+03 5.52E+03 5.10E+03 1.26E+03 6.03E+02 1.01E+03 1.38E+03 1.27E+03 1.34E+03 2.45E+03 1.74E+03 2.27E+03 561.7633 2 37.18

HSP42 YDR171W SSSFAHLQAPSPIPDPLQVSKPETR[11] Phospho 100.0 3.36 2.30 -0.16 1.07 0.000 0.035 0.390 0.01 2.00E+03 3.83E+03 1.70E+03 2.42E+04 2.76E+04 2.58E+04 2.02E+04 7.22E+03 9.69E+03 3.05E+03 1.19E+03 2.50E+03 923.792 3 23.21

HSP42 YDR171W SSSFAHLQAPSPIPDPLQVSKPETR[11] Phospho100.0 -0.46 -0.06 -0.26 -0.39 0.196 0.451 0.308 0.13 1.57E+05 3.03E+05 1.25E+05 1.48E+05 1.49E+05 1.30E+05 2.52E+05 1.68E+05 1.39E+05 1.37E+05 2.09E+05 1.42E+05 923.7925 3 60.89

HSP42 YDR171W SSSFAHLQAPSPIPDPLQVSKPETR[11] Phospho 100.0 -0.46 -0.07 -0.16 -0.39 0.164 0.439 0.353 0.10 1.07E+05 1.65E+05 7.11E+04 8.46E+04 9.30E+04 7.20E+04 1.37E+05 1.07E+05 8.31E+04 8.77E+04 1.27E+05 9.21E+04 693.0962 4 17.83

YSP2 YDR326C SSSFLR [3] Phospho 99.8 -0.18 0.12 0.05 -0.30 0.307 0.403 0.453 0.22 1.49E+03 3.28E+03 3.11E+03 2.16E+03 2.25E+03 2.52E+03 2.06E+03 4.05E+03 2.42E+03 3.66E+03 2.25E+03 2.24E+03 388.6703 2 32.59

MLP1 YKR095W SSSGGFNPFTSPSPNK[13] Phospho100.0 -0.64 0.62 0.30 -1.25 0.085 0.228 0.218 0.11 1.70E+04 3.09E+04 1.72E+04 1.46E+04 1.42E+04 1.30E+04 1.81E+04 5.96E+04 2.20E+04 3.29E+04 2.65E+04 2.06E+04 845.8597 2 19.26

TAO3 YIL129C SSSHFAADR[3] Phospho 99.9 0.86 -0.04 -0.02 0.90 0.050 0.460 0.485 0.02 2.88E+03 1.29E+03 1.50E+03 3.12E+03 2.73E+03 4.47E+03 2.06E+03 1.76E+03 1.68E+03 2.89E+03 1.49E+03 1.21E+03 529.2089 2 26

NPR1 YNL183C SSSHIGSVSNSSSSDR[7] Phospho 97.3 0.35 0.25 0.45 0.09 0.185 0.272 0.155 0.35 1.28E+04 2.20E+04 3.17E+04 3.22E+04 2.38E+04 2.88E+04 2.19E+04 3.33E+04 2.43E+04 3.90E+04 2.52E+04 2.68E+04 837.3421 2 61.14

NPR1 YNL183C SSSHIGSVSNSSSSDR[7] Phospho 97.3 0.30 0.14 0.37 0.16 0.202 0.358 0.225 0.26 6.53E+03 7.07E+03 1.26E+04 1.26E+04 9.96E+03 9.71E+03 7.67E+03 1.19E+04 9.34E+03 1.60E+04 8.64E+03 9.30E+03 558.5637 3 30.28

HAA1 YPR008W SSSIDVNHR [3] Phospho 99.9 0.71 0.95 1.25 -0.24 0.046 0.128 0.012 0.34 1.23E+04 5.34E+03 6.33E+03 1.34E+04 1.15E+04 1.42E+04 2.57E+04 1.07E+04 9.75E+03 1.69E+04 1.66E+04 2.34E+04 547.7351 2 37.31

HTS1 YPR033C SSSIIR [3] Phospho 99.9 6.26 5.85 5.88 0.41 0.000 0.001 0.000 0.06 0.00E+00 4.43E+01 0.00E+00 2.01E+03 1.64E+03 2.24E+03 1.20E+03 1.42E+03 1.80E+03 1.37E+03 1.48E+03 1.67E+03 371.6785 2 15.02

MLF3 YNL074C SSSILFQR [3] Phospho 100.0 -0.46 0.33 -0.40 -0.79 0.130 0.221 0.160 0.04 2.41E+04 5.17E+04 4.30E+04 2.73E+04 2.87E+04 3.06E+04 3.73E+04 6.73E+04 4.52E+04 3.02E+04 3.33E+04 2.67E+04 509.2421 2 48.23

COG3 YER157W SSSILTLAR [2] Phospho 48.7 0.21 0.24 0.01 -0.03 0.261 0.231 0.482 0.45 5.86E+03 1.10E+04 7.42E+03 7.79E+03 1.13E+04 9.04E+03 1.06E+04 1.06E+04 7.52E+03 8.04E+03 9.97E+03 6.50E+03 514.263 2 51.5

HER1 YOR227W SSSISTSLNER[3] Phospho 99.0 0.06 0.29 0.11 -0.23 0.309 0.058 0.320 0.10 2.41E+04 2.10E+04 2.22E+04 2.58E+04 2.10E+04 2.31E+04 2.43E+04 3.20E+04 2.60E+04 3.04E+04 1.90E+04 2.31E+04 630.7776 2 37.28

GIP4 YAL031C SSSLQSYTNK[3] Phospho 98.8 -0.48 -0.42 -0.49 -0.06 0.179 0.263 0.205 0.46 3.58E+04 1.52E+04 2.41E+04 2.43E+04 1.59E+04 1.37E+04 1.05E+04 3.22E+04 1.35E+04 2.80E+04 1.26E+04 1.26E+04 597.7558 2 42.03

GIP4 YAL031C SSSLQSYTNK[3] Phospho98.8 1.80 0.93 0.77 0.87 0.050 0.152 0.092 0.16 9.66E+02 7.62E+02 7.59E+02 2.48E+03 1.48E+03 4.77E+03 2.76E+03 5.65E+02 1.43E+03 2.10E+03 1.30E+03 8.60E+02 597.7557 2 17.32

PIN4 YBL051C SSSNLSLDSLSK[3] Phospho 90.7 -0.38 -0.26 -0.59 -0.12 0.053 0.203 0.032 0.33 9.35E+04 1.17E+05 7.98E+04 7.69E+04 7.28E+04 7.30E+04 7.54E+04 1.06E+05 6.01E+04 6.67E+04 7.50E+04 5.08E+04 659.3023 2 44.15

UBP3 YER151C SSSPLLSK [3] Phospho 99.6 0.48 -0.73 0.01 1.21 0.122 0.018 0.421 0.03 4.60E+03 4.32E+03 4.74E+03 8.26E+03 3.83E+03 6.97E+03 3.26E+03 3.36E+03 1.62E+03 4.67E+03 4.29E+03 4.82E+03 449.7178 2 26.42

PAN1 YIR006C SSSPSYSQFK[3] Phospho 100.0 0.49 0.43 0.02 0.05 0.063 0.230 0.470 0.45 1.79E+04 2.92E+04 2.29E+04 3.76E+04 2.57E+04 3.46E+04 2.01E+04 5.01E+04 2.41E+04 3.00E+04 2.03E+04 2.07E+04 599.2454 2 43.42

YBR197C YBR197C SSSQEGNPQLVQLK[1] Phospho48.7 -0.35 -0.22 -0.51 -0.14 0.019 0.156 0.006 0.24 3.54E+04 4.39E+04 4.40E+04 3.35E+04 3.16E+04 3.15E+04 2.94E+04 4.32E+04 3.34E+04 2.85E+04 2.93E+04 2.85E+04 797.8776 2 53.8

SCH9 YHR205W SSSQLDQLNSCSSVTDPSK[1] Phospho48.6 -1.02 -0.42 -0.24 -0.60 0.002 0.043 0.104 0.03 2.23E+05 1.75E+05 2.07E+05 1.03E+05 7.85E+04 1.17E+05 1.26E+05 1.84E+05 1.43E+05 1.99E+05 1.49E+05 1.64E+05 1060.447 2 76.15

RCN2 YOR220W SSSSTSNLSLNR[3] Phospho 88.4 0.43 0.72 0.68 -0.29 0.101 0.114 0.132 0.27 2.19E+04 1.34E+04 2.38E+04 3.02E+04 2.03E+04 2.92E+04 1.89E+04 4.79E+04 3.07E+04 4.87E+04 2.35E+04 2.26E+04 666.7936 2 52.42

YDL180W YDL180W SSSSTYGSIR[5] Phospho81.0 0.32 0.91 0.10 -0.59 0.223 0.216 0.412 0.29 5.44E+02 7.99E+02 5.81E+02 9.84E+02 9.85E+02 4.49E+02 5.29E+02 2.53E+03 5.97E+02 1.03E+03 4.70E+02 5.58E+02 562.7351 2 20.1

GPD1 YDL022W SSSSVSLK [3] Phospho 99.0 -0.53 -0.33 -0.23 -0.20 0.195 0.290 0.369 0.32 5.13E+04 1.58E+04 3.58E+04 3.10E+04 2.17E+04 1.87E+04 1.95E+04 3.82E+04 2.41E+04 4.81E+04 2.22E+04 1.75E+04 437.6995 2 48.53



GPD1 YDL022W SSSSVSLK [3] Phospho, [6] Phospho98.2, 99.4 -0.87 -0.81 -0.41 -0.06 0.186 0.201 0.340 0.47 3.11E+04 4.49E+03 2.39E+04 1.89E+04 5.80E+03 7.87E+03 4.85E+03 1.96E+04 9.59E+03 3.02E+04 8.37E+03 6.12E+03 477.6826 2 18.78

SNC1 YAL030W SSSTPFDPYALSEHDEERPQNVQSK[12] Phospho 97.9 -0.28 -0.22 -0.14 -0.07 0.105 0.206 0.296 0.35 7.49E+04 9.72E+04 6.54E+04 6.65E+04 6.37E+04 6.48E+04 8.25E+04 6.47E+04 5.74E+04 6.35E+04 8.78E+04 6.48E+04 990.7654 3 38.06

SNC1 YAL030W SSSTPFDPYALSEHDEERPQNVQSK[12] Phospho97.9 0.04 -0.18 -0.08 0.22 0.459 0.211 0.428 0.27 2.23E+04 2.82E+04 1.82E+04 3.33E+04 1.80E+04 1.93E+04 2.15E+04 2.08E+04 1.83E+04 3.23E+04 1.77E+04 1.52E+04 990.7681 3 21.49

BUL1 YMR275C SSSTSNLENLIPLR[1] Phospho45.1 -0.38 0.46 -0.19 -0.84 0.191 0.191 0.354 0.07 9.53E+03 1.40E+04 6.85E+03 7.49E+03 9.93E+03 5.96E+03 1.39E+04 1.95E+04 8.36E+03 8.77E+03 1.28E+04 5.13E+03 805.8945 2 45.36

SFL1 YOR140W SSSTTNIPSR[3] Phospho 98.2 0.04 0.18 0.04 -0.14 0.469 0.385 0.478 0.37 1.11E+04 9.70E+03 2.44E+04 1.78E+04 1.44E+04 1.42E+04 9.78E+03 2.46E+04 1.68E+04 2.53E+04 9.50E+03 1.16E+04 565.2493 2 55.9

GIP3 YPL137C SSSVSNAALCNTEKPDLK[2] Phospho 46.6 0.16 0.20 0.06 -0.04 0.222 0.188 0.332 0.43 9.06E+04 9.00E+04 6.91E+04 1.00E+05 1.04E+05 7.51E+04 9.23E+04 1.15E+05 7.98E+04 8.95E+04 9.09E+04 8.04E+04 667.6382 3 28.66

GIP3 YPL137C SSSVSNAALCNTEKPDLK[1] Phospho33.3 0.04 -0.10 -0.14 0.14 0.429 0.352 0.234 0.28 1.85E+05 1.77E+05 1.25E+05 1.80E+05 1.88E+05 1.34E+05 1.54E+05 1.81E+05 1.22E+05 1.54E+05 1.48E+05 1.40E+05 1000.954 2 55.93

TPS3 YMR261C SSSVTSASSHYIGLPQEAQINGEPLQR[3] Phospho ,[5] Phospho 59.1, 59.1 -0.40 0.50 0.13 -0.91 0.271 0.230 0.395 0.11 8.40E+04 1.67E+05 6.03E+04 5.13E+04 1.17E+05 6.73E+04 8.18E+04 2.25E+05 1.35E+05 1.09E+05 1.25E+05 1.06E+05 1006.12 3 36.45

TPS3 YMR261C SSSVTSASSHYIGLPQEAQINGEPLQR[3] Phospho ,[5] Phospho ,[11] Phospho 39.6, 39.6, 81.2-0.35 -0.04 -0.50 -0.31 0.292 0.478 0.071 0.37 9.17E+04 8.66E+04 5.30E+04 2.93E+04 1.10E+05 4.26E+04 2.87E+04 1.33E+05 6.43E+04 5.92E+04 5.40E+04 5.01E+04 1032.777 3 24.29

TPS3 YMR261C SSSVTSASSHYIGLPQEAQINGEPLQR[1] Phospho42.2 -0.66 0.18 -0.23 -0.84 0.055 0.286 0.238 0.01 7.09E+04 1.17E+05 7.34E+04 4.96E+04 6.35E+04 5.26E+04 9.65E+04 1.20E+05 8.03E+04 6.61E+04 8.80E+04 6.83E+04 979.4645 3 50.44

BOI1 YBL085W SSSVTTELQRPSSVVVNPNFK[12] Phospho84.0 -1.07 0.07 -1.25 -1.13 0.153 0.460 0.135 0.01 4.53E+03 1.24E+04 2.95E+03 3.26E+03 3.93E+03 2.27E+03 6.73E+03 8.47E+03 5.61E+03 1.46E+03 2.89E+03 3.96E+03 1178.579 2 18.81

INP52 YNL106C SSTAPDEISTSTK[1] Phospho50.0 0.09 0.15 0.28 -0.06 0.357 0.271 0.139 0.41 4.98E+04 3.48E+04 4.84E+04 5.83E+04 3.90E+04 4.45E+04 4.00E+04 4.87E+04 5.87E+04 6.55E+04 4.94E+04 4.65E+04 702.3003 2 44.16

TRS33 YOR115C SSTHSNNVGHPQSSPQGPLTEQQR[14] Phospho 82.4 -0.24 0.44 0.23 -0.68 0.081 0.115 0.196 0.06 3.28E+04 3.05E+04 3.73E+04 3.11E+04 3.02E+04 2.39E+04 3.71E+04 3.74E+04 6.17E+04 3.98E+04 2.93E+04 4.86E+04 899.0668 3 22.91

SSD1 YDR293C SSTINNDSDSLSSPTK[13] Phospho 92.4 -0.22 -0.19 -0.13 -0.03 0.158 0.183 0.289 0.46 4.34E+04 3.73E+04 3.81E+04 4.29E+04 2.97E+04 2.96E+04 2.65E+04 4.15E+04 3.61E+04 3.88E+04 2.57E+04 4.38E+04 866.8701 2 24.02

ROD1 YOR018W SSTNLAALPK[1] Phospho49.8 -0.50 0.02 -0.24 -0.51 0.023 0.460 0.098 0.00 4.27E+04 5.03E+04 5.87E+04 3.24E+04 3.51E+04 4.01E+04 4.71E+04 5.35E+04 5.28E+04 4.62E+04 4.28E+04 3.93E+04 541.2685 2 38.84

EAP1 YKL204W SSTPNAESQLLSASDK[1] Phospho33.3 0.26 -0.66 -0.22 0.92 0.223 0.033 0.139 0.05 9.92E+03 9.39E+03 7.85E+03 1.48E+04 9.82E+03 7.96E+03 7.26E+03 6.48E+03 3.40E+03 6.31E+03 9.18E+03 7.78E+03 857.8809 2 46.73

YBT1 YLL048C SSTSLSNLPAVK[1] Phospho, [4] Phospho48.1, 90.4 -0.31 -0.18 -0.05 -0.13 0.129 0.333 0.422 0.39 4.82E+04 6.24E+04 4.78E+04 3.53E+04 5.46E+04 3.79E+04 3.38E+04 7.10E+04 3.54E+04 5.33E+04 6.19E+04 3.78E+04 682.2995 2 26.44

YBT1 YLL048C SSTSLSNLPAVK[4] Phospho88.5 -0.36 0.05 -0.26 -0.41 0.102 0.429 0.174 0.06 1.57E+04 2.56E+04 1.96E+04 1.58E+04 1.46E+04 1.70E+04 2.02E+04 2.58E+04 1.72E+04 1.45E+04 1.85E+04 1.80E+04 642.3162 2 33.72

GAT1 YFL021W SSTSVQSSATPPSNTSSNPDIK[4] Phospho 92.5 -0.98 -0.59 -0.71 -0.39 0.006 0.022 0.017 0.00 2.59E+05 1.83E+05 1.92E+05 1.09E+05 9.92E+04 1.14E+05 1.31E+05 1.48E+05 1.42E+05 1.40E+05 1.09E+05 1.39E+05 1136.503 2 62.63

PTK2 YJR059W SSVALQDLIK[2] Phospho 94.5 -0.64 -0.51 -0.60 -0.13 0.019 0.057 0.032 0.31 2.18E+04 2.65E+04 1.85E+04 1.28E+04 1.65E+04 1.35E+04 1.79E+04 1.80E+04 1.10E+04 1.31E+04 1.84E+04 1.25E+04 577.2978 2 45.49

SSK1 YLR006C SSVSPTAGSFGLSK[4] Phospho 95.9 0.19 0.39 -0.27 -0.20 0.386 0.280 0.370 0.25 1.07E+03 6.40E+03 2.89E+03 4.44E+03 4.27E+03 3.15E+03 4.45E+03 5.74E+03 3.40E+03 3.10E+03 3.69E+03 1.80E+03 702.8242 2 36.09

MSN2 YMR037C SSVVIESTK [2] Phospho 85.5 -0.11 0.93 0.49 -1.04 0.365 0.010 0.108 0.00 4.03E+03 2.25E+03 4.13E+03 3.43E+03 2.58E+03 3.63E+03 6.51E+03 5.65E+03 7.67E+03 3.62E+03 6.17E+03 4.85E+03 515.2468 2 24.03

MSC3 YLR219W STAGNNNDSRANSITVK[9] Phospho ,[13] Phospho 99.8, 99.9 0.23 -0.02 0.17 0.25 0.275 0.487 0.368 0.25 9.03E+04 4.05E+04 9.19E+04 1.07E+05 8.31E+04 7.15E+04 4.78E+04 9.95E+04 7.31E+04 1.18E+05 5.65E+04 7.49E+04 954.8961 2 20.88

GDH3 YAL062W STATNAKDAVWFGPPK[1] Phospho45.4 -1.25 -1.72 -0.24 0.47 0.078 0.047 0.341 0.24 1.13E+05 4.78E+04 4.93E+04 4.69E+04 1.75E+04 2.39E+04 1.03E+04 3.10E+04 2.25E+04 5.40E+04 8.01E+04 4.41E+04 590.6107 3 22.61

PUF2 YPR042C STDNYTLPQTAQLNSFLEK[1] Phospho49.3 0.03 0.01 -0.28 0.01 0.479 0.482 0.177 0.49 1.08E+04 1.72E+04 1.13E+04 1.07E+04 2.05E+04 8.75E+03 1.24E+04 1.46E+04 1.26E+04 1.02E+04 1.25E+04 9.58E+03 750.6829 3 37.21

RPS11A YDR025W STELTVQSER[8] Phospho86.3 0.03 -0.63 0.14 0.66 0.457 0.105 0.325 0.05 5.10E+03 6.16E+03 9.28E+03 8.10E+03 6.15E+03 6.77E+03 5.27E+03 5.64E+03 2.37E+03 8.34E+03 8.07E+03 6.21E+03 636.2797 2 25.71

LDB19 YOR322C STFGSALSSR[1] Phospho50.0 0.61 0.90 0.39 -0.29 0.059 0.050 0.245 0.19 7.30E+02 1.83E+03 1.27E+03 1.72E+03 1.99E+03 2.18E+03 1.66E+03 3.11E+03 2.41E+03 1.05E+03 2.50E+03 1.50E+03 546.7398 2 40

LAC1 YKL008C STIKPSPSNNNLK[8] Phospho 99.6 -0.07 0.27 0.41 -0.34 0.402 0.207 0.083 0.17 1.51E+05 1.02E+05 1.46E+05 1.14E+05 1.04E+05 1.62E+05 1.16E+05 1.62E+05 2.02E+05 1.70E+05 1.45E+05 2.16E+05 761.3694 2 30.4

ENA2 YDR039C STNQSNENDQSSLSQHNEK[5] Phospho 93.0 -0.22 0.44 0.00 -0.66 0.425 0.302 0.499 0.09 1.58E+04 8.25E+02 4.81E+03 4.55E+03 3.60E+03 1.03E+04 8.40E+03 1.05E+04 1.02E+04 1.35E+04 4.49E+03 3.46E+03 742.968 3 15

IGD1 YFR017C STNYMDALNSR[1] Phospho49.8 0.46 1.30 0.91 -0.83 0.303 0.049 0.077 0.16 3.32E+03 4.42E+03 2.93E+03 3.37E+03 9.61E+03 1.76E+03 6.19E+03 1.35E+04 6.56E+03 4.38E+03 1.01E+04 5.64E+03 676.2723 2 34.97

DCS2 YOR173W STPIFFHR [1] Phospho 50.0 0.08 0.22 -0.41 -0.13 0.436 0.348 0.282 0.29 3.92E+03 1.21E+04 5.53E+03 7.13E+03 7.83E+03 7.90E+03 1.02E+04 8.85E+03 6.03E+03 2.81E+03 7.38E+03 6.02E+03 542.7528 2 30.49

DIG1 YPL049C STQDPIGDTEISVANAK[1] Phospho50.0 3.09 -0.66 -0.22 3.74 0.096 0.221 0.402 0.09 5.22E+02 1.13E+03 4.39E+02 0.00E+00 1.16E+04 6.34E+03 7.07E+01 8.05E+02 4.37E+02 0.00E+00 7.35E+02 1.05E+03 913.416 2 64.02

ASK10 YGR097W STSAGNSITANAPVVPK[1] Phospho33.3 -0.92 -0.48 -0.34 -0.44 0.002 0.010 0.023 0.04 1.75E+04 2.06E+04 2.07E+04 1.26E+04 8.24E+03 1.02E+04 1.23E+04 1.60E+04 1.37E+04 1.65E+04 1.64E+04 1.35E+04 847.4125 2 54.27

GIP3 YPL137C STSISNAVVSSK[3] Phospho 99.8 -0.04 0.08 0.16 -0.11 0.410 0.279 0.160 0.16 1.04E+05 7.88E+04 9.76E+04 9.58E+04 8.01E+04 9.74E+04 1.03E+05 9.18E+04 1.01E+05 9.30E+04 1.06E+05 1.14E+05 630.2994 2 60.36

ARP4 YJL081C STSPAANSADTPNETGK[3] Phospho 85.7 -0.04 -0.04 -0.28 0.00 0.415 0.402 0.137 0.49 3.44E+04 2.44E+04 2.86E+04 3.25E+04 2.45E+04 2.79E+04 2.76E+04 2.80E+04 2.95E+04 2.97E+04 2.17E+04 2.08E+04 864.3613 2 55.91

GDE1 YPL110C STSPNANANDNTEFFK[3] Phospho 87.4 0.31 0.94 0.72 -0.63 0.020 0.008 0.002 0.02 5.67E+04 5.24E+04 6.06E+04 6.57E+04 7.79E+04 6.71E+04 8.97E+04 1.33E+05 1.03E+05 8.75E+04 1.05E+05 8.65E+04 918.8761 2 59.11

NUP145 YGL092W STSPNEIFSPSYSK[2] Phospho 47.4 -0.29 0.26 -0.74 -0.55 0.296 0.321 0.135 0.12 5.85E+03 1.51E+04 7.68E+03 6.27E+03 9.60E+03 7.57E+03 1.15E+04 1.56E+04 7.24E+03 4.37E+03 7.57E+03 5.25E+03 812.3508 2 27.98

ALR1 YOL130W STSQKSDADDDTLER[3] Phospho ,[6] Phospho 86.7, 100.0 -0.33 -0.70 -0.12 0.38 0.286 0.153 0.420 0.20 3.35E+04 1.05E+04 3.34E+04 2.66E+04 2.12E+04 1.40E+04 8.96E+03 2.12E+04 1.74E+04 3.44E+04 1.67E+04 2.03E+04 914.3376 2 18.75

HRD1 YOL013C STSTPSPTWYTFPLHK[3] Phospho 88.0 -1.28 -0.26 -1.10 -1.03 0.123 0.374 0.146 0.05 1.57E+04 5.28E+04 1.64E+04 1.15E+04 1.31E+04 1.02E+04 2.29E+04 3.38E+04 1.43E+04 8.64E+03 1.60E+04 1.49E+04 643.9652 3 18.92

HRK1 YOR267C STSTVNLNNHYR[3] Phospho 87.5 -0.75 -0.69 -0.41 -0.06 0.008 0.003 0.045 0.40 2.52E+04 3.06E+04 2.69E+04 1.75E+04 1.18E+04 1.97E+04 1.48E+04 1.90E+04 1.74E+04 2.58E+04 1.70E+04 1.97E+04 495.8877 3 27.97

AGE2 YIL044C STSVPVKK [3] Phospho 33.3 -1.45 -1.81 -0.19 0.35 0.073 0.054 0.402 0.18 6.29E+04 2.54E+04 2.34E+04 1.16E+04 9.96E+03 1.92E+04 9.64E+03 1.11E+04 1.11E+04 1.84E+04 2.47E+04 5.50E+04 463.2389 2 15.14

MYO1 YHR023W STSYSDDPLDK[1] Phospho47.8 0.66 0.24 0.39 0.42 0.042 0.322 0.239 0.10 1.11E+03 5.30E+02 1.38E+03 1.70E+03 1.60E+03 1.50E+03 6.54E+02 1.46E+03 1.46E+03 1.85E+03 1.37E+03 7.52E+02 654.2567 2 15.86

BBC1 YJL020C STTHDVGEISNNVK[2] Phospho46.3 -0.08 -0.73 -0.09 0.66 0.241 0.139 0.340 0.17 2.81E+04 2.66E+04 3.03E+04 2.41E+04 2.72E+04 2.94E+04 3.03E+04 2.08E+04 7.66E+01 2.22E+04 2.41E+04 3.37E+04 790.8514 2 39.71

MSH6 YDR097C STTTDEDLSSSQSR[11] Phospho 98.8 0.05 -1.32 -1.34 1.37 0.457 0.066 0.064 0.01 1.02E+04 3.20E+03 6.44E+03 8.41E+03 7.05E+03 5.19E+03 1.59E+03 3.26E+03 3.10E+03 3.63E+03 2.18E+03 2.03E+03 797.3185 2 25.65

MSH6 YDR097C STTTDEDLSSSQSRR[11] Phospho 89.3 0.49 -1.11 -0.85 1.60 0.055 0.019 0.053 0.00 2.82E+04 1.61E+04 1.90E+04 3.27E+04 2.59E+04 3.02E+04 9.84E+03 8.37E+03 1.10E+04 1.67E+04 7.41E+03 1.09E+04 875.3683 2 26.73

FAS2 YPL231W STVQNEILGDLGK[1] Phospho50.0 0.22 -0.10 0.71 0.33 0.268 0.415 0.069 0.22 4.72E+03 4.10E+03 7.55E+03 6.07E+03 7.99E+03 5.08E+03 6.20E+03 6.41E+03 2.66E+03 6.34E+03 1.17E+04 8.72E+03 727.351 2 36.98

TIF4631 YGR162W STVSPQPESK[4] Phospho 99.7 1.62 0.57 0.34 1.04 0.056 0.069 0.098 0.10 2.01E+03 1.70E+03 1.64E+03 5.12E+03 2.54E+03 8.84E+03 3.34E+03 1.79E+03 2.85E+03 2.79E+03 1.80E+03 2.20E+03 570.2518 2 32.86

ALR1 YOL130W SVASLPSR [4] Phospho 100.0 0.22 0.24 0.19 -0.02 0.197 0.088 0.214 0.45 3.20E+03 4.65E+03 4.04E+03 3.88E+03 4.31E+03 5.63E+03 4.50E+03 4.93E+03 4.63E+03 5.49E+03 4.08E+03 4.02E+03 448.7156 2 32.77

RPP2A YOL039W SVDELITEGNEK[1] Phospho 100.0 0.37 0.45 -0.02 -0.08 0.203 0.174 0.488 0.35 2.64E+03 5.70E+03 8.61E+03 6.46E+03 7.61E+03 7.81E+03 6.10E+03 7.88E+03 9.17E+03 5.98E+03 6.67E+03 4.12E+03 707.3119 2 61.84

PMA1 YGL008C SVEDFMAAMQRVSTQHEK[13] Phospho ,[14] Phospho 100.0, 100.0 -0.88 -0.33 -0.10 -0.54 0.085 0.245 0.381 0.25 4.56E+05 5.34E+05 3.40E+05 2.11E+05 4.40E+05 7.41E+04 3.06E+05 5.54E+05 1.94E+05 3.43E+05 5.54E+05 3.45E+05 564.2327 4 17.65

PMA1 YGL008C SVEDFMAAMQRVSTQHEK[13] Phospho ,[14] Phospho 100.0, 100.0 -1.02 -0.36 -0.10 -0.66 0.052 0.234 0.404 0.20 8.75E+05 1.08E+06 6.47E+05 4.13E+05 7.25E+05 1.42E+05 6.33E+05 1.05E+06 3.41E+05 5.98E+05 1.20E+06 6.19E+05 1127.458 2 21.34

PMA1 YGL008C SVEDFMAAMQRVSTQHEK[13] Phospho ,[14] Phospho 100.0, 100.0 -0.89 -0.40 -0.13 -0.49 0.066 0.197 0.348 0.26 3.60E+06 3.79E+06 2.52E+06 1.78E+06 3.00E+06 5.76E+05 2.21E+06 3.91E+06 1.39E+06 2.54E+06 4.11E+06 2.41E+06 751.9752 3 17.94

YOX1 YML027W SVESALR [1] Phospho 99.0 0.17 -1.44 -1.32 1.60 0.333 0.010 0.012 0.01 8.57E+02 8.57E+02 1.37E+03 1.60E+03 8.38E+02 1.05E+03 3.12E+02 3.82E+02 4.30E+02 4.39E+02 3.66E+02 4.19E+02 421.1942 2 16.89

PRK1 YIL095W SVESFQSPQRK[7] Phospho 98.2 -0.66 -0.08 -0.38 -0.58 0.121 0.433 0.226 0.03 2.91E+04 1.25E+04 1.60E+04 1.31E+04 1.01E+04 1.33E+04 1.46E+04 1.80E+04 2.21E+04 1.58E+04 1.16E+04 1.70E+04 686.8166 2 17.68

SSN2 YDR443C SVFAPLNFNPIIENNVDNK[1] Phospho 100.0 -0.23 0.54 0.30 -0.77 0.320 0.074 0.235 0.05 1.09E+04 1.85E+04 1.06E+04 1.01E+04 1.70E+04 7.03E+03 2.31E+04 1.96E+04 1.55E+04 1.38E+04 2.24E+04 1.32E+04 742.3605 3 34.65

HAL5 YJL165C SVFSLSGLFK[1] Phospho 100.0 -3.11 -1.04 -1.91 -2.07 0.018 0.096 0.048 0.05 8.39E+02 2.32E+03 1.38E+03 6.74E+01 2.34E+02 1.98E+02 1.17E+03 7.19E+02 3.05E+02 9.67E+01 9.57E+02 1.37E+02 582.7902 2 31.03

HAL5 YJL165C SVFSLSGLFK[6] Phospho 100.0 -0.28 -0.21 -2.73 -0.08 0.393 0.421 0.114 0.44 4.80E+02 1.74E+03 1.81E+02 8.94E+02 6.63E+02 4.09E+02 1.04E+03 5.91E+02 4.38E+02 0.00E+00 2.56E+02 7.94E+01 582.7894 2 38.36

TRP3 YKL211C SVHAATNPINK[1] Phospho 100.0 0.76 1.05 1.22 -0.30 0.026 0.003 0.008 0.13 1.40E+05 1.75E+05 1.90E+05 3.01E+05 2.08E+05 3.43E+05 3.59E+05 2.93E+05 3.96E+05 3.30E+05 3.50E+05 5.00E+05 637.3007 2 33

PIG2 YIL045W SVHFDR [1] Phospho 100.0 -0.87 -1.26 -0.63 0.40 0.056 0.032 0.134 0.28 1.46E+04 1.20E+04 7.88E+03 9.55E+03 4.20E+03 5.16E+03 3.46E+03 2.60E+03 8.27E+03 4.64E+03 5.35E+03 1.24E+04 420.6736 2 19.33

IFH1 YLR223C SVKLSPK [5] Phospho 100.0 0.78 0.43 0.11 0.35 0.014 0.070 0.344 0.04 8.34E+02 1.43E+03 1.53E+03 2.10E+03 1.94E+03 2.50E+03 1.91E+03 1.53E+03 1.69E+03 1.23E+03 1.41E+03 1.44E+03 419.7251 2 18.05

YMR221C YMR221C SVLETYVEDK[1] Phospho 100.0 -0.50 -0.07 -0.28 -0.43 0.027 0.346 0.079 0.05 2.08E+05 2.58E+05 2.04E+05 1.68E+05 1.81E+05 1.26E+05 2.39E+05 2.22E+05 1.77E+05 1.81E+05 2.11E+05 1.63E+05 631.7818 2 45.47

CDC1 YDR182W SVLSTHSK [4] Phospho79.4 0.54 -0.07 -0.19 0.61 0.114 0.443 0.338 0.06 3.75E+04 1.79E+04 2.02E+04 3.43E+04 2.92E+04 4.65E+04 3.07E+04 1.64E+04 2.51E+04 2.88E+04 1.92E+04 1.81E+04 469.7208 2 22.88

RAD16 YBR114W SVNYNELSDDDTAVK[8] Phospho 100.0 -0.33 -0.17 -0.02 -0.16 0.003 0.115 0.360 0.15 5.52E+04 5.80E+04 5.28E+04 4.55E+04 4.10E+04 4.56E+04 5.11E+04 5.51E+04 4.15E+04 5.63E+04 5.59E+04 5.12E+04 875.3655 2 48.87

MYO5 YMR109W SVPNPASTLTASQSNARPSPPTAATR[1] Phospho 68.8 -0.83 -0.29 -0.33 -0.54 0.012 0.096 0.113 0.01 4.96E+04 6.13E+04 4.18E+04 2.94E+04 3.27E+04 2.37E+04 4.47E+04 4.18E+04 3.80E+04 3.72E+04 4.95E+04 3.47E+04 887.0972 3 31.55

NSG2 YNL156C SVSIDSTK [3] Phospho 98.3 0.12 -0.17 -0.19 0.29 0.426 0.397 0.405 0.31 2.07E+03 5.19E+02 1.97E+03 2.47E+03 1.07E+03 1.40E+03 6.65E+02 1.72E+03 1.66E+03 2.28E+03 1.24E+03 4.68E+02 458.7048 2 26.76

SNT1 YCR033W SVSKPNAPLEPDNIK[1] Phospho 98.9 -0.53 -0.26 -0.28 -0.27 0.006 0.011 0.005 0.08 2.37E+04 2.39E+04 2.39E+04 1.41E+04 1.97E+04 1.58E+04 2.02E+04 1.79E+04 2.15E+04 1.97E+04 1.81E+04 2.12E+04 844.9161 2 25.47

FAR11 YNL127W SVSLEDLK [3] Phospho 100.0 -0.45 0.19 -0.06 -0.64 0.102 0.263 0.424 0.01 1.25E+04 2.30E+04 2.16E+04 1.25E+04 1.39E+04 1.53E+04 1.93E+04 2.56E+04 2.01E+04 1.65E+04 2.26E+04 1.55E+04 485.7285 2 39.8

PMD1 YER132C SVSLFSPATK[1] Phospho 99.9 -0.23 0.38 0.26 -0.61 0.249 0.140 0.206 0.05 8.19E+03 1.32E+04 8.57E+03 8.04E+03 1.07E+04 6.77E+03 1.56E+04 1.40E+04 9.50E+03 1.17E+04 1.45E+04 9.66E+03 558.7707 2 26.52

AVL9 YLR114C SVSQISVNPGK[1] Phospho 100.0 0.18 0.00 0.03 0.18 0.215 0.494 0.453 0.08 3.69E+04 2.33E+04 3.65E+04 3.68E+04 3.32E+04 3.92E+04 2.87E+04 3.37E+04 3.40E+04 3.42E+04 3.19E+04 3.23E+04 598.2901 2 42.76

BUL2 YML111W SVSTEDNIHLLR[4] Phospho 93.1 0.29 0.56 0.26 -0.26 0.307 0.162 0.355 0.17 2.45E+03 1.19E+04 6.88E+03 6.55E+03 9.70E+03 9.74E+03 1.25E+04 1.03E+04 8.37E+03 4.23E+03 1.06E+04 1.04E+04 732.3485 2 36.28

SPO14 YKR031C SVTEEVDRVNSRPDELENQEVLR[11] Phospho 99.5 -0.85 -0.55 -0.84 -0.30 0.015 0.099 0.031 0.23 2.86E+04 3.39E+04 2.10E+04 1.58E+04 1.60E+04 1.44E+04 2.74E+04 1.29E+04 1.68E+04 1.05E+04 2.08E+04 1.55E+04 931.7737 3 28.05



ARP8 YOR141C SVTGLSVDPR[1] Phospho 87.6 -0.44 -0.49 -0.64 0.05 0.068 0.143 0.036 0.45 8.24E+03 6.78E+03 5.03E+03 4.52E+03 4.94E+03 5.27E+03 7.29E+03 3.35E+03 3.61E+03 4.00E+03 4.96E+03 3.89E+03 555.7607 2 29.57

TSC11 YER093C SVTNTTPLLTPR[1] Phospho 98.3 -0.62 -0.57 -0.73 -0.06 0.059 0.072 0.049 0.25 9.18E+03 1.25E+04 6.77E+03 5.83E+03 6.42E+03 6.22E+03 6.67E+03 6.77E+03 5.80E+03 4.70E+03 6.23E+03 6.28E+03 690.3495 2 34.42

YPI1 YFR003C SYSPNAYEIQPDYSEYR[3] Phospho 86.7 -0.57 0.18 -0.92 -0.76 0.301 0.430 0.233 0.17 1.09E+04 5.29E+04 9.95E+03 1.42E+04 1.69E+04 1.85E+04 2.30E+04 4.81E+04 1.26E+04 8.91E+03 1.71E+04 1.31E+04 1081.442 2 53.44

CKI1 YLR133W SYSVGYQAR[3] Phospho 98.5 0.71 0.63 0.18 0.08 0.064 0.125 0.252 0.44 1.77E+04 2.18E+04 1.98E+04 3.82E+04 1.94E+04 3.92E+04 1.96E+04 4.60E+04 2.60E+04 2.90E+04 1.94E+04 1.87E+04 555.7349 2 42.15

ZDS1 YMR273C SYTEFDDNEDDDNKGDSASETVNK[1] Phospho 44.1 -0.04 -0.11 0.17 0.07 0.430 0.280 0.305 0.36 2.52E+04 2.14E+04 2.88E+04 2.89E+04 2.42E+04 2.04E+04 2.03E+04 2.31E+04 2.66E+04 3.81E+04 2.60E+04 2.06E+04 925.6884 3 23.22

BBC1 YJL020C TAEVSHDIENSSQNTTGNVLPVSSPQTR[24] Phospho 96.5 -0.09 0.07 -0.11 -0.16 0.351 0.337 0.276 0.23 1.11E+06 9.22E+05 8.27E+05 1.11E+06 8.07E+05 7.80E+05 9.64E+05 1.14E+06 9.07E+05 1.01E+06 7.99E+05 8.52E+05 1016.8 3 48.31

SUM1 YDR310C TAGDDGALDQTENTSISPK[17] Phospho87.6 -0.68 -0.28 -0.44 -0.40 0.036 0.226 0.082 0.12 1.63E+04 2.42E+04 2.82E+04 1.41E+04 1.34E+04 1.54E+04 1.36E+04 1.79E+04 2.51E+04 1.75E+04 1.53E+04 1.77E+04 1000.423 2 17.81

RPG1 YBR079C TAGGSSPATPATPATPATPTPSSGPK[1] Phospho78.1 0.22 0.57 -0.33 -0.34 0.280 0.141 0.237 0.17 4.43E+04 8.47E+04 3.92E+04 5.95E+04 6.73E+04 6.94E+04 9.81E+04 1.00E+05 5.05E+04 4.56E+04 4.05E+04 4.77E+04 1194.06 2 41.11

HTA2 YBL003C TAKASQEL [5] Phospho 100.0 3.34 -0.63 1.29 3.97 0.002 0.153 0.050 0.00 7.89E+04 2.49E+04 5.56E+04 6.85E+05 4.65E+05 4.61E+05 2.68E+04 3.95E+04 3.63E+04 1.95E+05 9.44E+04 1.00E+05 464.2128 2 28.54

PIB2 YGL023C TALHSVSK [5] Phospho 99.7 1.06 0.59 0.50 0.48 0.024 0.117 0.147 0.14 4.19E+03 2.85E+03 2.54E+03 6.48E+03 4.82E+03 8.74E+03 6.83E+03 3.46E+03 4.11E+03 6.32E+03 4.30E+03 2.95E+03 461.7233 2 26.73

PUF3 YLL013C TALSVGTAPPFSTNSK[4] Phospho ,[7] Phospho 53.6, 80.5 -1.32 -0.45 -0.58 -0.88 0.012 0.160 0.061 0.10 4.25E+04 6.36E+04 4.35E+04 9.88E+03 2.60E+04 2.38E+04 2.92E+04 5.54E+04 2.51E+04 4.30E+04 3.04E+04 2.65E+04 869.3795 2 16.17

BUD22 YMR014W TANANQTHSNIDYDTDDGNEK[13] Phospho 85.5 -0.06 0.11 0.03 -0.17 0.389 0.341 0.458 0.26 1.79E+05 1.26E+05 1.40E+05 1.65E+05 1.37E+05 1.26E+05 1.30E+05 2.02E+05 1.49E+05 1.94E+05 1.14E+05 1.47E+05 801.6508 3 57.41

BLM10 YFL007W TANNDDDIKSPIPITNK[10] Phospho 100.0 0.13 1.16 0.91 -1.03 0.187 0.004 0.001 0.01 1.24E+04 1.59E+04 1.36E+04 1.66E+04 1.36E+04 1.57E+04 3.64E+04 3.26E+04 2.50E+04 2.85E+04 2.56E+04 2.47E+04 645.9728 3 25.83

UTP14 YML093W TAQSNGNDDEDASPQLK[13] Phospho 100.0 -0.35 -0.44 0.07 0.09 0.193 0.147 0.429 0.36 8.13E+04 3.86E+04 7.52E+04 6.26E+04 4.48E+04 4.53E+04 4.08E+04 4.60E+04 5.72E+04 7.98E+04 4.96E+04 7.51E+04 935.3787 2 35.03

TOS4 YLR183C TASESIGNFGK[3] Phospho 99.4 -8.39 -9.36 -4.60 0.95 0.000 0.000 0.000 0.07 3.77E+04 5.43E+04 5.26E+04 1.97E+02 9.07E+01 1.14E+02 5.72E+01 2.75E+01 1.05E+02 2.08E+03 2.03E+03 1.81E+03 595.7584 2 60.57

TDH3 YGR192C TASGNIIPSSTGAAK[1] Phospho 92.4 -0.32 0.23 0.05 -0.55 0.056 0.096 0.371 0.01 8.18E+05 1.08E+06 1.04E+06 7.35E+05 7.32E+05 8.85E+05 1.20E+06 1.23E+06 1.01E+06 1.10E+06 9.78E+05 9.50E+05 727.8485 2 66.35

YMR295C YMR295C TASVADPILDAVQEAQPFEQAADTFHDNMNR[3] Phospho 98.4 -1.06 -0.04 -0.07 -1.02 0.115 0.472 0.458 0.07 3.05E+05 6.47E+05 2.56E+05 1.43E+05 3.56E+05 8.10E+04 4.39E+05 4.77E+05 2.61E+05 2.69E+05 6.36E+05 2.44E+05 1161.185 3 94.14

YMR295C YMR295C TASVADPILDAVQEAQPFEQAADTFHDNMNR[3] Phospho 98.4 -1.25 0.17 -0.05 -1.42 0.112 0.381 0.472 0.04 5.61E+04 1.40E+05 5.60E+04 1.85E+04 7.38E+04 1.33E+04 1.03E+05 1.15E+05 6.45E+04 5.25E+04 1.33E+05 5.76E+04 871.1402 4 30.13

RPC19 YNL113W TATEVTPQEPK[6] Phospho 100.0 0.22 -0.89 -0.48 1.11 0.138 0.099 0.054 0.04 5.05E+03 7.62E+03 6.20E+03 7.24E+03 7.94E+03 6.78E+03 6.82E+03 1.30E+03 2.05E+03 5.28E+03 3.70E+03 4.50E+03 640.7922 2 18.56

MAP2 YBL091C TDAEIENSPASDLK[1] Phospho 100.0 -0.03 -1.08 -0.15 1.05 0.455 0.022 0.271 0.04 1.02E+04 1.30E+04 1.10E+04 1.03E+04 1.41E+04 9.23E+03 4.84E+03 8.94E+03 2.43E+03 1.08E+04 1.25E+04 7.53E+03 806.3435 2 19.28

NUP145 YGL092W TDGTFGTLSGKDDSIVEEK[14] Phospho 100.0 -0.22 0.45 -0.10 -0.67 0.247 0.132 0.368 0.06 3.84E+04 5.38E+04 3.10E+04 4.25E+04 3.38E+04 2.95E+04 6.40E+04 6.76E+04 3.72E+04 3.33E+04 4.43E+04 3.75E+04 693.6439 3 23.55

IGD1 YFR017C TDPHLNTPQVSTSPTFER[13] Phospho88.6 2.10 1.66 1.14 0.44 0.000 0.002 0.051 0.00 4.43E+03 8.31E+03 2.93E+03 2.19E+04 2.23E+04 2.31E+04 1.80E+04 1.70E+04 1.48E+04 7.43E+03 1.60E+04 1.11E+04 1074.983 2 18.47

PMA1 YGL008C TDTSSSSSSSSASSVSAHQPTQEK[21] Phospho98.9 -0.90 -0.44 0.02 -0.46 0.077 0.202 0.488 0.11 1.25E+05 5.82E+04 6.59E+04 5.32E+04 3.36E+04 4.70E+04 4.52E+04 7.93E+04 5.95E+04 1.36E+05 4.27E+04 7.42E+04 821.6773 3 17.09

PAF1 YBR279W TEGSEQEGENEKDEEIK[4] Phospho 89.6 0.37 -0.01 -0.57 0.38 0.032 0.490 0.018 0.08 2.47E+04 1.93E+04 2.13E+04 3.20E+04 2.52E+04 2.76E+04 1.67E+04 2.06E+04 2.78E+04 1.58E+04 1.15E+04 1.68E+04 1015.908 2 44.66

PAF1 YBR279W TEGSEQEGENEKDEEIK[4] Phospho 99.9 0.18 -0.14 -0.53 0.32 0.199 0.304 0.041 0.09 2.03E+04 1.38E+04 1.94E+04 2.31E+04 1.80E+04 1.96E+04 1.32E+04 1.54E+04 2.01E+04 1.43E+04 1.01E+04 1.26E+04 677.6075 3 28.2

CMP2 YML057W TERPQSSTTPIDSK[9] Phospho 89.6 0.84 0.03 -0.07 0.82 0.023 0.473 0.428 0.01 1.08E+04 7.90E+03 4.76E+03 1.51E+04 1.15E+04 1.55E+04 9.83E+03 6.20E+03 7.84E+03 7.72E+03 6.23E+03 8.42E+03 813.8725 2 25.56

CMP2 YML057W TERPQSSTTPIDSK[7] Phospho32.2 -0.17 0.03 -0.68 -0.20 0.156 0.412 0.019 0.05 3.27E+03 2.46E+03 3.22E+03 2.85E+03 2.50E+03 2.62E+03 3.09E+03 2.77E+03 3.30E+03 2.37E+03 1.55E+03 1.66E+03 813.8723 2 19.85

RAD23 YEL037C TESASTPGFVVGTER[6] Phospho 85.0 0.41 0.42 -0.34 0.00 0.160 0.192 0.262 0.50 7.35E+03 1.34E+04 5.17E+03 1.04E+04 1.24E+04 1.18E+04 1.46E+04 1.10E+04 9.01E+03 5.22E+03 8.30E+03 6.93E+03 809.3619 2 15.87

RGA1 YOR127W TFSRPASLVNEIPSGSEPSK[3] Phospho ,[7] Phospho 89.2, 100.0 -0.24 0.27 0.07 -0.51 0.195 0.282 0.414 0.17 6.30E+04 7.73E+04 5.45E+04 5.44E+04 6.88E+04 4.17E+04 6.66E+04 1.18E+05 5.04E+04 7.12E+04 8.55E+04 4.71E+04 1132.006 2 31.3

RGA1 YOR127W TFSRPASLVNEIPSGSEPSK[3] Phospho ,[7] Phospho 89.2, 100.0 -0.14 0.43 0.17 -0.57 0.344 0.191 0.275 0.14 5.44E+04 8.14E+04 5.29E+04 4.88E+04 7.70E+04 4.51E+04 6.62E+04 1.24E+05 6.29E+04 7.53E+04 8.12E+04 5.58E+04 755.0073 3 23.6

STE2 YFL026W TFVSETADDIEK[4] Phospho 100.0 -0.16 -0.24 -0.30 0.09 0.350 0.257 0.220 0.38 2.31E+04 4.66E+04 3.26E+04 2.25E+04 3.96E+04 2.98E+04 3.17E+04 3.18E+04 2.30E+04 2.32E+04 3.36E+04 2.63E+04 717.806 2 58.76

PAN1 YIR006C TGFGNNEIYTK[1] Phospho 100.0 -0.31 -0.07 -0.16 -0.24 0.023 0.314 0.098 0.10 4.76E+05 4.32E+05 4.92E+05 3.98E+05 3.25E+05 4.06E+05 3.83E+05 4.46E+05 5.07E+05 4.70E+05 3.84E+05 3.94E+05 662.2849 2 52.89

SLA1 YBL007C TGGFVVPQTTFGMQSQVTGGILPVQK[1] Phospho, [10] Phospho99.9, 45.1 -0.67 0.35 -0.24 -1.02 0.224 0.279 0.368 0.02 2.87E+04 1.05E+05 4.12E+04 2.96E+04 5.73E+04 2.28E+04 7.77E+04 8.51E+04 5.97E+04 4.57E+04 6.59E+04 3.60E+04 946.4513 3 20.12

SEC16 YPL085W TGLGTPNQQVSVPNIVSPKPPVVK[17] Phospho 99.9 -0.32 0.52 -1.43 -0.84 0.383 0.271 0.178 0.05 1.05E+03 1.29E+04 3.84E+03 3.55E+03 6.62E+03 4.10E+03 5.71E+03 9.92E+03 9.90E+03 1.95E+03 2.23E+03 2.43E+03 846.1237 3 25.18

SAH1 YER043C TGPFEVGVHVLPK[1] Phospho 100.0 -0.51 -0.67 -0.27 0.16 0.150 0.012 0.252 0.38 2.28E+04 2.57E+04 1.83E+04 2.59E+04 1.11E+04 9.97E+03 1.56E+04 1.41E+04 1.22E+04 2.15E+04 2.47E+04 9.38E+03 730.3725 2 25.07

YEL043W YEL043W TGSIDLISNNNK[1] Phospho 50.0 -0.77 -0.54 -0.67 -0.23 0.004 0.113 0.009 0.33 1.30E+04 1.05E+04 1.18E+04 8.26E+03 6.31E+03 6.09E+03 4.39E+03 1.28E+04 7.15E+03 9.11E+03 6.38E+03 6.75E+03 678.3179 2 30.6

YAP1802 YGR241C TGSNNPFSLENIAR[8] Phospho87.1 -0.27 0.08 -0.20 -0.35 0.217 0.409 0.280 0.18 6.49E+04 7.31E+04 4.23E+04 4.54E+04 6.41E+04 4.04E+04 5.99E+04 8.36E+04 4.71E+04 4.87E+04 6.76E+04 4.10E+04 800.363 2 56.22

MRE11 YMR224C TGSPDITQSHVDNESR[3] Phospho 93.7 0.23 0.61 -0.09 -0.38 0.224 0.027 0.373 0.08 1.24E+04 1.54E+04 1.98E+04 1.67E+04 1.57E+04 2.35E+04 2.45E+04 2.03E+04 2.78E+04 1.50E+04 1.23E+04 1.76E+04 911.884 2 51.21

ENT1 YDL161W TGTFINSQGTGYR[10] Phospho93.1 0.12 0.70 -0.17 -0.58 0.377 0.155 0.329 0.18 6.87E+03 1.46E+04 1.01E+04 1.17E+04 8.78E+03 1.38E+04 1.17E+04 2.74E+04 1.21E+04 1.14E+04 8.70E+03 7.92E+03 741.3212 2 28.65

TGL1 YKL140W THSADRSPLSVQADEADEVHNADNSR[3] Phospho ,[7] Phospho 77.0, 73.3 -0.61 -2.97 -1.33 2.36 0.117 0.007 0.031 0.01 3.33E+04 1.64E+04 2.37E+04 2.31E+04 1.20E+04 1.31E+04 5.81E+03 2.30E+03 1.27E+03 1.58E+04 6.57E+03 6.78E+03 994.4129 3 22.86

UGP1 YKL035W THSTYAFESNTNSVAASQMR[1] Phospho48.1 -0.64 -0.27 0.34 -0.37 0.072 0.235 0.074 0.20 3.08E+05 2.16E+05 1.94E+05 1.91E+05 1.80E+05 8.92E+04 1.90E+05 2.67E+05 1.40E+05 3.21E+05 2.97E+05 2.93E+05 1141.481 2 117.9

UGP1 YKL035W THSTYAFESNTNSVAASQMR[4] Phospho71.7 -0.49 -0.15 0.40 -0.34 0.129 0.361 0.072 0.26 2.53E+05 1.63E+05 1.65E+05 1.82E+05 1.52E+05 7.99E+04 1.59E+05 2.52E+05 1.13E+05 2.86E+05 2.48E+05 2.31E+05 761.3229 3 53.79

HER1 YOR227W TIASPQRPLSGQNVNNELSNSK[4] Phospho 99.8 0.40 1.37 1.08 -0.97 0.030 0.003 0.007 0.00 9.31E+03 1.05E+04 1.36E+04 1.41E+04 1.54E+04 1.45E+04 2.35E+04 3.37E+04 2.90E+04 2.81E+04 1.86E+04 2.42E+04 812.0622 3 42.07

SEC53 YFL045C TIGHSVQSPDDTVK[8] Phospho 99.9 -0.35 -0.28 -0.66 -0.07 0.116 0.112 0.021 0.39 1.47E+04 2.15E+04 1.89E+04 1.38E+04 1.15E+04 1.82E+04 1.71E+04 1.34E+04 1.49E+04 1.02E+04 1.08E+04 1.39E+04 782.3559 2 38.63

KIN2 YLR096W TISDYIPSAR[3] Phospho 99.0 -0.02 0.48 -0.18 -0.51 0.483 0.195 0.387 0.08 5.11E+03 1.82E+04 9.39E+03 8.39E+03 1.28E+04 1.10E+04 1.65E+04 1.84E+04 1.08E+04 9.28E+03 1.27E+04 6.88E+03 601.7768 2 19.53

STH1 YIL126W TISIVTAEDK[3] Phospho 98.6 0.04 1.79 0.72 -1.74 0.459 0.016 0.050 0.02 2.56E+03 1.84E+03 1.05E+03 2.38E+03 1.66E+03 1.58E+03 8.38E+03 3.84E+03 6.66E+03 2.32E+03 3.48E+03 3.21E+03 578.7781 2 31.51

YMR111C YMR111C TITTSPTGVSR[5] Phospho 97.7 -0.17 0.27 -0.07 -0.44 0.138 0.081 0.348 0.01 2.68E+04 2.47E+04 2.02E+04 2.12E+04 1.98E+04 2.26E+04 2.96E+04 2.49E+04 3.18E+04 2.58E+04 2.02E+04 2.25E+04 600.2866 2 19.12

YOR1 YGR281W TITVGDAVSETELENK[9] Phospho 99.3 -0.17 0.42 0.34 -0.59 0.327 0.087 0.123 0.06 3.98E+04 6.20E+04 4.47E+04 5.09E+04 5.34E+04 2.61E+04 6.49E+04 7.84E+04 5.28E+04 5.33E+04 7.49E+04 5.70E+04 893.4102 2 50.89

SUI3 YPL237W TKDSSVDAFEK[5] Phospho 99.5 0.14 0.36 -0.26 -0.22 0.337 0.120 0.245 0.19 2.64E+03 4.53E+03 4.71E+03 4.13E+03 3.49E+03 5.44E+03 5.85E+03 5.09E+03 4.26E+03 4.28E+03 2.42E+03 3.23E+03 653.7817 2 25.05

NBP2 YDR162C TKLDISD [6] Phospho 100.0 0.42 0.52 0.28 -0.09 0.039 0.073 0.220 0.35 9.71E+03 6.59E+03 9.50E+03 1.20E+04 1.01E+04 1.25E+04 1.15E+04 1.58E+04 9.68E+03 1.43E+04 8.50E+03 8.58E+03 436.1942 2 21.6

SYP1 YCR030C TKPLPVEPASPSISLPTATVDNQPSGQVDSRPLHIR[12] Phospho ,[14] Phospho 81.1, 96.7 0.58 0.47 -0.09 0.11 0.036 0.072 0.404 0.31 7.41E+04 1.14E+05 7.34E+04 1.09E+05 1.34E+05 1.48E+05 1.08E+05 1.47E+05 1.08E+05 1.11E+05 7.70E+04 5.83E+04 991.997 4 34.32

SYP1 YCR030C TKPLPVEPASPSISLPTATVDNQPSGQVDSRPLHIR[10] Phospho49.2 0.84 0.45 -0.08 0.39 0.088 0.222 0.444 0.18 1.11E+04 3.75E+04 1.81E+04 4.46E+04 2.56E+04 4.94E+04 4.17E+04 2.46E+04 2.51E+04 2.52E+04 1.52E+04 2.25E+04 972.0039 4 36.86

SSZ1 YHR064C TLEPIPKEENAEEDDESEWSDDEPEVVR[17] Phospho ,[20] Phospho 100.0, 100.0 -1.56 -0.83 -0.42 -0.73 0.023 0.116 0.147 0.21 7.30E+05 9.08E+05 4.22E+05 1.04E+05 3.58E+05 2.36E+05 1.83E+05 6.99E+05 2.79E+05 4.93E+05 5.63E+05 4.83E+05 1149.463 3 30.5

STB1 YNL309W TLLEAISPAK[7] Phospho 100.0 -0.26 0.36 -0.05 -0.62 0.277 0.209 0.455 0.04 3.81E+04 9.16E+04 5.70E+04 4.53E+04 5.76E+04 5.27E+04 1.00E+05 7.99E+04 5.97E+04 4.76E+04 7.81E+04 5.44E+04 561.7942 2 33.73

PIB2 YGL023C TLPFTDDQRSNPELDPTNSVVDVSR[10] Phospho97.2 0.35 0.44 -0.26 -0.09 0.259 0.209 0.350 0.38 1.18E+04 3.58E+04 1.58E+04 2.33E+04 3.37E+04 2.38E+04 3.60E+04 2.40E+04 2.58E+04 1.26E+04 2.56E+04 1.48E+04 961.4479 3 16.64

BAG7 YOR134W TLSAESLSPR[3] Phospho 99.7 1.59 2.60 1.64 -1.01 0.030 0.002 0.027 0.02 1.47E+02 1.76E+03 1.90E+03 2.42E+03 3.87E+03 5.25E+03 9.51E+03 6.86E+03 6.82E+03 2.55E+03 5.44E+03 3.97E+03 570.7687 2 31.3

AMD1 YML035C TLSASAQHILPETLK[3] Phospho 98.4 -0.04 0.32 0.12 -0.36 0.469 0.231 0.405 0.10 3.59E+04 8.64E+04 4.59E+04 4.97E+04 6.75E+04 4.69E+04 8.39E+04 6.69E+04 5.91E+04 4.40E+04 7.94E+04 5.91E+04 563.6256 3 37.72

AMD1 YML035C TLSASAQHILPETLK[3] Phospho 98.4 -0.21 0.18 0.02 -0.39 0.337 0.340 0.481 0.07 6.17E+04 1.55E+05 8.38E+04 7.57E+04 1.05E+05 7.96E+04 1.37E+05 1.03E+05 1.01E+05 7.44E+04 1.39E+05 9.15E+04 844.9353 2 69.58

CTR9 YOL145C TLSDSDEDDDDVVK[3] Phospho ,[5] Phospho 100.0, 100.0 -0.35 -0.13 -0.44 -0.22 0.175 0.404 0.104 0.36 2.35E+05 1.37E+05 2.23E+05 1.03E+05 1.86E+05 1.77E+05 7.22E+04 2.76E+05 1.95E+05 1.76E+05 1.40E+05 1.23E+05 856.7953 2 41.02

CTR9 YOL145C TLSDSDEDDDDVVK[5] Phospho 100.0 -0.19 -0.31 -0.16 0.12 0.113 0.011 0.136 0.26 3.89E+04 4.15E+04 4.01E+04 4.10E+04 2.95E+04 3.54E+04 2.88E+04 3.57E+04 3.30E+04 4.21E+04 3.43E+04 3.17E+04 816.8124 2 61.8

GDH2 YDL215C TLSFQR [3] Phospho 100.0 0.97 1.28 0.78 -0.31 0.008 0.002 0.011 0.07 8.32E+03 1.38E+04 1.57E+04 2.56E+04 2.07E+04 2.79E+04 2.63E+04 3.42E+04 3.15E+04 2.38E+04 1.99E+04 2.13E+04 416.1917 2 27.54

PRS5 YOL061W TLSFSR [3] Phospho 100.0 -0.07 0.22 0.05 -0.29 0.369 0.171 0.408 0.06 4.30E+04 6.50E+04 5.12E+04 5.29E+04 4.63E+04 5.28E+04 6.15E+04 7.13E+04 5.32E+04 5.61E+04 6.05E+04 4.81E+04 395.6785 2 22.17

YMR124W YMR124W TLSLTNGPR [3] Phospho99.4 -0.11 0.14 0.02 -0.25 0.313 0.236 0.470 0.03 2.90E+04 4.48E+04 4.16E+04 3.40E+04 3.27E+04 4.02E+04 3.97E+04 4.29E+04 4.50E+04 4.40E+04 3.74E+04 3.54E+04 519.7529 2 44.85

LCB3 YJL134W TLSNPNDFQEPNYLLDPGNHPSDHFR[1] Phospho ,[3] Phospho 100.0, 100.0 -0.41 -0.72 -0.95 0.32 0.098 0.036 0.021 0.11 1.75E+05 2.12E+05 1.28E+05 1.18E+05 1.53E+05 1.17E+05 9.47E+04 1.30E+05 8.74E+04 6.34E+04 1.10E+05 9.32E+04 1062.113 3 31.99

LCB3 YJL134W TLSNPNDFQEPNYLLDPGNHPSDHFR[3] Phospho 84.3 -0.46 -0.25 -0.44 -0.21 0.175 0.288 0.203 0.20 6.14E+04 1.35E+05 7.70E+04 6.32E+04 5.44E+04 8.07E+04 8.80E+04 8.01E+04 6.18E+04 5.28E+04 9.33E+04 5.47E+04 1035.458 3 42.15

LCB3 YJL134W TLSNPNDFQEPNYLLDPGNHPSDHFR[3] Phospho 84.3 -0.44 -0.15 -0.44 -0.29 0.183 0.360 0.191 0.05 3.13E+04 6.76E+04 3.62E+04 3.01E+04 3.13E+04 3.81E+04 4.48E+04 4.00E+04 3.68E+04 2.75E+04 4.16E+04 3.02E+04 776.8443 4 28.5

FKS1 YLR342W TLSQIGGK [3] Phospho 99.9 -0.50 -0.80 0.27 0.30 0.114 0.055 0.270 0.13 2.59E+03 4.99E+03 3.40E+03 2.65E+03 2.11E+03 3.00E+03 2.66E+03 1.83E+03 1.82E+03 6.07E+03 3.93E+03 3.20E+03 442.2205 2 22.62

GCN2 YDR283C TLSQSSIR [3] Phospho 49.7 0.54 0.45 0.24 0.09 0.131 0.153 0.324 0.34 1.23E+03 3.72E+03 4.30E+03 4.32E+03 3.67E+03 5.49E+03 4.09E+03 3.86E+03 4.75E+03 4.94E+03 2.61E+03 3.43E+03 486.2315 2 23.51

RPS7B YNL096C TLTAVHDK [3] Phospho 100.0 2.01 0.21 0.36 1.79 0.002 0.285 0.022 0.00 1.54E+03 1.37E+03 1.62E+03 6.76E+03 4.55E+03 6.99E+03 2.46E+03 1.14E+03 1.66E+03 1.70E+03 2.14E+03 1.97E+03 482.7285 2 21.46

NTH1 YDR001C TMSVFDNVSPFK[3] Phospho 100.0 0.32 0.91 1.04 -0.59 0.343 0.062 0.099 0.19 2.84E+04 5.81E+04 3.18E+04 3.53E+04 8.92E+04 2.29E+04 8.82E+04 8.98E+04 4.38E+04 6.00E+04 1.31E+05 5.17E+04 726.3184 2 59.43

NTH1 YDR001C TMSVFDNVSPFKK[3] Phospho 99.2 -0.28 0.51 0.55 -0.78 0.297 0.230 0.155 0.12 1.53E+04 3.58E+04 1.75E+04 1.48E+04 2.28E+04 1.90E+04 4.02E+04 4.43E+04 1.30E+04 2.73E+04 4.66E+04 2.67E+04 790.3657 2 47.38



IML2 YJL082W TNDSSLLPGYMDSATLLHPGK[4] Phospho 96.9 -0.51 0.91 0.69 -1.42 0.274 0.131 0.193 0.09 1.12E+04 2.30E+04 1.01E+04 8.18E+03 2.06E+04 2.32E+03 3.17E+04 4.12E+04 1.05E+04 1.41E+04 4.07E+04 1.70E+04 766.3569 3 55.73

QDR3 YBR043C TNLESTASNSR[8] Phospho 98.3 0.02 -0.31 -0.52 0.33 0.475 0.167 0.129 0.20 1.18E+04 7.91E+03 1.16E+04 1.43E+04 9.05E+03 8.46E+03 5.88E+03 1.04E+04 8.91E+03 1.13E+04 5.68E+03 4.79E+03 630.2667 2 23.74

SEC16 YPL085W TNSAISQSPVNYAFPNPYK[8] Phospho 98.7 -1.53 -0.44 -1.23 -1.09 0.128 0.346 0.154 0.18 4.97E+03 1.82E+04 4.38E+03 3.11E+03 4.00E+03 2.40E+03 2.79E+03 1.35E+04 3.99E+03 4.62E+03 3.46E+03 3.62E+03 1089.498 2 35.38

MLF3 YNL074C TNSATLPSSESSPASPDLK[1] Phospho90.6 -0.84 -0.60 -0.41 -0.24 0.000 0.002 0.010 0.09 4.62E+04 4.67E+04 4.63E+04 2.79E+04 2.47E+04 2.51E+04 3.46E+04 3.14E+04 2.55E+04 3.34E+04 3.07E+04 4.09E+04 984.9442 2 52.29

FPK1 YNR047W TNSFVGTEEYIAPEVIR[3] Phospho 93.4 -0.15 0.17 -0.30 -0.31 0.365 0.357 0.251 0.19 9.73E+04 1.62E+05 7.16E+04 9.36E+04 1.19E+05 8.60E+04 1.38E+05 1.53E+05 8.08E+04 8.82E+04 1.04E+05 7.67E+04 1002.97 2 69.28

FPK1 YNR047W TNSFVGTEEYIAPEVIR[3] Phospho47.8 0.05 0.40 -0.37 -0.35 0.466 0.242 0.292 0.17 1.35E+04 3.61E+04 1.39E+04 1.67E+04 2.82E+04 2.09E+04 3.44E+04 3.04E+04 1.91E+04 1.33E+04 2.22E+04 1.36E+04 668.9829 3 21.68

YPR089W YPR089W TNSGTSDFTGDEDK[3] Phospho ,[6] Phospho 50.0, 99.0 -0.40 -0.21 -0.29 -0.19 0.204 0.378 0.288 0.38 8.71E+03 3.73E+03 9.58E+03 6.50E+03 5.80E+03 4.38E+03 3.75E+03 1.11E+04 4.21E+03 8.37E+03 4.81E+03 4.88E+03 817.2693 2 23.39

ASK10 YGR097W TNSTGNVPCLTAEK[1] Phospho49.8 -0.17 0.18 0.20 -0.35 0.152 0.246 0.209 0.12 9.33E+04 8.28E+04 1.02E+05 8.69E+04 6.95E+04 9.12E+04 7.76E+04 1.30E+05 1.08E+05 1.35E+05 8.87E+04 9.63E+04 786.3416 2 56.09

GPR1 YDL035C TNTGSDENVSASGGVR[5] Phospho 98.4 -0.15 0.04 -0.27 -0.19 0.358 0.461 0.290 0.23 8.29E+03 3.44E+03 7.24E+03 6.11E+03 4.47E+03 6.50E+03 5.32E+03 6.23E+03 7.93E+03 7.29E+03 4.12E+03 4.31E+03 815.8395 2 58.15

PDC1 YLR044C TPANAAVPASTPLK[10] Phospho 92.2 -0.22 0.30 -0.06 -0.51 0.198 0.244 0.463 0.13 9.04E+03 8.56E+03 5.90E+03 6.03E+03 6.28E+03 7.93E+03 1.38E+04 6.79E+03 8.29E+03 2.99E+03 6.96E+03 1.27E+04 709.3574 2 38.25

YCK1 YHR135C TPEQHPNDDNSSLAASHK[11] Phospho ,[12] Phospho ,[16] Phospho 100.0, 100.0, 100.00.13 0.04 -0.32 0.09 0.214 0.463 0.099 0.42 7.09E+04 5.52E+04 5.77E+04 6.03E+04 7.49E+04 6.56E+04 2.78E+04 7.86E+04 8.27E+04 6.08E+04 3.90E+04 4.68E+04 729.9312 3 17.7

SUM1 YDR310C TPGDEETTTFVPLENSQPSDTIRK[16] Phospho 99.5 2.74 -1.09 -1.11 3.83 0.000 0.080 0.077 0.00 2.65E+03 8.43E+03 5.79E+03 4.12E+04 3.97E+04 3.23E+04 3.09E+03 1.73E+03 3.10E+03 2.23E+03 3.49E+03 2.07E+03 914.7554 3 37.34

BUD6 YLR319C TPLPIENVRASPR[11] Phospho 100.0 0.06 0.50 0.02 -0.44 0.420 0.087 0.480 0.04 2.21E+04 3.77E+04 2.25E+04 2.80E+04 2.90E+04 2.86E+04 4.66E+04 3.90E+04 3.07E+04 2.37E+04 3.01E+04 2.93E+04 510.5996 3 16.16

SET3 YKR029C TPSLSNFNK [3] Phospho 99.5 -0.18 -0.34 -0.23 0.16 0.178 0.103 0.189 0.23 1.95E+04 2.31E+04 2.70E+04 2.18E+04 1.79E+04 2.20E+04 1.42E+04 2.25E+04 1.84E+04 2.50E+04 1.85E+04 1.57E+04 544.2448 2 31.5

ABP1 YCR088W TPSPAPAAK[3] Phospho 100.0 2.03 1.72 0.74 0.31 0.061 0.042 0.071 0.34 2.17E+03 4.38E+03 1.75E+03 1.08E+04 4.14E+03 1.90E+04 1.41E+04 5.05E+03 8.21E+03 5.60E+03 3.55E+03 4.68E+03 460.2178 2 29

VID27 YNL212W TPSPLK [3] Phospho 100.0 0.77 0.08 0.01 0.69 0.041 0.411 0.493 0.03 1.34E+04 9.68E+03 2.01E+04 2.20E+04 2.09E+04 3.07E+04 1.58E+04 1.26E+04 1.73E+04 1.59E+04 1.32E+04 1.43E+04 361.678 2 19.19

SLA2 YNL243W TPTPTPPVVAEPAISPRPVSQR[1] Phospho ,[15] Phospho 86.7, 99.6 -0.58 -0.02 -0.12 -0.56 0.056 0.472 0.359 0.03 3.15E+05 4.87E+05 3.04E+05 2.58E+05 2.55E+05 2.25E+05 3.57E+05 4.38E+05 2.95E+05 3.27E+05 4.25E+05 2.67E+05 819.7366 3 27.29

NOT3 YIL038C TPTTAAATTTSSNANSR[16] Phospho 100.0 -0.35 -0.63 -0.58 0.28 0.120 0.039 0.062 0.14 7.57E+04 5.29E+04 5.16E+04 4.75E+04 3.81E+04 5.59E+04 3.05E+04 4.56E+04 4.05E+04 5.01E+04 2.78E+04 4.29E+04 866.3814 2 48.26

NOT3 YIL038C TPTTAAATTTSSNANSR[12] Phospho 99.1 -0.37 -0.77 -0.56 0.39 0.138 0.029 0.080 0.07 2.65E+04 1.78E+04 1.65E+04 1.60E+04 1.22E+04 1.88E+04 1.11E+04 1.28E+04 1.18E+04 1.65E+04 9.53E+03 1.52E+04 577.9228 3 21.85

YER138C YER138C TPTTVSEQNTEESIIADLPLPDLPPESPTEFPDPFK[27] Phospho 98.2 -1.14 -0.10 -0.33 -1.03 0.085 0.430 0.298 0.04 5.14E+05 8.65E+05 2.59E+05 2.26E+05 3.04E+05 2.14E+05 6.97E+05 4.87E+05 3.40E+05 3.93E+05 6.02E+05 3.04E+05 1008.729 4 33.87

CHS2 YBR038W TQFYRDSAHNSPVAPNR[7] Phospho ,[11] Phospho 91.1, 100.0 0.90 2.35 1.65 -1.45 0.004 0.008 0.003 0.02 2.78E+04 2.56E+04 2.35E+04 4.88E+04 4.02E+04 5.52E+04 1.03E+05 1.83E+05 1.07E+05 9.89E+04 6.53E+04 7.77E+04 707.2974 3 26.16

ACE2 YLR131C TQLSPIHK [4] Phospho 100.0 0.16 1.00 0.70 -0.85 0.373 0.030 0.094 0.04 1.12E+04 7.21E+03 1.66E+04 1.13E+04 9.25E+03 1.86E+04 2.83E+04 1.63E+04 2.56E+04 1.50E+04 1.55E+04 2.64E+04 502.2527 2 22.93

SPT21 YMR179W TQSLPIWNLK[3] Phospho 99.8 -4.18 -4.13 -4.13 -0.06 0.078 0.079 0.079 0.48 2.52E+02 4.18E+03 1.85E+03 2.08E+02 8.27E+01 2.81E+01 1.57E+02 1.74E+02 0.00E+00 0.00E+00 3.31E+02 0.00E+00 640.3264 2 28.77

HOS4 YIL112W TQSPILASR [3] Phospho 100.0 -0.04 -0.20 -0.24 0.16 0.367 0.087 0.072 0.08 3.78E+04 3.97E+04 4.70E+04 4.23E+04 3.69E+04 4.17E+04 3.59E+04 3.36E+04 3.91E+04 3.77E+04 3.10E+04 3.68E+04 526.7573 2 28.42

EFR3 YMR212C TQTRTIGLDK[3] Phospho 92.1 0.10 -0.37 0.03 0.47 0.324 0.034 0.455 0.05 1.45E+04 1.19E+04 1.18E+04 1.63E+04 1.07E+04 1.40E+04 1.02E+04 8.41E+03 1.10E+04 1.65E+04 9.60E+03 1.29E+04 606.803 2 37.11

VHS2 YIL135C TRSLSSQSFDNETSPAHPR[1] Phospho 91.4 -0.23 -0.48 -0.16 0.24 0.184 0.222 0.285 0.35 4.02E+04 6.22E+04 5.17E+04 4.06E+04 3.88E+04 5.18E+04 6.43E+04 3.68E+04 9.57E+03 4.16E+04 3.89E+04 5.76E+04 732.9943 3 49.73

ENT2 YLR206W TRSNPHDSSPSYQDDLEK[1] Phospho ,[3] Phospho 100.0, 100.0 0.00 -0.48 -0.26 0.48 0.496 0.075 0.162 0.04 2.03E+05 1.38E+05 1.78E+05 1.86E+05 1.70E+05 1.62E+05 9.70E+04 1.63E+05 1.11E+05 1.72E+05 1.12E+05 1.49E+05 745.9583 3 31.31

ENT2 YLR206W TRSNPHDSSPSYQDDLEK[3] Phospho 92.3 0.13 0.02 -0.40 0.10 0.223 0.466 0.054 0.33 6.79E+04 9.27E+04 6.85E+04 8.51E+04 8.26E+04 8.21E+04 1.00E+05 7.37E+04 5.93E+04 5.84E+04 5.12E+04 6.39E+04 719.3021 3 37.72

ENT2 YLR206W TRSNPHDSSPSYQDDLEK[1] Phospho ,[3] Phospho 100.0, 100.0 -0.03 -1.00 -0.60 0.97 0.441 0.014 0.027 0.01 6.70E+04 4.95E+04 4.90E+04 5.48E+04 5.87E+04 4.89E+04 2.17E+04 3.91E+04 2.19E+04 3.89E+04 2.93E+04 4.13E+04 1118.434 2 16.55

ENT2 YLR206W TRSNPHDSSPSYQDDLEK[3] Phospho 92.3 0.14 -0.13 -0.79 0.27 0.315 0.387 0.084 0.20 9.39E+03 1.77E+04 1.14E+04 1.46E+04 1.52E+04 1.28E+04 1.60E+04 1.18E+04 7.52E+03 4.69E+03 6.17E+03 1.14E+04 1078.45 2 28.29

MSC3 YLR219W TRSPELQDNLK[3] Phospho 99.6 0.66 0.26 -0.06 0.40 0.016 0.284 0.425 0.11 2.79E+03 5.21E+03 4.77E+03 6.75E+03 6.42E+03 7.01E+03 7.36E+03 3.90E+03 4.03E+03 5.06E+03 3.76E+03 3.39E+03 690.8292 2 26.29

OSH2 YDL019C TRTAASAGNGPTDDGTK[1] Phospho, [6] Phospho89.8, 100.0 -0.11 -4.10 -1.53 3.98 0.451 0.053 0.124 0.03 5.06E+03 1.83E+03 1.13E+03 3.63E+03 7.34E+02 3.06E+03 2.03E+02 7.86E+01 1.58E+02 1.79E+03 1.90E+02 7.77E+02 890.3519 2 28.57

PUF4 YGL014W TRTQSISFDNTPSSTSFIPPTNSVSEK[1] Phospho30.7 -0.50 -0.27 0.02 -0.23 0.071 0.218 0.473 0.27 3.54E+05 3.21E+05 2.35E+05 2.73E+05 1.58E+05 2.14E+05 2.34E+05 3.42E+05 1.82E+05 4.16E+05 2.70E+05 2.39E+05 1003.464 3 18.83

ROM2 YLR371W TRVSSTSLALK[4] Phospho 96.7 -0.02 0.04 -0.52 -0.06 0.482 0.444 0.110 0.37 4.67E+03 9.90E+03 8.88E+03 7.31E+03 6.54E+03 9.34E+03 8.63E+03 7.30E+03 8.27E+03 4.93E+03 5.32E+03 6.08E+03 621.8267 2 25.45

ISW2 YOR304W TSATREDTPLSQNESTR[11] Phospho 100.0 2.20 0.20 -0.36 2.00 0.003 0.129 0.128 0.00 3.38E+03 4.53E+03 3.66E+03 2.28E+04 1.51E+04 1.53E+04 4.10E+03 4.92E+03 4.24E+03 3.98E+03 2.91E+03 2.13E+03 658.2917 3 32.65

KIN4 YOR233W TSCGSPCYAAPELVVSTK[1] Phospho 49.9 0.02 0.39 0.21 -0.37 0.487 0.194 0.319 0.09 2.85E+04 5.99E+04 2.46E+04 3.46E+04 4.88E+04 3.08E+04 4.41E+04 5.79E+04 4.57E+04 4.47E+04 4.74E+04 3.84E+04 1003.935 2 26.29

SNF1 YDR477W TSCGSPNYAAPEVISGK[1] Phospho91.8 -0.92 -0.32 -0.72 -0.60 0.000 0.076 0.001 0.03 1.40E+05 1.61E+05 1.43E+05 7.97E+04 7.65E+04 7.90E+04 1.08E+05 1.49E+05 9.96E+04 8.00E+04 9.82E+04 9.21E+04 909.3925 2 78.53

BOI1 YBL085W TSLSPINSK [4] Phospho 100.0 0.18 0.32 0.38 -0.14 0.163 0.090 0.045 0.27 2.71E+04 2.18E+04 2.74E+04 3.06E+04 2.40E+04 3.21E+04 2.51E+04 3.66E+04 3.36E+04 3.53E+04 2.73E+04 3.65E+04 513.7469 2 32.66

SEC16 YPL085W TSPAIYAR [2] Phospho 92.4 0.17 0.19 -0.21 -0.02 0.271 0.245 0.223 0.45 5.11E+03 8.37E+03 8.52E+03 8.38E+03 6.85E+03 9.48E+03 6.84E+03 9.48E+03 8.79E+03 6.78E+03 5.43E+03 6.76E+03 479.7231 2 19.19

SEC16 YPL085W TSPSPTGPNPNNSPSPSSPISR[18] Phospho 92.8 -0.89 -0.83 -0.39 -0.06 0.002 0.014 0.036 0.43 1.75E+05 1.97E+05 1.54E+05 1.06E+05 8.34E+04 9.38E+04 7.49E+04 1.36E+05 8.40E+04 1.56E+05 1.16E+05 1.28E+05 1129.509 2 28.65

SEC16 YPL085W TSPSPTGPNPNNSPSPSSPISR[6] Phospho 87.0 0.23 0.35 0.35 -0.12 0.103 0.045 0.009 0.25 1.28E+04 1.63E+04 1.54E+04 1.55E+04 2.00E+04 1.67E+04 1.70E+04 2.18E+04 1.79E+04 1.92E+04 1.87E+04 1.87E+04 753.342 3 18.77

SEC16 YPL085W TSPSPTGPNPNNSPSPSSPISR[6] Phospho 87.0 -0.11 -0.21 -0.01 0.10 0.299 0.253 0.487 0.38 3.08E+04 3.97E+04 3.02E+04 3.21E+04 3.59E+04 2.53E+04 2.13E+04 3.94E+04 2.66E+04 3.21E+04 3.23E+04 3.60E+04 1129.508 2 33.17

SEC16 YPL085W TSPSPTGPNPNNSPSPSSPISR[18] Phospho 92.8 -0.78 -0.36 -0.21 -0.42 0.002 0.166 0.193 0.19 7.00E+04 8.12E+04 7.55E+04 4.98E+04 3.69E+04 4.54E+04 4.19E+04 8.83E+04 4.64E+04 8.50E+04 5.25E+04 5.86E+04 753.3416 3 27.93

DIG1 YPL049C TSQPQQQSPSLLQGEIR[8] Phospho 99.5 -0.49 -0.39 -0.81 -0.10 0.019 0.145 0.002 0.40 6.07E+04 6.50E+04 5.09E+04 4.66E+04 4.44E+04 3.48E+04 3.07E+04 6.56E+04 3.88E+04 3.26E+04 3.62E+04 3.17E+04 988.9762 2 35.5

DIG1 YPL049C TSQPQQQSPSLLQGEIR[8] Phospho 99.9 -0.20 0.09 -0.45 -0.28 0.136 0.412 0.012 0.26 2.96E+04 3.69E+04 3.36E+04 3.23E+04 3.10E+04 2.41E+04 2.21E+04 5.09E+04 3.32E+04 2.72E+04 2.34E+04 2.26E+04 659.6532 3 24.16

ITR1 YDR497C TSQSNVGDAVGNADSVEFNSEHDSPSK[1] Phospho45.3 -0.38 -0.42 -0.58 0.05 0.059 0.010 0.018 0.41 4.34E+04 3.85E+04 3.49E+04 3.65E+04 2.99E+04 2.35E+04 2.72E+04 3.04E+04 2.94E+04 3.26E+04 2.23E+04 2.30E+04 953.3977 3 45.8

ATO3 YDR384C TSSASSPQDLEK[5] Phospho 93.7 0.36 -0.06 0.15 0.42 0.173 0.435 0.315 0.15 2.39E+04 1.40E+04 2.47E+04 3.54E+04 2.27E+04 2.23E+04 1.24E+04 2.53E+04 2.22E+04 2.82E+04 2.04E+04 2.08E+04 665.2824 2 55.64

IRA2 YOL081W TSSFNNTAHETGSEK[1] Phospho33.3 0.11 -0.12 -0.03 0.22 0.254 0.312 0.444 0.12 1.62E+04 1.16E+04 1.58E+04 1.53E+04 1.50E+04 1.68E+04 1.37E+04 1.07E+04 1.59E+04 1.63E+04 1.31E+04 1.34E+04 845.3421 2 25.12

SMY2 YBR172C TSSLIDSIGIQR[3] Phospho 99.1 -2.02 -0.61 -0.52 -1.41 0.029 0.154 0.196 0.00 6.62E+04 1.55E+05 7.52E+04 1.99E+04 2.66E+04 2.67E+04 7.08E+04 7.31E+04 5.02E+04 5.35E+04 9.49E+04 5.84E+04 685.3406 2 54.25

YMR086W YMR086W TSSLPNQR [3] Phospho 99.1 0.19 0.14 -0.04 0.05 0.355 0.420 0.485 0.46 1.42E+04 3.88E+03 7.94E+03 1.10E+04 9.16E+03 9.55E+03 6.48E+03 1.52E+04 7.03E+03 1.69E+04 4.91E+03 3.61E+03 491.7213 2 24.59

UBP3 YER151C TSSPSPSPPAAK[3] Phospho 99.8 0.27 0.49 -0.01 -0.23 0.197 0.019 0.486 0.20 1.10E+04 8.27E+03 1.07E+04 1.01E+04 1.01E+04 1.59E+04 1.43E+04 1.22E+04 1.57E+04 1.35E+04 8.55E+03 7.68E+03 603.7737 2 28.78

SSD1 YDR293C TSSQSSIYGHSR[3] Phospho 84.4 0.27 0.12 0.17 0.14 0.289 0.423 0.387 0.37 7.65E+03 2.60E+04 2.68E+04 2.95E+04 2.17E+04 2.17E+04 1.35E+04 3.34E+04 1.90E+04 3.29E+04 1.68E+04 1.84E+04 695.2935 2 32.7

SSD1 YDR293C TSSQSSIYGHSR[3] Phospho ,[8] Phospho 80.2, 47.3 0.33 -0.07 0.53 0.40 0.229 0.462 0.216 0.28 1.44E+04 5.89E+03 1.41E+04 1.84E+04 1.43E+04 1.05E+04 3.78E+03 2.02E+04 8.61E+03 2.67E+04 1.17E+04 1.11E+04 735.2771 2 30.44

SSD1 YDR293C TSSQSSIYGHSR[3] Phospho 84.4 0.86 0.30 1.31 0.55 0.143 0.360 0.176 0.21 3.53E+02 2.99E+03 3.87E+03 6.73E+03 3.18E+03 3.17E+03 1.87E+03 4.99E+03 2.05E+03 1.25E+04 3.12E+03 2.39E+03 463.8648 3 15.37

WHI4 YDL224C TSSSPLGPSAAK[4] Phospho 98.7 0.20 0.28 -0.01 -0.08 0.020 0.004 0.480 0.08 3.43E+04 3.92E+04 3.73E+04 4.05E+04 4.23E+04 4.45E+04 4.34E+04 4.55E+04 4.56E+04 4.51E+04 2.94E+04 3.56E+04 591.7736 2 60.57

PBS2 YJL128C TSSTSSHYNNINADLHAR[3] Phospho 64.7 -0.40 -0.24 -0.33 -0.16 0.106 0.246 0.171 0.30 1.39E+04 2.30E+04 1.68E+04 1.59E+04 1.28E+04 1.18E+04 1.91E+04 1.56E+04 1.06E+04 1.29E+04 1.15E+04 1.83E+04 689.9678 3 24.65

NAB6 YML117W TSTHRLSVPSVTAGNNNDSNNNGNNNK[7] Phospho76.6 -0.39 -0.86 -0.03 0.47 0.130 0.044 0.464 0.10 1.41E+05 8.33E+04 9.49E+04 9.70E+04 6.98E+04 7.58E+04 4.26E+04 8.22E+04 5.04E+04 1.20E+05 7.52E+04 1.17E+05 969.4302 3 55.37

BCY1 YIL033C TSTPPLPMHFNAQR[3] Phospho 98.5 0.10 0.37 0.37 -0.27 0.441 0.208 0.190 0.34 3.49E+04 5.55E+04 3.41E+04 4.43E+04 7.39E+04 1.50E+04 6.82E+04 6.09E+04 3.15E+04 3.60E+04 7.16E+04 5.37E+04 559.5924 3 20.3

BCY1 YIL033C TSTPPLPMHFNAQR[3] Phospho 98.5 -0.03 0.22 0.22 -0.25 0.486 0.363 0.368 0.39 7.67E+03 1.38E+04 8.24E+03 7.55E+03 1.87E+04 2.91E+03 1.92E+04 9.56E+03 5.92E+03 3.87E+03 1.80E+04 1.27E+04 838.8847 2 18.48

SOK2 YMR016C TSTSDEATQPNEPSEAEPVK[8] Phospho 94.1 3.31 -1.61 -1.48 4.92 0.001 0.079 0.098 0.00 2.03E+03 1.26E+03 4.29E+02 1.50E+04 1.17E+04 1.06E+04 6.83E+02 3.45E+02 1.71E+02 7.95E+02 0.00E+00 5.19E+02 1098.962 2 30.68

MDS3 YGL197W TSVSEAQNTQPQVANADAK[1] Phospho50.0 -0.42 -0.40 -0.37 -0.02 0.076 0.076 0.100 0.46 1.57E+05 1.06E+05 1.38E+05 1.16E+05 7.64E+04 1.07E+05 8.05E+04 1.10E+05 1.13E+05 1.01E+05 8.24E+04 1.27E+05 1019.958 2 91.35

MDS3 YGL197W TSVSEAQNTQPQVANADAK[1] Phospho 50.0 -0.29 -0.14 -0.27 -0.15 0.132 0.311 0.157 0.33 4.14E+04 3.30E+04 4.45E+04 3.98E+04 2.48E+04 3.27E+04 2.39E+04 4.14E+04 4.25E+04 3.53E+04 2.39E+04 3.97E+04 680.3071 3 27.12

PMD1 YER132C TSVTDFTASQQR[2] Phospho 88.5 -0.29 0.18 0.03 -0.47 0.120 0.108 0.440 0.01 1.16E+04 1.57E+04 1.50E+04 1.41E+04 9.53E+03 1.10E+04 1.59E+04 1.59E+04 1.62E+04 1.46E+04 1.24E+04 1.61E+04 710.8092 2 42.03

MLF3 YNL074C TTELPATSPYVSPQQSAR[12] Phospho99.8 -0.50 1.56 0.10 -2.05 0.134 0.018 0.385 0.01 4.09E+03 9.01E+03 6.76E+03 3.85E+03 4.73E+03 5.48E+03 1.90E+04 2.65E+04 1.30E+04 6.09E+03 8.44E+03 6.82E+03 1006.971 2 35.7

YLL032C YLL032C TTIDNTSQSGASPQR[12] Phospho100.0 -0.03 0.54 0.34 -0.57 0.464 0.078 0.174 0.07 5.19E+04 3.11E+04 3.83E+04 5.05E+04 3.24E+04 3.61E+04 4.19E+04 6.95E+04 6.54E+04 6.74E+04 4.01E+04 4.66E+04 821.8578 2 34.24

YDR210W-B R210W-B TTNSTPSIDDR[7] Phospho 99.9 -0.95 -0.55 -0.12 -0.39 0.015 0.095 0.345 0.17 1.18E+04 8.15E+03 1.33E+04 6.59E+03 5.00E+03 5.67E+03 4.43E+03 9.80E+03 8.47E+03 1.30E+04 8.25E+03 9.33E+03 643.7669 2 16.61

EDE1 YBL047C TTPLSANSTGVSSLTR[5] Phospho 100.0 -0.16 0.51 0.05 -0.66 0.363 0.131 0.455 0.03 7.64E+04 1.59E+05 7.80E+04 8.60E+04 1.10E+05 8.56E+04 1.77E+05 1.59E+05 1.10E+05 9.14E+04 1.34E+05 9.89E+04 836.4011 2 80.57

YKL105C YKL105C TTSIAGINR [3] Phospho 99.1 -0.40 0.01 -0.26 -0.41 0.040 0.485 0.135 0.06 6.24E+03 6.24E+03 7.98E+03 5.35E+03 4.44E+03 5.75E+03 5.29E+03 7.64E+03 7.65E+03 6.92E+03 4.70E+03 5.48E+03 506.7453 2 32.37

YKL105C YKL105C TTSLGNSGSTIR[3] Phospho 99.6 -0.45 -0.21 -0.03 -0.24 0.018 0.052 0.412 0.07 3.88E+04 3.34E+04 3.24E+04 2.43E+04 2.22E+04 2.99E+04 2.98E+04 2.84E+04 3.22E+04 3.28E+04 2.99E+04 3.94E+04 637.2969 2 50.87

CDC24 YAL041W TTSSSFESEIK[3] Phospho91.1 0.05 0.48 -0.34 -0.43 0.424 0.043 0.120 0.01 7.23E+03 1.22E+04 1.18E+04 1.11E+04 9.85E+03 1.13E+04 1.55E+04 1.51E+04 1.28E+04 8.48E+03 8.23E+03 7.87E+03 648.2745 2 18.5

ECM21 YBL101C TTSVSGPSGYSDDAGVPNVNR[1] Phospho33.3 0.03 0.08 -0.15 -0.05 0.438 0.183 0.003 0.40 4.68E+04 4.71E+04 4.45E+04 4.48E+04 3.83E+04 5.83E+04 4.49E+04 5.38E+04 4.81E+04 4.19E+04 4.06E+04 4.18E+04 1080.468 2 54.04



SLI15 YBR156C TVKESPIAFK[5] Phospho 100.0 -0.12 0.58 0.12 -0.70 0.447 0.250 0.445 0.12 6.21E+02 3.22E+03 7.74E+02 8.49E+02 1.75E+03 1.64E+03 3.46E+03 1.83E+03 1.60E+03 1.66E+03 2.07E+03 1.28E+03 600.3074 2 17.53

TAH11 YJR046W TVLSSK [5] Phospho 100.0 0.35 0.37 0.16 -0.02 0.206 0.161 0.371 0.48 1.34E+03 1.34E+03 1.79E+03 2.75E+03 1.34E+03 1.64E+03 1.23E+03 2.46E+03 2.13E+03 2.63E+03 1.24E+03 1.15E+03 357.6752 2 18.28

TIF4632 YGL049C TVNKSDDETINSVITTEENTVK[5] Phospho 91.5 -0.48 0.31 -0.22 -0.79 0.099 0.181 0.214 0.04 3.91E+04 5.31E+04 3.32E+04 2.98E+04 3.85E+04 2.19E+04 5.03E+04 6.62E+04 3.91E+04 3.03E+04 4.09E+04 3.67E+04 839.7266 3 41.83

UTP22 YGR090W TVPEQENDESDTSPESNEVATNTAATR[10] Phospho89.9 0.06 0.09 -0.58 -0.04 0.433 0.390 0.111 0.43 4.67E+04 4.90E+04 8.15E+04 5.12E+04 6.10E+04 7.20E+04 5.10E+04 6.47E+04 7.31E+04 4.95E+04 4.43E+04 2.52E+04 991.4153 3 22.79

UTP22 YGR090W TVPEQENDESDTSPESNEVATNTAATR[12] Phospho ,[13] Phospho 58.6, 73.6 -0.89 -0.32 0.13 -0.57 0.019 0.228 0.340 0.13 1.76E+05 1.05E+05 1.45E+05 6.53E+04 7.87E+04 8.67E+04 6.30E+04 1.58E+05 1.21E+05 1.97E+05 1.14E+05 1.57E+05 1018.07 3 15.48

YPR137C-B R137C-B TVPQISDQETEK[6] Phospho 100.0 -0.62 -0.02 0.38 -0.61 0.003 0.458 0.029 0.02 6.09E+05 5.23E+05 6.25E+05 3.86E+05 3.36E+05 4.17E+05 4.66E+05 6.21E+05 6.49E+05 8.60E+05 6.58E+05 7.61E+05 727.8247 2 56.28

AAD4 YDL243C TVSGTSKQTDK[9] Phospho 87.3 2.70 3.65 3.67 -0.95 0.159 0.021 0.000 0.19 3.69E+02 8.54E+02 5.43E+02 5.63E+02 9.66E+03 1.44E+03 1.22E+04 5.16E+03 5.22E+03 6.62E+03 8.43E+03 7.78E+03 616.2856 2 17.46

SYH1 YPL105C TVSNITNEEESIVK[6] Phospho 99.9 -0.02 -0.35 -1.30 0.32 0.487 0.327 0.136 0.21 6.90E+02 5.97E+03 4.28E+03 2.67E+03 5.00E+03 3.10E+03 2.37E+03 3.63E+03 2.60E+03 6.60E+02 2.89E+03 8.67E+02 821.8826 2 29.97

VHS2 YIL135C TVSNNAANSLSR[11] Phospho 100.0 -0.33 -0.42 -0.47 0.09 0.098 0.066 0.059 0.37 3.89E+04 2.97E+04 3.78E+04 3.12E+04 2.10E+04 3.26E+04 1.91E+04 3.19E+04 2.83E+04 3.32E+04 1.95E+04 2.40E+04 657.296 2 45.07

VHS2 YIL135C TVSNNAANSLSR[1] Phospho50.0 -0.58 -1.98 -1.21 1.40 0.060 0.006 0.008 0.02 7.98E+03 4.96E+03 7.49E+03 5.66E+03 4.63E+03 3.38E+03 3.16E+03 1.24E+03 7.58E+02 3.27E+03 2.86E+03 2.70E+03 657.2947 2 45.3

PBP1 YGR178C TVSPTTQISAGK[3] Phospho 99.7 0.33 0.07 -0.05 0.27 0.067 0.371 0.411 0.02 9.67E+04 1.31E+05 1.53E+05 1.66E+05 1.46E+05 1.68E+05 1.46E+05 1.24E+05 1.28E+05 1.31E+05 1.09E+05 1.27E+05 635.3069 2 79.95

MTR4 YJL050W TVVAEYAIAQSLKNK[6] Phospho 92.3 -0.55 -1.00 0.48 0.45 0.238 0.117 0.248 0.32 2.76E+05 1.13E+05 1.50E+05 2.24E+05 4.63E+04 9.88E+04 5.97E+04 1.71E+05 3.85E+04 3.96E+05 2.38E+05 1.18E+05 572.2935 3 17.1

YAK1 YJL141C TVYTYIQSR [5] Phospho 100.0 0.41 0.72 -0.09 -0.31 0.091 0.140 0.400 0.27 4.39E+04 8.69E+04 5.80E+04 8.86E+04 8.09E+04 8.17E+04 7.57E+04 1.64E+05 7.16E+04 7.19E+04 5.18E+04 5.36E+04 605.7791 2 49.55

NUP145 YGL092W TYSFSSSVSGNAPLPLASQSSLVSR[5] Phospho60.2 -0.87 -0.31 -0.53 -0.56 0.080 0.280 0.163 0.11 6.51E+04 1.09E+05 4.57E+04 4.94E+04 3.67E+04 3.39E+04 6.23E+04 7.84E+04 3.64E+04 5.68E+04 5.95E+04 3.59E+04 874.7544 3 61.75

PIL1 YGR086C TYSLR [3] Phospho 99.6 0.95 1.11 0.90 -0.16 0.046 0.025 0.068 0.05 2.50E+04 1.03E+05 1.63E+05 1.99E+05 1.71E+05 1.92E+05 1.99E+05 2.20E+05 2.09E+05 2.23E+05 1.63E+05 1.57E+05 360.1599 2 15.9

PBP1 YGR178C VADSGVSDSVDDLAK[9] Phospho 100.0 -0.16 0.08 0.23 -0.24 0.155 0.239 0.020 0.07 1.17E+05 1.27E+05 1.41E+05 1.02E+05 1.11E+05 1.33E+05 1.41E+05 1.22E+05 1.45E+05 1.47E+05 1.48E+05 1.56E+05 779.3384 2 61.46

SEC7 YDR170C VANPRVSYESSR[7] Phospho 99.3 -0.29 -0.26 0.26 -0.03 0.088 0.098 0.099 0.45 1.82E+04 2.14E+04 2.00E+04 1.98E+04 1.28E+04 1.59E+04 1.94E+04 1.29E+04 1.73E+04 2.86E+04 2.08E+04 2.20E+04 722.8327 2 25.46

SEC7 YDR170C VANPRVSYESSR[11] Phospho73.0 -0.30 -0.39 0.06 0.08 0.118 0.042 0.403 0.37 1.44E+04 1.86E+04 1.81E+04 1.75E+04 1.11E+04 1.29E+04 1.49E+04 1.09E+04 1.33E+04 2.28E+04 1.49E+04 1.57E+04 482.2242 3 18.82

PIN2 YOR104W VAPLVYEEENFEGSSPQPQYDAR[15] Phospho 100.0 -0.02 0.11 -0.26 -0.13 0.451 0.312 0.052 0.28 2.13E+05 2.55E+05 2.05E+05 1.96E+05 2.38E+05 2.31E+05 2.04E+05 3.04E+05 2.20E+05 1.98E+05 1.95E+05 1.70E+05 902.3944 3 44.67

PIN2 YOR104W VAPLVYEEENFEGSSPQPQYDAR[15] Phospho 100.0 0.24 0.44 -0.32 -0.20 0.299 0.146 0.213 0.31 4.55E+03 9.57E+03 8.02E+03 5.87E+03 1.22E+04 8.12E+03 8.04E+03 1.32E+04 8.84E+03 4.56E+03 7.29E+03 5.82E+03 677.0506 4 20.02

GSY2 YLR258W VARPLSVPGSPR[10] Phospho 100.0 0.35 0.54 0.63 -0.20 0.044 0.068 0.034 0.24 3.28E+04 4.50E+04 4.15E+04 4.65E+04 4.84E+04 5.68E+04 6.56E+04 4.00E+04 6.85E+04 5.00E+04 5.77E+04 7.68E+04 658.3484 2 23.29

GSY2 YLR258W VARPLSVPGSPR[6] Phospho ,[10] Phospho 100.0, 100.0 0.96 0.78 0.54 0.18 0.000 0.004 0.007 0.07 6.50E+04 7.00E+04 8.71E+04 1.45E+05 1.46E+05 1.39E+05 1.11E+05 1.30E+05 1.40E+05 1.17E+05 1.03E+05 1.04E+05 465.8898 3 17.28

TOP1 YOL006C VASMNSASLQDEAEPYDSDEAISK[18] Phospho89.1 -0.48 0.78 0.81 -1.26 0.354 0.101 0.096 0.10 1.06E+04 4.79E+04 2.62E+04 2.47E+03 5.35E+04 4.82E+03 4.39E+04 6.32E+04 3.82E+04 4.01E+04 6.60E+04 4.26E+04 879.7023 3 45.62

STU2 YLR045C VASSPLRNDNK[4] Phospho 91.8 -0.20 0.09 0.02 -0.29 0.337 0.430 0.484 0.23 5.43E+03 2.12E+03 3.34E+03 3.06E+03 2.62E+03 3.81E+03 5.32E+03 2.58E+03 3.70E+03 4.85E+03 2.75E+03 3.43E+03 640.8026 2 15.55

FUN30 YAL019W VASSSPLKPTSPTVPDASVASLR[5] Phospho 59.3 -1.61 -1.60 -1.62 -0.02 0.037 0.042 0.042 0.49 1.58E+04 3.70E+04 2.11E+04 4.05E+03 1.31E+04 7.01E+03 1.49E+04 4.60E+03 4.87E+03 1.11E+03 1.20E+04 1.10E+04 1174.099 2 15.66

FUN30 YAL019W VASSSPLKPTSPTVPDASVASLR[3] Phospho, [11] Phospho33.3, 79.0 -4.18 -3.82 -2.28 -0.36 0.000 0.000 0.000 0.08 8.63E+04 9.47E+04 8.14E+04 4.29E+03 6.02E+03 4.14E+03 6.16E+03 7.03E+03 5.34E+03 1.96E+04 1.93E+04 1.50E+04 809.7243 3 19.83

SEC31 YDL195W VATPLSGGVPPAPLPK[3] Phospho 100.0 -1.01 -0.81 -0.48 -0.20 0.036 0.067 0.175 0.32 9.71E+04 1.56E+05 8.72E+04 3.77E+04 7.06E+04 6.03E+04 9.28E+04 4.44E+04 5.71E+04 4.14E+04 8.57E+04 1.16E+05 790.9264 2 37.08

EDE1 YBL047C VATPSIPQQPIPLK[3] Phospho 99.9 -0.24 -0.20 -0.32 -0.04 0.176 0.200 0.162 0.42 3.14E+04 4.22E+04 2.83E+04 2.76E+04 3.39E+04 2.45E+04 3.32E+04 2.55E+04 2.98E+04 1.99E+04 3.47E+04 2.70E+04 784.9266 2 22.85

TPS3 YMR261C VCSPSQEASASSISASR[3] Phospho100.0 0.22 -0.03 0.25 0.24 0.071 0.417 0.120 0.10 2.02E+05 1.89E+05 2.04E+05 2.27E+05 2.03E+05 2.61E+05 1.84E+05 1.72E+05 2.28E+05 2.23E+05 1.97E+05 2.85E+05 902.3833 2 105.96

TPS3 YMR261C VCSPSQEASASSISASR[3] Phospho 100.0 0.28 0.30 0.34 -0.02 0.065 0.062 0.052 0.46 2.48E+04 2.41E+04 3.02E+04 3.08E+04 2.88E+04 3.64E+04 3.03E+04 2.95E+04 3.72E+04 3.37E+04 2.85E+04 3.81E+04 601.9246 3 15.96

YGR237C YGR237C VDKDEQDNSDDLKTEVR[14] Phospho 63.3 0.14 -0.39 -0.04 0.54 0.223 0.067 0.442 0.02 9.50E+04 6.76E+04 8.66E+04 1.04E+05 8.15E+04 9.00E+04 5.06E+04 7.37E+04 6.54E+04 1.00E+05 5.78E+04 8.40E+04 695.9717 3 16.57

FIR1 YER032W VDTSPVNQSFESR[4] Phospho 92.3 -0.04 0.63 0.55 -0.66 0.469 0.043 0.086 0.04 1.75E+04 8.00E+03 1.34E+04 9.77E+03 1.01E+04 1.81E+04 1.85E+04 1.86E+04 2.29E+04 2.18E+04 1.43E+04 2.08E+04 773.3346 2 39.06

RRP5 YMR229C VEDAEYESSDDEDEK[8] Phospho ,[9] Phospho 100.0, 100.0 -0.03 0.12 -0.26 -0.15 0.476 0.446 0.325 0.42 6.00E+04 1.64E+04 4.74E+04 4.39E+04 4.87E+04 2.84E+04 1.07E+04 8.39E+04 3.99E+04 4.42E+04 3.13E+04 2.77E+04 960.3034 2 36.51

RRP5 YMR229C VEDAEYESSDDEDEKLDK[8] Phospho ,[9] Phospho 98.8, 100.0 -0.98 -0.82 -0.67 -0.16 0.030 0.091 0.052 0.40 5.65E+04 3.21E+04 4.03E+04 1.44E+04 2.69E+04 2.39E+04 8.22E+03 3.96E+04 2.51E+04 2.18E+04 2.90E+04 3.02E+04 1138.407 2 28.5

PTK2 YJR059W VEDNLSEDDSTMK[6] Phospho 100.0 0.70 -1.09 0.39 1.80 0.274 0.015 0.097 0.15 3.04E+03 2.88E+03 2.65E+03 1.51E+03 1.01E+04 2.34E+03 7.62E+02 2.22E+03 1.02E+03 2.67E+03 4.54E+03 4.00E+03 781.7996 2 34.15

SWA2 YDR320C VEDYDLPQVNDSPNR[12] Phospho 100.0 0.26 0.56 -0.43 -0.30 0.361 0.157 0.260 0.29 2.33E+03 6.93E+03 2.97E+03 1.90E+03 7.39E+03 5.40E+03 4.31E+03 6.49E+03 7.29E+03 2.29E+03 3.15E+03 3.65E+03 920.8917 2 18.22

KEL1 YHR158C VEEDGNVADEDDEIGVAQMASSPSK[22] Phospho 87.3 -0.14 0.61 0.49 -0.75 0.351 0.013 0.068 0.04 3.58E+04 4.27E+04 4.34E+04 3.23E+04 5.42E+04 2.39E+04 6.27E+04 7.18E+04 5.18E+04 4.20E+04 7.11E+04 5.80E+04 891.372 3 19.33

HNM1 YGL077C VEEEIKPLDDMDSK[13] Phospho 100.0 -0.86 -0.28 0.07 -0.58 0.080 0.191 0.405 0.22 3.58E+04 3.69E+04 3.69E+04 1.70E+04 3.79E+04 5.54E+03 3.17E+04 4.06E+04 1.83E+04 2.66E+04 5.11E+04 3.74E+04 576.5869 3 15.72

HNM1 YGL077C VEEEIKPLDDMDSK[13] Phospho 100.0 -0.79 -0.82 -0.34 0.02 0.054 0.050 0.167 0.49 7.69E+04 8.39E+04 7.41E+04 4.13E+04 7.43E+04 1.98E+04 4.89E+04 6.90E+04 1.56E+04 3.50E+04 8.53E+04 6.54E+04 864.3771 2 49.77

PRB1 YEL060C VEFTKDDDEEPSDSEDK[12] Phospho 100.0 0.04 0.51 0.01 -0.46 0.429 0.078 0.478 0.05 2.02E+04 1.18E+04 1.39E+04 1.60E+04 1.54E+04 1.59E+04 1.94E+04 1.86E+04 2.71E+04 1.70E+04 1.34E+04 1.59E+04 1032.895 2 56.17

CHO1 YER026C VESDEDFAPQEFPHTDTDVIVNEHR[3] Phospho 100.0 0.09 0.38 -0.09 -0.29 0.370 0.087 0.397 0.11 5.23E+04 8.35E+04 6.38E+04 5.61E+04 7.40E+04 8.23E+04 1.01E+05 7.22E+04 8.77E+04 4.15E+04 7.40E+04 7.25E+04 1002.764 3 69.92

CHO1 YER026C VESDEDFAPQEFPHTDTDVIVNEHR[3] Phospho 100.0 0.15 0.39 -0.15 -0.25 0.380 0.179 0.397 0.25 1.00E+04 2.42E+04 1.62E+04 1.14E+04 2.25E+04 2.19E+04 2.71E+04 1.71E+04 2.19E+04 6.99E+03 1.95E+04 1.90E+04 752.3248 4 33.03

RPL24B YGR148C VEVDSFSGAK[5] Phospho 99.6 1.05 0.28 -0.02 0.77 0.003 0.076 0.479 0.00 7.84E+03 9.78E+03 1.17E+04 2.17E+04 2.20E+04 1.71E+04 1.19E+04 1.12E+04 1.25E+04 8.62E+03 1.26E+04 7.74E+03 559.7423 2 22.44

LEU1 YGL009C VEVTSEDEK[5] Phospho 96.0 -0.15 -1.84 -0.23 1.70 0.421 0.086 0.391 0.01 1.61E+06 4.55E+05 5.47E+05 1.08E+06 6.06E+05 6.77E+05 3.81E+05 2.05E+05 1.42E+05 1.17E+06 4.61E+05 6.02E+05 558.229 2 29.28

YNL234W YNL234W VFQALLYSNK[7] Phospho 99.0 -0.04 -0.57 -0.42 0.54 0.416 0.067 0.189 0.05 9.92E+03 1.35E+04 1.02E+04 1.07E+04 1.16E+04 1.05E+04 1.01E+04 4.63E+03 7.91E+03 4.00E+03 8.25E+03 1.29E+04 631.8099 2 25.17

SPT6 YGR116W VGDEGNAAESESDNVAASR[10] Phospho 50.0 0.08 -0.47 -0.63 0.55 0.360 0.094 0.029 0.04 1.22E+04 8.89E+03 1.37E+04 1.06E+04 1.36E+04 1.25E+04 9.03E+03 5.51E+03 1.05E+04 6.14E+03 7.90E+03 8.38E+03 979.394 2 46.98

CDC28 YBR160W VGEGTYGVVYK[6] Phospho 99.6 0.43 0.54 -0.07 -0.11 0.124 0.062 0.352 0.37 2.66E+04 3.84E+04 3.69E+04 3.70E+04 3.87E+04 6.15E+04 4.92E+04 3.73E+04 6.17E+04 3.22E+04 2.94E+04 3.54E+04 626.2874 2 50.95

SYP1 YCR030C VGSIFGR [3] Phospho 100.0 -0.34 -0.36 -0.54 0.02 0.234 0.215 0.141 0.47 2.89E+03 7.05E+03 6.17E+03 3.03E+03 4.81E+03 4.90E+03 4.67E+03 3.16E+03 4.69E+03 2.80E+03 4.01E+03 4.29E+03 408.1942 2 40.32

RGA2 YDR379W VHDELPSPGKVPLSPSPK[7] Phospho ,[14] Phospho 100.0, 88.8 -0.41 -0.08 -0.26 -0.33 0.027 0.243 0.065 0.03 3.40E+04 3.19E+04 2.72E+04 2.14E+04 2.74E+04 2.14E+04 2.90E+04 3.11E+04 2.78E+04 2.37E+04 2.94E+04 2.47E+04 681.9908 3 25.84

RGA2 YDR379W VHDELPSPGKVPLSPSPK[7] Phospho ,[14] Phospho ,[16] Phospho 100.0, 100.0, 100.0-0.81 0.29 -1.12 -1.10 0.085 0.290 0.007 0.10 1.44E+04 2.07E+04 1.53E+04 3.35E+03 1.66E+04 8.80E+03 1.14E+04 3.18E+04 1.86E+04 8.82E+03 8.41E+03 5.90E+03 708.6458 3 16.75

YRB2 YIL063C VHSGSEQLANASEDTK[3] Phospho 100.0 -0.29 -0.04 0.03 -0.25 0.164 0.455 0.466 0.18 6.72E+04 6.03E+04 9.64E+04 6.07E+04 5.23E+04 7.01E+04 7.73E+04 5.31E+04 8.80E+04 6.89E+04 6.39E+04 9.51E+04 876.8753 2 86.88

YRB2 YIL063C VHSGSEQLANASEDTK[3] Phospho 50.0 -0.25 -0.09 -0.10 -0.16 0.214 0.400 0.362 0.28 3.98E+04 2.92E+04 5.20E+04 3.69E+04 2.78E+04 3.70E+04 3.41E+04 3.06E+04 4.91E+04 3.76E+04 3.14E+04 4.34E+04 584.9191 3 28.6

PFK2 YMR205C VHSYTDLAYR[3] Phospho 100.0 -0.31 0.04 -0.12 -0.35 0.196 0.460 0.372 0.17 7.28E+05 1.32E+06 7.87E+05 7.42E+05 7.42E+05 8.06E+05 1.36E+06 7.56E+05 8.10E+05 6.93E+05 9.82E+05 9.44E+05 652.7875 2 41.09

PFK2 YMR205C VHSYTDLAYR[3] Phospho33.3 -0.36 0.21 -0.19 -0.57 0.230 0.345 0.347 0.10 2.82E+04 6.88E+04 3.82E+04 3.56E+04 3.52E+04 3.44E+04 7.49E+04 3.82E+04 4.35E+04 2.98E+04 4.46E+04 4.41E+04 435.5273 3 34.91

AHP1 YLR109W VIITGAPAAFSPTCTVSHIPGYINYLDELVK[11] Phospho99.4 -0.34 -1.26 -0.93 0.92 0.314 0.123 0.156 0.10 4.50E+04 9.36E+04 2.42E+04 3.68E+04 5.64E+04 3.56E+04 4.33E+04 1.89E+04 5.96E+03 2.27E+04 4.56E+04 1.70E+04 1142.906 3 17.73

RPS24B YIL069C VISNPLLAR [3] Phospho 100.0 0.15 0.08 0.07 0.07 0.426 0.462 0.467 0.44 8.91E+02 4.80E+03 1.47E+03 1.70E+03 3.71E+03 2.56E+03 3.63E+03 1.57E+03 2.38E+03 1.18E+03 3.40E+03 2.96E+03 531.7893 2 36.86

NTC20 YBR188C VLQEPDRDNDDSG[12] Phospho 100.0 -0.44 -0.50 -0.21 0.06 0.224 0.226 0.340 0.45 8.44E+03 2.50E+03 7.73E+03 5.62E+03 4.32E+03 3.80E+03 2.22E+03 4.98E+03 6.00E+03 5.78E+03 4.96E+03 5.41E+03 770.3018 2 17.45

YJL070C YJL070C VLSENDGDVSPSVLK[10] Phospho 100.0 0.01 0.58 0.25 -0.58 0.494 0.020 0.167 0.03 2.38E+04 3.88E+04 2.54E+04 2.03E+04 3.81E+04 3.00E+04 4.47E+04 4.20E+04 4.51E+04 3.34E+04 3.77E+04 3.33E+04 819.8851 2 45.96

CBF5 YLR175W VNENTPEQWK[5] Phospho 100.0 0.46 0.22 -0.03 0.24 0.005 0.226 0.431 0.17 2.69E+04 2.39E+04 2.98E+04 3.66E+04 3.48E+04 3.92E+04 2.59E+04 2.66E+04 4.12E+04 2.46E+04 2.42E+04 3.03E+04 662.7825 2 29.08

CBF5 YLR175W VNENTPEQWKK[5] Phospho 100.0 0.21 -0.22 -0.10 0.43 0.114 0.116 0.206 0.03 1.22E+04 9.85E+03 1.15E+04 1.38E+04 1.40E+04 1.10E+04 9.79E+03 7.92E+03 1.11E+04 9.88E+03 1.01E+04 1.13E+04 726.8301 2 29.99

SUP45 YBR143C VNFEQLVDESEDEYYDEDEGSDYDFI[10] Phospho ,[23] Phospho 97.3, 49.3 -0.92 -0.22 -0.77 -0.70 0.133 0.381 0.158 0.14 1.32E+06 7.13E+05 3.52E+05 4.80E+05 4.94E+05 2.88E+05 5.66E+05 1.06E+06 4.20E+05 4.54E+05 5.74E+05 3.65E+05 1108.734 3 33.38

TOP1 YOL006C VNHELSSDDDDDVPLSQTLK[6] Phospho ,[7] Phospho 100.0, 100.0 -1.04 -0.23 -0.39 -0.80 0.005 0.297 0.007 0.13 8.93E+04 9.84E+04 8.13E+04 2.83E+04 5.91E+04 4.38E+04 3.59E+04 1.14E+05 7.85E+04 6.96E+04 6.93E+04 6.58E+04 1193.988 2 24.03

FBA1 YKL060C VNLDTDCQYAYLTGIR[5] Phospho 100.0 -0.82 -0.28 -0.68 -0.55 0.072 0.245 0.088 0.04 8.25E+04 1.38E+05 6.82E+04 4.35E+04 7.17E+04 4.81E+04 8.18E+04 8.86E+04 6.80E+04 4.96E+04 6.92E+04 6.14E+04 991.4415 2 62.16

FBA1 YKL060C VNLDTDCQYAYLTGIR[5] Phospho 100.0 -0.89 -0.33 -0.68 -0.56 0.091 0.260 0.126 0.06 2.16E+04 4.05E+04 1.72E+04 1.06E+04 1.87E+04 1.36E+04 2.25E+04 2.45E+04 1.61E+04 1.26E+04 1.85E+04 1.84E+04 661.2971 3 37.61

YCL019W YCL019W VNNDHINESTVSSQYLSDDNELSLGQQQK[17] Phospho 99.6 -1.97 -0.94 -0.89 -1.03 0.001 0.002 0.004 0.01 3.91E+04 3.05E+04 3.52E+04 1.19E+04 6.05E+03 8.75E+03 1.61E+04 1.82E+04 2.04E+04 2.09E+04 2.11E+04 1.44E+04 1114.83 3 21.44

YOR343W-A R343W-A VNNDHINESTVSSQYLSDDNELSLRPATER[17] Phospho 99.6 -0.62 -0.16 -0.19 -0.46 0.002 0.189 0.070 0.04 5.78E+05 6.68E+05 6.73E+05 3.77E+05 4.12E+05 4.61E+05 6.28E+05 6.38E+05 4.52E+05 5.15E+05 6.19E+05 5.45E+05 871.6501 4 62.84

GEA2 YEL022W VNNEEAISEDDGIEEEHIHSEK[8] Phospho 100.0 -0.12 0.40 0.32 -0.52 0.219 0.136 0.043 0.09 5.51E+04 7.09E+04 6.94E+04 6.58E+04 5.99E+04 5.41E+04 1.16E+05 6.43E+04 7.75E+04 7.13E+04 8.50E+04 8.76E+04 868.3649 3 45.11

SPE4 YLR146C VNNSQHPYIK[4] Phospho 100.0 2.20 2.32 0.15 -0.12 0.075 0.005 0.436 0.43 1.73E+03 5.09E+01 1.14E+03 2.47E+03 2.68E+03 8.33E+03 4.10E+03 4.31E+03 6.27E+03 1.50E+03 1.42E+03 3.16E+02 640.2957 2 17.85

VPS74 YDR372C VNRADSGDTSSIHSSANNTK[6] Phospho 99.9 0.14 -0.15 0.13 0.29 0.350 0.356 0.391 0.13 3.36E+04 1.80E+04 1.80E+04 2.51E+04 2.13E+04 3.05E+04 2.34E+04 1.59E+04 2.35E+04 3.60E+04 1.84E+04 2.19E+04 714.3127 3 58.49

BUD4 YJR092W VNSELEESPAAVHQER[3] Phospho 100.0 -0.92 0.20 0.54 -1.11 0.025 0.371 0.097 0.09 5.66E+03 9.08E+03 1.05E+04 4.48E+03 4.49E+03 4.38E+03 1.11E+04 3.55E+03 1.42E+04 1.11E+04 9.48E+03 1.61E+04 937.9186 2 42.67

GPT2 YKR067W VNSRGSLTDIPIFSDAK[3] Phospho ,[6] Phospho 100.0, 99.9 -0.42 -0.13 -0.45 -0.29 0.126 0.305 0.074 0.19 5.07E+04 4.93E+04 3.32E+04 3.28E+04 4.42E+04 2.27E+04 3.65E+04 4.88E+04 3.63E+04 2.84E+04 3.95E+04 2.97E+04 660.6354 3 36.69



GPT2 YKR067W VNSRGSLTDIPIFSDAK[3] Phospho ,[6] Phospho 100.0, 99.9 -0.72 -0.36 -0.45 -0.37 0.019 0.087 0.057 0.08 7.36E+04 6.58E+04 4.99E+04 3.65E+04 4.64E+04 3.18E+04 5.21E+04 5.55E+04 4.01E+04 4.65E+04 5.41E+04 3.75E+04 990.4499 2 18.55

RAD9 YDR217C VNSTNIIEGSPK[10] Phospho 100.0 -0.17 0.22 0.24 -0.38 0.189 0.162 0.074 0.05 3.19E+04 3.72E+04 4.39E+04 3.57E+04 2.87E+04 3.61E+04 4.50E+04 3.60E+04 5.02E+04 4.18E+04 4.45E+04 4.73E+04 669.8186 2 16.44

ASK10 YGR097W VNTPAIDDYGNLITVER[3] Phospho 100.0 -0.16 0.22 0.40 -0.38 0.337 0.269 0.158 0.13 1.15E+05 1.93E+05 1.13E+05 9.93E+04 1.62E+05 1.15E+05 2.00E+05 1.63E+05 1.26E+05 1.46E+05 2.41E+05 1.67E+05 985.4683 2 93.19

ASK10 YGR097W VNTPAIDDYGNLITVER[3] Phospho 100.0 -0.02 0.42 0.46 -0.44 0.479 0.140 0.137 0.13 2.01E+04 3.55E+04 2.00E+04 1.57E+04 3.37E+04 2.49E+04 4.23E+04 3.05E+04 2.82E+04 2.55E+04 4.40E+04 3.43E+04 657.3149 3 33.98

IGD1 YFR017C VPHGSPPQLGTR[5] Phospho 100.0 0.80 0.80 0.58 0.00 0.010 0.028 0.085 0.49 1.20E+04 2.28E+04 2.18E+04 2.99E+04 3.36E+04 3.53E+04 3.42E+04 2.54E+04 3.89E+04 2.34E+04 2.42E+04 3.68E+04 663.322 2 23.21

PAM1 YDR251W VPQINITQPSPIQTNFATSDNPAAVIK[10] Phospho 99.6 -1.12 -0.40 -0.30 -0.72 0.040 0.168 0.203 0.08 5.71E+04 7.26E+04 3.61E+04 1.55E+04 3.95E+04 2.13E+04 5.38E+04 3.18E+04 3.97E+04 4.42E+04 5.12E+04 3.94E+04 982.1671 3 22.08

SEC31 YDL195W VPSLVATSESPR[3] Phospho 99.3 -0.09 0.07 -0.22 -0.15 0.319 0.359 0.169 0.16 6.02E+05 8.10E+05 8.32E+05 6.40E+05 6.80E+05 7.93E+05 7.88E+05 6.91E+05 8.69E+05 5.20E+05 6.50E+05 7.51E+05 661.8217 2 45.74

IST2 YBR086C VPTVGSYGVAGATLPETIPTSK[3] Phospho ,[6] Phospho 100.0, 98.4 -0.53 -0.15 -0.27 -0.39 0.110 0.365 0.240 0.19 1.44E+06 1.79E+06 9.17E+05 9.85E+05 1.19E+06 6.86E+05 1.18E+06 1.72E+06 8.45E+05 1.18E+06 1.42E+06 8.25E+05 1153.043 2 57.26

IST2 YBR086C VPTVGSYGVAGATLPETIPTSK[6] Phospho 49.1 -0.39 0.23 -0.04 -0.62 0.228 0.306 0.473 0.05 3.36E+04 6.89E+04 3.19E+04 2.89E+04 4.30E+04 3.08E+04 6.63E+04 4.89E+04 4.23E+04 3.01E+04 6.71E+04 3.35E+04 1113.061 2 80.34

IST2 YBR086C VPTVGSYGVAGATLPETIPTSK[6] Phospho ,[7] Phospho 91.5, 91.5 -0.49 0.03 -0.29 -0.52 0.145 0.468 0.226 0.14 7.98E+05 1.06E+06 5.32E+05 5.34E+05 7.72E+05 4.02E+05 7.56E+05 1.13E+06 5.61E+05 6.30E+05 8.10E+05 5.12E+05 769.0314 3 20.76

IST2 YBR086C VPTVGSYGVAGATLPETIPTSK[7] Phospho 75.2 -0.33 0.35 0.14 -0.68 0.275 0.239 0.398 0.07 1.27E+04 2.78E+04 1.31E+04 1.08E+04 1.90E+04 1.29E+04 3.04E+04 1.94E+04 1.84E+04 1.48E+04 2.79E+04 1.62E+04 742.3759 3 29.29

GAL11 YOL051W VPVSAAATPSLNK[10] Phospho 98.3 -6.27 -6.45 -4.15 0.17 0.000 0.000 0.000 0.45 1.32E+04 1.38E+04 1.37E+04 9.57E+00 2.89E+02 2.00E+02 0.00E+00 4.37E+02 2.54E-01 1.38E+03 8.02E+02 8.43E+01 667.8397 2 21.14

MDG1 YNL173C VPVSSITSHAK[5] Phospho ,[8] Phospho 99.0, 93.5 0.03 -0.11 -0.11 0.14 0.462 0.348 0.343 0.26 6.73E+04 4.24E+04 7.08E+04 6.31E+04 5.10E+04 6.96E+04 4.40E+04 6.29E+04 6.00E+04 6.38E+04 4.70E+04 5.63E+04 643.2831 2 18.43

MDG1 YNL173C VPVSSITSHAK[5] Phospho46.7 0.38 -0.03 -0.13 0.41 0.148 0.471 0.373 0.13 2.28E+03 4.76E+03 3.72E+03 5.34E+03 5.09E+03 3.59E+03 4.76E+03 2.29E+03 3.48E+03 2.26E+03 3.52E+03 4.05E+03 603.3002 2 22.62

MMP1 YLL061W VQFSTSVLSTPSNEGNNLIHR[12] Phospho 99.8 -0.82 -0.31 -0.79 -0.51 0.034 0.141 0.039 0.03 3.20E+04 5.36E+04 3.90E+04 2.95E+04 2.35E+04 1.74E+04 3.53E+04 3.44E+04 3.04E+04 2.14E+04 3.14E+04 1.92E+04 794.0485 3 30.73

LTE1 YAL024C VQSIAITPTK[3] Phospho 99.8 0.03 0.36 0.39 -0.33 0.472 0.156 0.117 0.19 4.25E+03 6.75E+03 7.88E+03 4.74E+03 5.58E+03 8.93E+03 9.00E+03 5.88E+03 9.34E+03 6.81E+03 9.79E+03 8.08E+03 569.2989 2 23.35

ESC1 YMR219W VRNSDLEDDESLK[4] Phospho 100.0 0.46 0.80 0.49 -0.34 0.135 0.161 0.142 0.30 1.25E+03 2.88E+03 2.96E+03 2.67E+03 3.02E+03 4.09E+03 6.81E+03 1.83E+03 3.71E+03 2.34E+03 3.42E+03 4.16E+03 800.3492 2 25.92

ESC1 YMR219W VRNSDLEDDESLKK[4] Phospho 100.0 -0.45 -0.28 -0.09 -0.18 0.013 0.101 0.364 0.26 4.18E+03 4.55E+03 4.57E+03 3.18E+03 2.70E+03 3.82E+03 4.60E+03 2.92E+03 3.43E+03 3.10E+03 3.80E+03 5.57E+03 576.6 3 21.96

NET1 YJL076W VRPSLSSLSDLVSR[4] Phospho 99.7 0.13 0.83 0.89 -0.71 0.419 0.160 0.130 0.16 2.20E+03 8.85E+03 4.33E+03 4.24E+03 7.18E+03 5.37E+03 1.49E+04 5.22E+03 7.31E+03 4.61E+03 1.39E+04 1.00E+04 798.412 2 29.65

NET1 YJL076W VRPSLSSLSDLVSR[4] Phospho99.2 -0.03 0.61 0.91 -0.64 0.486 0.242 0.154 0.18 8.84E+02 7.68E+03 3.07E+03 2.25E+03 5.98E+03 3.14E+03 9.39E+03 3.85E+03 4.53E+03 3.35E+03 1.06E+04 7.88E+03 532.6105 3 44.91

MCM3 YEL032W VRQPASNSGSPIK[6] Phospho ,[10] Phospho 99.3, 99.9 -0.47 -0.72 -0.47 0.25 0.110 0.062 0.135 0.15 3.95E+05 2.04E+05 3.03E+05 2.49E+05 1.97E+05 2.06E+05 1.33E+05 1.99E+05 2.16E+05 2.87E+05 1.74E+05 1.88E+05 750.8346 2 19.49

MCM3 YEL032W VRQPASNSGSPIK[8] Phospho 77.6 0.36 0.68 1.01 -0.32 0.274 0.117 0.026 0.18 7.73E+02 1.53E+03 3.00E+03 1.61E+03 2.23E+03 2.97E+03 3.48E+03 2.12E+03 2.93E+03 3.69E+03 3.37E+03 3.65E+03 710.8507 2 26.01

MCM3 YEL032W VRQPASNSGSPIK[10] Phospho88.0 -0.11 -0.64 0.08 0.53 0.378 0.089 0.407 0.10 1.94E+03 3.53E+03 3.60E+03 2.46E+03 2.28E+03 3.64E+03 1.49E+03 1.62E+03 2.71E+03 3.57E+03 2.27E+03 3.76E+03 710.8511 2 26.11

RPL25 YOL127W VRTSATFR [4] Phospho98.2 -0.03 0.57 0.64 -0.60 0.479 0.192 0.151 0.10 1.49E+03 4.25E+03 7.18E+03 4.23E+03 3.43E+03 4.99E+03 6.45E+03 4.00E+03 8.74E+03 4.76E+03 6.49E+03 8.98E+03 509.2474 2 15.83

SRC1 YML034W VSASFADK [4] Phospho 100.0 -3.84 -2.19 -0.70 -1.66 0.001 0.003 0.033 0.01 1.22E+04 1.11E+04 1.72E+04 1.19E+03 8.05E+02 7.96E+02 2.89E+03 2.09E+03 3.88E+03 9.78E+03 6.82E+03 8.31E+03 452.6943 2 34.5

SRC1 YML034W VSASFADKLPQK[4] Phospho 91.8 -6.80 -3.84 -1.42 -2.96 0.003 0.004 0.015 0.03 8.19E+03 1.56E+04 1.48E+04 0.00E+00 1.27E+02 1.89E+02 1.43E+03 8.42E+02 3.95E+02 3.51E+03 5.24E+03 5.66E+03 685.8398 2 47.56

YGR130C YGR130C VSESTSIGK [6] Phospho 94.2 -0.97 -0.95 -1.59 -0.02 0.270 0.270 0.201 0.49 2.56E+04 3.12E+03 3.18E+03 9.79E+03 2.71E+03 3.76E+03 3.21E+03 4.61E+03 8.68E+03 6.03E+03 2.62E+03 1.90E+03 494.2236 2 23.49

SKG6 YHR149C VSGILEETDVVQPPSVGGILPHSGSQDDLRK[25] Phospho 85.5 -0.13 0.00 -0.17 -0.13 0.362 0.496 0.323 0.33 8.26E+04 1.06E+05 5.50E+04 6.61E+04 9.64E+04 6.01E+04 9.98E+04 7.08E+04 7.26E+04 5.80E+04 9.27E+04 6.61E+04 1103.884 3 24

SKG6 YHR149C VSGILEETDVVQPPSVGGILPHSGSQDDLRK[25] Phospho 85.5 -0.14 0.01 -0.22 -0.16 0.354 0.486 0.296 0.27 8.75E+04 1.25E+05 6.25E+04 6.80E+04 1.06E+05 7.49E+04 1.08E+05 8.28E+04 8.65E+04 5.75E+04 1.02E+05 7.72E+04 828.1654 4 15.22

SIR4 YDR227W VSLSQPVSASK[4] Phospho100.0 0.90 0.26 -0.34 0.64 0.001 0.056 0.015 0.00 1.38E+04 1.46E+04 1.33E+04 2.48E+04 2.87E+04 2.40E+04 1.92E+04 1.53E+04 1.54E+04 9.38E+03 1.19E+04 1.16E+04 591.7918 2 39.5

GGA1 YDR358W VSLSSPKSPQENDTVVDILGDAHSK[2] Phospho ,[8] Phospho 79.0, 96.8. -0.07 0.45 -0.05 -0.53 0.378 0.069 0.407 0.05 7.98E+04 9.29E+04 6.32E+04 7.01E+04 9.07E+04 6.31E+04 9.09E+04 1.33E+05 9.82E+04 7.09E+04 8.66E+04 7.07E+04 928.4232 3 45.13

GGA1 YDR358W VSLSSPKSPQENDTVVDILGDAHSK[2] Phospho ,[5] Phospho 90.5, 50.0 0.11 0.86 0.13 -0.75 0.415 0.025 0.359 0.06 1.03E+04 1.74E+04 9.38E+03 8.47E+03 2.06E+04 1.11E+04 1.94E+04 2.78E+04 2.04E+04 9.98E+03 1.61E+04 1.47E+04 696.5693 4 20.24

INP52 YNL106C VSPSNSKSEEELPCK[8] Phospho 98.4 0.03 -0.20 0.18 0.23 0.452 0.284 0.272 0.09 6.66E+03 1.21E+04 1.29E+04 1.05E+04 1.07E+04 1.12E+04 7.85E+03 8.71E+03 1.10E+04 1.06E+04 1.18E+04 1.34E+04 885.8845 2 24.89

RPL16B YNL069C VSSASAAASESDVAK[11] Phospho99.4 -0.17 -0.27 -0.06 0.11 0.245 0.194 0.389 0.34 2.47E+04 1.83E+04 2.86E+04 2.33E+04 1.78E+04 2.27E+04 1.94E+04 1.47E+04 2.51E+04 2.43E+04 2.10E+04 2.34E+04 730.3193 2 39.03

SYP1 YCR030C VSSTATSSIYQK[7] Phospho47.7 -0.20 0.16 0.00 -0.36 0.202 0.273 0.495 0.07 1.76E+04 1.33E+04 2.09E+04 1.46E+04 1.38E+04 1.68E+04 1.51E+04 2.07E+04 2.21E+04 2.21E+04 1.46E+04 1.53E+04 676.3107 2 46.81

SMY2 YBR172C VSTPVQQHPLLQR[3] Phospho 99.5 -0.22 -0.15 -0.26 -0.07 0.281 0.376 0.293 0.41 1.42E+04 3.24E+04 2.51E+04 2.06E+04 2.16E+04 1.93E+04 2.95E+04 1.44E+04 2.09E+04 1.27E+04 2.13E+04 2.60E+04 528.2753 3 22.88

SMY2 YBR172C VSTPVQQHPLLQR[3] Phospho 99.5 -0.21 -0.36 -0.35 0.15 0.272 0.206 0.256 0.27 1.15E+04 2.43E+04 1.84E+04 1.59E+04 1.49E+04 1.61E+04 1.79E+04 1.02E+04 1.43E+04 6.35E+03 1.66E+04 1.95E+04 791.9093 2 36.17

YMR045C YMR045C VSTQANSQQPTTPLSSAVPENHHHASPQAAQVPLPQNGPYPQQR[26] Phospho 94.5 -1.36 -0.48 0.09 -0.88 0.003 0.037 0.370 0.00 3.45E+05 2.76E+05 2.41E+05 1.39E+05 1.01E+05 9.56E+04 2.19E+05 1.79E+05 2.22E+05 2.25E+05 3.50E+05 3.41E+05 1194.569 4 24.62

YMR045C YMR045C VSTQANSQQPTTPLSSAVPENHHHASPQAAQVPLPQNGPYPQQR[26] Phospho 94.5 -1.17 -0.15 0.46 -1.01 0.001 0.152 0.017 0.00 1.52E+05 1.34E+05 1.24E+05 7.54E+04 5.72E+04 5.00E+04 1.28E+05 1.06E+05 1.34E+05 1.62E+05 2.09E+05 1.91E+05 955.8614 5 19.37

YBL005W-B L005W-B VSTQANSQQPTTPPSSAVPENHHHASPQAAQVPLPQNGPYPQQR[26] Phospho 81.6 -0.66 -0.51 0.12 -0.15 0.011 0.043 0.300 0.33 4.12E+05 3.46E+05 3.49E+05 2.95E+05 1.97E+05 2.09E+05 2.12E+05 2.20E+05 3.45E+05 3.73E+05 3.26E+05 5.08E+05 1190.564 4 16.02

SEC7 YDR170C VSYESSR [2] Phospho 98.7 -0.32 -0.32 -0.18 0.00 0.357 0.360 0.428 0.49 4.32E+03 6.40E+02 1.57E+03 1.65E+03 1.55E+03 2.01E+03 1.48E+03 1.52E+03 2.22E+03 3.38E+03 1.28E+03 1.09E+03 454.1813 2 17.83

MLH1 YMR167W VTNVSHSQEAEK[7] Phospho 100.0 3.38 0.69 -1.19 2.68 0.029 0.043 0.033 0.03 1.35E+02 2.79E+02 1.75E+02 2.31E+03 7.89E+02 3.33E+03 3.86E+02 2.58E+02 3.31E+02 6.55E+01 1.14E+02 6.28E+01 704.8087 2 21.95

LCP5 YER127W VTSFEEDNFTR[3] Phospho 92.9 -3.75 -2.80 -1.16 -0.94 0.000 0.000 0.001 0.22 9.66E+03 1.03E+04 1.00E+04 0.00E+00 1.35E+03 8.59E+02 2.79E+03 5.42E+02 9.39E+02 2.87E+03 5.59E+03 4.98E+03 712.7909 2 36.88

ISW2 YOR304W VTSYDITGDIRNEGSDAEEEEGEYK[15] Phospho 100.0 -0.38 0.24 -0.05 -0.61 0.022 0.152 0.320 0.02 6.93E+04 7.72E+04 6.15E+04 5.00E+04 5.97E+04 5.04E+04 7.86E+04 9.95E+04 6.71E+04 6.47E+04 6.77E+04 6.85E+04 962.733 3 38.8

BFR1 YOR198C VVADDLVLVTPK[10] Phospho 100.0 -0.25 1.13 0.18 -1.37 0.387 0.130 0.421 0.08 3.00E+03 2.07E+04 8.73E+03 6.12E+03 1.25E+04 8.71E+03 3.97E+04 1.21E+04 1.89E+04 3.39E+03 1.77E+04 1.56E+04 674.8604 2 52.33

CUE5 YOR042W VVAETTYIDTPDTETK[10] Phospho91.4 -0.49 1.19 0.97 -1.69 0.187 0.032 0.078 0.01 2.94E+04 1.62E+04 1.14E+04 1.17E+04 1.27E+04 1.61E+04 5.75E+04 3.00E+04 4.30E+04 2.28E+04 3.52E+04 5.37E+04 931.9208 2 23.18

DRE2 YKR071C VVDDLIEDSDDDDFSSDSSK[9] Phospho 100.0 -0.13 0.25 0.05 -0.38 0.406 0.185 0.417 0.23 3.45E+04 5.71E+04 4.33E+04 1.94E+04 6.74E+04 3.63E+04 4.57E+04 6.33E+04 5.13E+04 4.35E+04 4.85E+04 4.75E+04 761.6288 3 16.38

ESC1 YMR219W VVDVAESFVK[7] Phospho 100.0 -1.54 -1.60 -0.30 0.05 0.003 0.003 0.190 0.41 2.26E+03 3.17E+03 2.27E+03 9.89E+02 9.41E+02 6.99E+02 1.07E+03 6.87E+02 7.66E+02 2.10E+03 2.75E+03 1.41E+03 586.7837 2 18.72

SPN1 YPR133C VVEATPEDGTASSQK[13] Phospho 99.8 0.87 -0.35 -0.96 1.22 0.012 0.124 0.019 0.00 2.69E+05 1.64E+05 2.62E+05 4.93E+05 3.50E+05 4.27E+05 1.68E+05 1.67E+05 2.11E+05 1.27E+05 8.92E+04 1.40E+05 799.8518 2 30.47

SPN1 YPR133C VVEATPEDGTASSQK[5] Phospho 92.0 0.00 0.76 0.15 -0.76 0.495 0.101 0.341 0.08 1.65E+03 3.75E+03 4.14E+03 3.42E+03 2.69E+03 3.46E+03 6.35E+03 2.95E+03 6.87E+03 3.19E+03 3.36E+03 4.06E+03 799.8517 2 24.93

SPN1 YPR133C VVEATPEDGTASSQKSTINAENENTK[12] Phospho, [16] Phospho51.9, 81.6 0.25 -0.40 -0.07 0.64 0.168 0.087 0.394 0.01 1.43E+06 8.81E+05 1.34E+06 1.48E+06 1.22E+06 1.62E+06 9.13E+05 8.30E+05 1.02E+06 1.17E+06 9.47E+05 1.35E+06 960.7454 3 20.06

IRS4 YKR019C VVLVDHNSSS[9] Phospho 50.0 -0.38 -0.13 0.01 -0.25 0.086 0.315 0.482 0.12 1.76E+04 1.21E+04 1.97E+04 1.30E+04 1.27E+04 1.22E+04 1.21E+04 1.50E+04 1.79E+04 1.98E+04 1.35E+04 1.66E+04 568.7528 2 29.02

MED2 YDL005C VVQNSPVSSVHTANFSER[5] Phospho 100.0 -0.13 -0.01 -0.11 -0.13 0.306 0.492 0.351 0.36 1.81E+04 2.97E+04 3.06E+04 2.12E+04 2.55E+04 2.48E+04 3.65E+04 1.86E+04 2.29E+04 1.89E+04 2.59E+04 2.76E+04 1019.474 2 65.41

MED2 YDL005C VVQNSPVSSVHTANFSER[5] Phospho 100.0 0.09 -0.03 -0.04 0.12 0.301 0.460 0.440 0.31 3.32E+04 3.85E+04 4.85E+04 4.48E+04 4.24E+04 4.09E+04 4.97E+04 2.74E+04 4.06E+04 3.46E+04 3.48E+04 4.78E+04 679.985 3 30.64

PRR1 YKL116C VVSELIAPANLSPQR[12] Phospho 100.0 -0.05 0.13 -0.19 -0.18 0.424 0.230 0.185 0.22 1.63E+04 2.32E+04 2.05E+04 1.49E+04 2.46E+04 1.83E+04 1.95E+04 2.32E+04 2.30E+04 1.46E+04 1.81E+04 1.97E+04 558.6259 3 24.37

PRR1 YKL116C VVSELIAPANLSPQR[12] Phospho 100.0 -0.02 0.11 -0.05 -0.13 0.468 0.313 0.426 0.28 5.67E+04 8.92E+04 6.47E+04 5.31E+04 8.74E+04 6.66E+04 7.22E+04 8.13E+04 7.32E+04 5.63E+04 7.35E+04 7.39E+04 837.4353 2 26.73

YGR130C YGR130C VVSNEPK [3] Phospho 100.0 1.84 0.72 0.54 1.13 0.046 0.131 0.189 0.09 2.62E+03 1.43E+03 8.93E+02 6.60E+03 2.40E+03 8.80E+03 3.89E+03 1.72E+03 2.52E+03 3.53E+03 1.72E+03 1.95E+03 426.6962 2 19.92

YMR086W YMR086W VVTPIK [3] Phospho 100.0 -0.69 -0.67 -0.11 -0.02 0.161 0.298 0.440 0.50 1.28E+03 1.54E+03 4.10E+02 7.11E+02 4.31E+02 8.58E+02 1.90E+03 9.09E+01 3.19E+01 3.97E+02 9.21E+02 1.68E+03 368.7034 2 21.43

MTR4 YJL050W VVVPVLADSFEQEASR[9] Phospho 100.0 1.58 -1.90 -0.94 3.48 0.016 0.103 0.197 0.00 1.69E+03 1.20E+04 5.06E+03 1.60E+04 2.35E+04 1.66E+04 1.27E+03 2.08E+03 1.65E+03 1.57E+03 4.62E+03 3.52E+03 913.4413 2 40.47

WHI5 YOR083W VYDHNDDGHESESEDDENEEENENQK[11] Phospho, [13] Phospho99.9, 100.0 -1.62 -2.13 -1.64 0.51 0.089 0.070 0.088 0.18 7.61E+04 2.12E+04 2.84E+04 1.63E+04 1.43E+04 1.03E+04 3.96E+03 1.60E+04 8.72E+03 1.68E+04 9.15E+03 1.42E+04 1089.368 3 27.78

MOB1 YIL106W WNTANAANNAGSVSPTK[14] Phospho 99.5 0.27 0.63 0.49 -0.36 0.046 0.008 0.001 0.05 3.20E+05 2.94E+05 3.26E+05 3.82E+05 3.28E+05 4.21E+05 4.12E+05 4.84E+05 5.57E+05 4.35E+05 4.20E+05 4.65E+05 891.8945 2 74.4

MOB1 YIL106W WNTANAANNAGSVSPTK[14] Phospho 99.5 0.48 0.95 0.72 -0.47 0.001 0.002 0.001 0.01 8.02E+03 8.05E+03 9.30E+03 1.17E+04 1.17E+04 1.19E+04 1.40E+04 1.72E+04 1.78E+04 1.35E+04 1.32E+04 1.51E+04 594.9321 3 30.13

BMS1 YPL217C WRGEDDDSKDESDIEEDVDDDFFR[12] Phospho 98.5 -0.05 -0.28 -0.32 0.23 0.453 0.212 0.207 0.26 6.58E+04 9.18E+04 4.80E+04 7.82E+04 8.07E+04 3.97E+04 5.88E+04 6.27E+04 4.83E+04 5.80E+04 6.69E+04 3.95E+04 1005.389 3 31.05

RFA2 YNL312W WSEDANDLAAGNDDSSGK[16] Phospho 93.7 3.09 0.25 -0.33 2.84 0.000 0.178 0.079 0.00 3.61E+04 2.67E+04 3.56E+04 2.92E+05 2.74E+05 2.70E+05 3.02E+04 4.77E+04 3.90E+04 2.90E+04 2.15E+04 2.80E+04 966.3688 2 87.43

CHS2 YBR038W YAANLQESPK[8] Phospho 100.0 1.21 2.24 1.86 -1.03 0.013 0.001 0.001 0.00 1.87E+04 3.51E+04 4.59E+04 7.22E+04 6.29E+04 9.55E+04 1.59E+05 1.34E+05 1.80E+05 1.21E+05 1.05E+05 1.35E+05 600.7676 2 25.9

TDH3 YGR192C YAGEVSHDDK[6] Phospho 100.0 0.45 -0.78 -0.25 1.21 0.255 0.155 0.379 0.09 2.17E+02 1.29E+02 7.47E+01 1.20E+02 1.42E+02 3.26E+02 1.25E+02 1.10E+01 9.70E+01 2.24E+02 9.51E+01 3.13E+01 600.7322 2 17.44

POL1 YNL102W YANDVQDLLDDVENSPVVATK[15] Phospho 100.0 0.08 1.61 1.07 -1.53 0.420 0.016 0.014 0.02 8.31E+03 8.05E+03 5.90E+03 7.09E+03 1.12E+04 5.22E+03 3.07E+04 2.28E+04 1.46E+04 1.33E+04 2.02E+04 1.32E+04 795.7027 3 52.15

SEC16 YPL085W YAPVSPTVQQK[5] Phospho 99.6 -0.35 -0.08 -0.14 -0.26 0.070 0.336 0.260 0.13 3.15E+05 3.70E+05 4.23E+05 2.77E+05 2.45E+05 3.47E+05 3.79E+05 2.82E+05 3.84E+05 2.88E+05 3.03E+05 4.11E+05 649.3129 2 38.13

CLA4 YNL298W YAQNSSPTAAHFQPQR[5] Phospho 86.4 0.09 0.32 0.30 -0.24 0.256 0.069 0.155 0.10 3.99E+04 4.51E+04 5.20E+04 4.54E+04 4.81E+04 5.21E+04 6.37E+04 4.70E+04 6.09E+04 5.09E+04 4.51E+04 7.29E+04 941.9153 2 23.19

CLA4 YNL298W YAQNSSPTAAHFQPQR[6] Phospho 47.0 0.08 0.43 0.39 -0.35 0.307 0.015 0.121 0.00 5.84E+04 6.15E+04 7.97E+04 7.54E+04 6.74E+04 6.85E+04 9.06E+04 8.52E+04 9.35E+04 8.75E+04 6.37E+04 1.10E+05 628.2793 3 16.79

DUN1 YDL101C YASSSSTDIENDDEK[5] Phospho87.6 -3.34 -0.92 0.01 -2.43 0.000 0.007 0.490 0.00 6.75E+04 4.87E+04 6.72E+04 5.84E+03 6.13E+03 6.06E+03 2.73E+04 3.25E+04 3.73E+04 7.34E+04 4.96E+04 6.12E+04 870.8279 2 86.72



GRS1 YBR121C YDIGNPVTGETLESPR[14] Phospho 100.0 -0.18 0.32 -0.08 -0.49 0.350 0.205 0.435 0.03 2.21E+04 5.07E+04 2.92E+04 2.36E+04 3.71E+04 2.96E+04 4.72E+04 3.73E+04 4.26E+04 2.31E+04 4.14E+04 3.23E+04 914.4124 2 28.76

DLD3 YEL071W YDMSLQLK [1] Phospho 100.0 1.85 1.82 1.24 0.03 0.001 0.002 0.012 0.42 4.72E+02 1.03E+03 1.73E+03 4.29E+03 3.68E+03 3.82E+03 3.37E+03 4.46E+03 3.72E+03 2.76E+03 2.17E+03 2.78E+03 539.2397 2 15.69

NUP2 YLR335W YELYIK [1] Phospho 99.9 0.35 0.61 0.42 -0.26 0.142 0.103 0.087 0.24 1.22E+04 1.08E+04 1.91E+04 1.66E+04 1.56E+04 2.15E+04 1.53E+04 1.96E+04 2.94E+04 2.10E+04 1.62E+04 1.93E+04 454.71 2 16.19

BCP1 YDR361C YEVNFDTDDDTDSGK[7] Phospho 100.0 0.65 0.60 0.24 0.05 0.023 0.083 0.274 0.43 1.01E+04 1.37E+04 1.90E+04 2.03E+04 2.42E+04 2.26E+04 1.54E+04 2.18E+04 2.76E+04 2.25E+04 1.35E+04 1.43E+04 900.8283 2 42.05

SLU7 YDR088C YEYLKKK [1] Phospho 100.0 -0.40 -0.30 -0.31 -0.10 0.043 0.286 0.211 0.43 6.11E+04 7.48E+04 5.42E+04 5.42E+04 4.54E+04 4.45E+04 8.73E+04 2.77E+04 3.99E+04 2.68E+04 6.80E+04 5.84E+04 526.2623 2 20.55

IGO1 YNL157W YFDSGDYALQK[4] Phospho 99.9 1.24 0.48 -0.76 0.77 0.012 0.180 0.168 0.00 1.89E+03 8.25E+03 5.07E+03 1.28E+04 1.25E+04 1.07E+04 8.02E+03 7.07E+03 6.07E+03 2.10E+03 3.61E+03 3.28E+03 693.7847 2 45.71

AIR2 YDL175C YFGVSDDDK[5] Phospho 100.0 0.08 0.27 -0.39 -0.18 0.274 0.049 0.063 0.11 7.09E+03 8.43E+03 8.72E+03 8.27E+03 9.63E+03 7.80E+03 8.74E+03 9.72E+03 1.07E+04 6.25E+03 7.61E+03 4.66E+03 563.2113 2 18.75

EFM1 YHL039W YFPNLSER [1] Phospho 96.8 1.94 2.66 2.22 -0.73 0.001 0.000 0.023 0.00 6.79E+02 1.30E+03 2.65E+03 6.64E+03 5.58E+03 5.62E+03 9.12E+03 1.11E+04 9.33E+03 1.09E+04 6.40E+03 4.42E+03 553.2366 2 15.23

PDA1 YER178W YGGHSMSDPGTTYR[5] Phospho 99.9 0.20 -0.66 0.23 0.86 0.429 0.042 0.242 0.27 4.81E+04 5.82E+04 3.49E+04 2.42E+04 1.24E+05 1.35E+04 2.83E+04 3.64E+04 2.46E+04 3.93E+04 6.74E+04 5.94E+04 804.8115 2 41.11

PDA1 YER178W YGGHSMSDPGTTYR[5] Phospho49.6 0.35 -0.50 0.37 0.86 0.385 0.082 0.139 0.28 2.14E+04 2.67E+04 1.67E+04 1.21E+04 6.53E+04 5.43E+03 1.49E+04 1.95E+04 1.13E+04 2.09E+04 3.53E+04 2.78E+04 536.8766 3 19.93

RPL43A YPR043W YGSSLRRQVK[1] Phospho 49.5 0.07 0.39 0.44 -0.32 0.432 0.245 0.244 0.27 8.29E+03 1.21E+04 5.83E+03 6.34E+03 1.13E+04 9.84E+03 1.60E+04 5.66E+03 1.27E+04 4.51E+03 1.58E+04 1.53E+04 637.3241 2 16.06

RSN1 YMR266W YKEEESRSAV[6] Phospho ,[8] Phospho 99.2, 100.0 -0.70 -1.15 -0.65 0.45 0.128 0.066 0.151 0.22 3.48E+04 1.41E+04 2.16E+04 1.94E+04 1.54E+04 8.54E+03 5.78E+03 1.64E+04 9.51E+03 2.28E+04 1.17E+04 1.03E+04 679.2571 2 15.15

RSN1 YMR266W YKEEESRSAV[6] Phospho99.9 -0.21 -0.24 0.23 0.04 0.126 0.151 0.210 0.41 4.20E+04 3.19E+04 4.43E+04 3.41E+04 3.57E+04 3.27E+04 3.10E+04 2.86E+04 4.01E+04 5.56E+04 3.35E+04 4.95E+04 639.274 2 34.69

SSK2 YNR031C YKIEDHNYLLKQLK[1] Phospho 88.1 -1.38 -1.62 -0.40 0.24 0.066 0.053 0.258 0.18 3.67E+06 1.32E+06 1.75E+06 9.83E+05 6.43E+05 9.63E+05 6.48E+05 6.92E+05 8.49E+05 1.71E+06 1.23E+06 2.15E+06 942.987 2 15

SSK22 YCR073C YLFFLLNLK [1] Phospho 100.0 0.09 0.13 0.64 -0.04 0.432 0.432 0.175 0.47 2.49E+05 6.18E+05 9.71E+05 6.31E+05 6.20E+05 7.03E+05 1.05E+06 2.63E+05 6.91E+05 5.65E+05 8.86E+05 1.41E+06 625.8334 2 15.22

ASG1 YIL130W YLPLNYPSE [8] Phospho 100.0 -0.25 -0.13 -1.07 -0.12 0.292 0.376 0.054 0.37 5.36E+03 1.12E+04 6.88E+03 6.97E+03 8.27E+03 4.49E+03 5.27E+03 8.79E+03 7.31E+03 4.16E+03 5.06E+03 1.91E+03 588.2556 2 16.24

YJR030C YJR030C YMDTPTLKNIR[1] Phospho 100.0 0.08 -0.12 0.10 0.20 0.354 0.375 0.359 0.31 1.58E+06 1.53E+06 1.89E+06 1.65E+06 1.47E+06 2.15E+06 2.24E+06 1.05E+06 1.31E+06 1.25E+06 1.88E+06 2.22E+06 716.3343 2 26.09

CTF4 YPR135W YNIDSSQEELLAR[1] Phospho 49.8 3.96 1.85 1.24 2.12 0.072 0.092 0.140 0.11 1.68E+03 1.81E+03 2.06E+03 1.65E+04 1.18E+04 5.88E+04 1.23E+04 1.96E+03 5.85E+03 3.53E+03 1.38E+03 8.28E+03 539.9083 3 15.01

EDE1 YBL047C YPAPGTSPSHNEGNSK[6] Phospho 80.8 -0.15 -0.46 -0.42 0.31 0.194 0.034 0.008 0.12 2.22E+05 1.83E+05 1.89E+05 2.12E+05 1.63E+05 1.60E+05 1.45E+05 1.11E+05 1.75E+05 1.52E+05 1.42E+05 1.50E+05 861.8604 2 49.01

EDE1 YBL047C YPAPGTSPSHNEGNSK[6] Phospho 50.0 0.19 0.22 0.24 -0.03 0.042 0.172 0.045 0.45 1.04E+05 8.75E+04 9.46E+04 1.16E+05 1.04E+05 1.07E+05 1.20E+05 8.36E+04 1.30E+05 1.12E+05 1.02E+05 1.24E+05 574.9089 3 28.36

REG1 YDR028C YPASQSEDDESDDENK[11] Phospho 84.1 0.01 -0.96 -0.40 0.98 0.490 0.114 0.322 0.08 5.31E+03 2.25E+03 2.42E+03 4.76E+03 3.18E+03 2.15E+03 7.50E+02 2.69E+03 1.68E+03 5.05E+03 1.71E+03 7.84E+02 954.8372 2 28.87

STE12 YHR084W YPYQLSVAPTFPVPPSSSR[16] Phospho33.3 -1.21 -0.46 -0.14 -0.74 0.191 0.334 0.443 0.07 2.01E+03 2.78E+04 9.93E+03 5.47E+03 7.19E+03 4.53E+03 1.34E+04 8.67E+03 6.78E+03 7.98E+03 1.65E+04 1.16E+04 1087.022 2 16.22

KRI1 YNL308C YREVSPESFGLTAR[5] Phospho 99.8 0.06 0.23 0.11 -0.18 0.416 0.243 0.375 0.26 7.15E+04 1.15E+05 8.00E+04 8.32E+04 1.08E+05 8.56E+04 1.28E+05 7.56E+04 1.09E+05 7.03E+04 1.26E+05 9.13E+04 846.3944 2 43.46

KRI1 YNL308C YREVSPESFGLTAR[1] Phospho 98.9 0.13 0.25 0.09 -0.12 0.347 0.270 0.402 0.35 5.35E+04 1.01E+05 7.31E+04 7.42E+04 1.00E+05 7.44E+04 1.23E+05 7.05E+04 7.79E+04 5.73E+04 1.04E+05 8.21E+04 564.5983 3 44.4

MMS21 YEL019C YRTGELTAPK[1] Phospho 100.0 0.21 0.50 1.37 -0.30 0.377 0.123 0.016 0.26 2.69E+04 1.20E+04 3.73E+04 1.93E+04 2.14E+04 4.72E+04 3.96E+04 3.11E+04 3.72E+04 5.14E+04 6.04E+04 8.51E+04 608.2963 2 44.1

ENT2 YLR206W YSDLNTLLATGTGIDTFGNTGEAR[12] Phospho 97.7 0.25 0.50 0.20 -0.25 0.255 0.138 0.190 0.29 2.28E+04 2.85E+04 1.77E+04 2.20E+04 3.79E+04 2.24E+04 4.34E+04 3.49E+04 1.96E+04 2.61E+04 2.89E+04 2.42E+04 856.3935 3 31.65

SNA2 R525W-A YSHLSSSDDNYGSLA[5] Phospho33.3 0.18 0.75 0.19 -0.57 0.198 0.018 0.200 0.02 3.05E+04 4.91E+04 4.36E+04 4.76E+04 4.91E+04 4.30E+04 6.10E+04 8.34E+04 6.27E+04 4.58E+04 5.25E+04 4.25E+04 848.3317 2 37.86

TGL4 YKR089C YSITSASLNPR[1] Phospho50.0 -0.23 0.19 -0.19 -0.42 0.222 0.274 0.271 0.08 1.18E+04 1.86E+04 1.19E+04 1.10E+04 1.41E+04 1.08E+04 1.99E+04 1.53E+04 1.30E+04 1.00E+04 1.49E+04 1.21E+04 644.8009 2 44.32

KIN1 YDR122W YSPSSPLTTNSIHQR[4] Phospho87.5 0.13 0.23 -0.11 -0.11 0.317 0.233 0.350 0.34 1.23E+04 2.00E+04 1.45E+04 1.45E+04 2.00E+04 1.66E+04 2.34E+04 1.58E+04 1.58E+04 1.16E+04 1.58E+04 1.60E+04 884.408 2 38.3

CFT2 YLR115W YSQLVDLR [1] Phospho 99.2 -0.27 -0.51 -0.06 0.24 0.263 0.168 0.454 0.32 4.68E+03 3.45E+03 6.65E+03 3.31E+03 3.33E+03 5.63E+03 4.72E+03 1.58E+03 4.10E+03 2.96E+03 3.98E+03 7.25E+03 537.2525 2 20.9

YDR090C YDR090C YSRLSV [5] Phospho 97.4 -0.18 0.33 -0.33 -0.51 0.299 0.136 0.184 0.04 3.44E+03 5.21E+03 6.28E+03 3.97E+03 3.62E+03 5.58E+03 5.61E+03 5.75E+03 7.45E+03 2.81E+03 4.54E+03 4.52E+03 402.6861 2 16.22

ATG13 YPR185W YSSSFGNIR [4] Phospho 98.5 0.10 0.24 0.09 -0.14 0.330 0.169 0.301 0.25 1.34E+04 2.02E+04 1.62E+04 1.63E+04 1.63E+04 2.08E+04 2.18E+04 1.57E+04 2.13E+04 1.76E+04 1.79E+04 1.78E+04 555.7357 2 32.74

EXO1 YOR033C YSSSFSGVNANR[4] Phospho 90.4 -0.59 -0.07 -0.15 -0.52 0.003 0.368 0.182 0.04 3.44E+04 3.22E+04 3.98E+04 2.38E+04 2.36E+04 2.31E+04 2.80E+04 3.08E+04 4.23E+04 3.70E+04 2.95E+04 2.96E+04 684.7836 2 56.23

SGV1 YPR161C YTSVVVTR [2] Phospho 95.2 0.35 0.37 0.16 -0.02 0.051 0.117 0.172 0.47 7.49E+04 8.63E+04 9.29E+04 1.02E+05 9.51E+04 1.27E+05 1.36E+05 7.81E+04 1.15E+05 8.15E+04 9.49E+04 1.07E+05 502.7444 2 51.61

ILV3 YJR016C YVMADLINVGGTQSVIK[12] Phospho ,[14] Phospho 99.8, 50.1 -0.10 -0.43 0.36 0.33 0.404 0.209 0.235 0.22 1.24E+05 6.36E+04 7.11E+04 9.62E+04 5.91E+04 8.65E+04 8.95E+04 3.65E+04 6.65E+04 6.92E+04 1.10E+05 1.53E+05 656.6401 3 16.04

TPK1 YJL164C YVPDVTYTLCGTPDYIAPEVVSTK[8] Phospho98.5 0.38 1.26 0.68 -0.87 0.246 0.046 0.171 0.08 1.98E+04 3.80E+04 1.51E+04 3.10E+04 4.40E+04 2.03E+04 8.54E+04 4.38E+04 4.52E+04 2.40E+04 6.21E+04 3.10E+04 923.4314 3 32.89

SPA2 YLL021W YVSPIK [3] Phospho 100.0 0.33 1.41 0.83 -1.08 0.292 0.029 0.087 0.02 2.20E+03 1.16E+04 1.65E+04 1.06E+04 1.23E+04 1.52E+04 3.32E+04 1.75E+04 2.98E+04 1.39E+04 1.84E+04 2.14E+04 393.6934 2 20.14


